I TABLE 3E 1 






Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hvoerten<;ion 

My |Jd LUIIOIWll 




Spot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


22 


0.039765 


54TMp (54tm) (=S83365 RAB5- 
interaction protein) 


AF004876 




NP 065203 

INI UUwlUO 




o ni7Rfti 

U.VJ I / DO I 


cnor»trin alnha nrm-on/thro^x/fif* 1 ( o I r^ho 
ojJCOUIll, aipitd, MUlI'd yUiiUL/yUL/ I ^aipild 

fnrlrin^ ^QPTAMI^ mRMA 

/cds=(1 03,7521) /gb=NM_003127 
/gi=4507190 /ug=Hs.77196 /len=7787 


mm nn"*i97 i 


Hs.77196 


NP_003118 


115 


0.018081 


laminin receptor 1 (ribosomal protein SA, 

/gb=NM_002295 /gi=9845501 
/ug= Hs. 181 357 /len= 1039 


NM_002295 


Hs.181357 


NP_002286 


144 


0.018081 


KIAA0961 protein 


NM 014898 




NP 055713 




O 0^9QRQ 


nypuuicuudi protein ujozoc iy.u i. i 
(DJ328E19.C1.1), mRNA /cds=( 18,2783) 
/gb=NM_015383 /gi=7657016 

/nn-Hc 91ft^9Q /lon-^fiftQ 


MM OI^Q 4 } 


Hs.218329 


NP_056198 


1fiQ 


VJ.WO III/ 


niiflosr rxrotoi n HmiKIci mini ito 1 /MI*^M1\ 

iiuuitrdi piuiein uuuuic rninuie i ^iviuivi i ), 
mRMA /rHc=i'Q^ 99^7^ /nh=MM 017440 

/gi=24586654 /ug=Hs. 12871 /len=2942 


MM 017AA0 
INIVI_U I (HH\J 


Hs.12871 


NP_064513 


170 


0.036914 


Duffy blood group (FY), mRNA 

/rrlc-MQ^ 1c;11\ /nh-MM 0090^fi . 

/gi=4503818 /ug=Hs.183 /len=1559 


NM_002036 


Hs.183 


NP_002027 


207 


9.44E-04 


putative p150 


AAC51271 






91/1 


n ooj*799 

U.UUO f zz 


neuronal inreau proiein au/c-in i r 


KID HKCOn-l 






224 


0.005674 


ubiquitin specific protease 7 (herpes virus- 
associated) (USP7), mRNA 
/cds=(200,3508) /gb=NM_003470 
/gi— f odd /ug— ns. / oooo /ien— 4uzz 


NM_003470 


Hs.78683 


NP_003461 


288 


0.01072 


phosphodiesterase 8B (PDE8B), mRNA 
/cds=(46,2703) /gb=NMJ303719 
/gi=26006850 /ug=Hs.78106 /len=3567 


NM_003719 


Hs.78106 


NP_003710 


9Q0 




iNiemann-r ick disease, type oz ^Nrozj, 
mRNA /cds=(1 16,571 ) /gb=NM_006432 
/gi=201 49580 /ug=Hs.433222 /len=929 


mm no^yiio 


Hs.433222 


NP_006423 






K1AA049Q nonp nrnHimt ^k , IAA049Q^ 

f\innU4^y gene proauci ^r\iMMU*tzyj, 
mRNA /cds=(2374,3444) 
/gb=NM_014751 /gi=7662113 
/ug=Hs.77694 /len=5645 


mm oi47f;i 

IN IVI_JJ I H f D I 


Hs.77694 


NP_055566 


323 


0 032959 


associated molecule with the SH3 domain 

aoowvraiCU IIIV^I^VsUI^ Will I LI IC Ul 1 \J UUI 1 1 CJ 1 1 1 

ofSTAM (AMSH), mRNA 
/cds=(188,1462)./gb=NM_006463 
/gi=17738303 /ug=Hs.12479 /len=2107 


NM 00646^ 

INIVI \J\J\J*1\J\J 


Hs. 12479 


NP_006454 


325 


0.007886 


thyroid autoantigen 70kDa (Ku antigen) 
(G22P1), mRNA /cds=(656,2485) 
/gb=NM_001469 /gi=20070134 
/ug=Hs. 197345 /len=2743 


NM_001469 


Hs.1 97345 


NP_001460 
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Hypertension 




Snot 


p value? 


D <sc r* pint inn 


VJcllc 

Accession 
No. 


Unigene 

nwWCOOIUI 1 

No. 


Protein 
No. 


326 


0.024587 


proteasome (prosome, macropain) 26S 
cuhunit ATPase 5 fPSMC5^ mRNA 
/cds=(42,1262) /gb=NM_002805 
/gi=24497434 /ug=Hs.79387 /len=1332 


NM_002805 


Hs.79387 


NP_002796 


332 


0.041254 


similar to rat nuclear ubiquitous casein 
kinase 2 (NUCKS), mRNA /cds=(67,558) 

/yu~i>iivi o i /yi~~ i &£wlwOU 

/ug=Hs.118064 /len=1811 


NM_022731 


Hs. 11 8064 


NP_073568 


342 


0.013102 


cytochrome c oxidase subunit Vic 
(C0X6C), nuclear gene encoding 

1 1 IILUL/I IUIIUI Idl (JIUietM, IHrMNAA 

/cds=(61,288) /gb=NM_004374 

/ni=17QQQ5^1 /nn=Hc ^1ft75 /|pn=4AA 


NM_004374 


Hs.351875 


NP_004365 


344 


0.03489 


tumor necrosis factor, alpha-induced 
protein 6 (TNFAIP6), mRNA 
/cds=(77,910) /gb=NM_007115 
/ai=260'51?49 /un=H<; /Ipn=1440 


NM_007115 


Hs 29352 


NP 009046 


357 


0.016974 


deleted in pancreatic carcinoma (DPC4) 
gene, exon 3 


AF045440 






366 


0.0261 


voltage-dependent anion channel 1 
A/DACh mRNA /cd<?=M00 QS1^ 
/gb=NM_003374 /gi=4507878 
/ug=Hs.149155 /len=1806 


NM_003374 


Hs.149155 


NP_003365 


367 


0.048543 


RNA (guanine-7-) methyltransferase 

(RNMT\ mRNA /rH<;=MQ7 A9D1\ 

^ IAIN I VI I y, ll lixlNrA /ouo — ^ 1 C7 f , 1 ( ) 

/gb=NM_003799 /gi=4506566 
/ug=Hs.8086 /len=6203 


NM_003799 


Hs.8086 


NP_003790 


^71 

\J 1 1 




o^r\trr\r»i^ \/iral i n+on ro+iAn o if o OA /P^\/IOA\ 
cUUUUpiU VII al K 1 Ley 1 dLIUI 1 oILc £.r\ (lv IZr\^, 

mRNA /cds=(220,918) /gb=NM_014210 
/gi=7657074 /ug=Hs.70499 /len=1563 


mm ni49in 


Hs.70499 


NP_055025 


378 


0.023148 


vanilloid receptor; CARKL and CTNS; 
TIP1;P2X5b and P2X5a; 
HUMINAE 


AF168787 










7inr finnor nrntoin OO'X f7NF99^\ mPMA 
iiiiyci piuieni £.£.0 \t-wr £./lO) , nirxiNM 

/cds=(239,1687) /gb=NMJ) 13361 
/gi=7019588 /ug=Hs.279782 /len=2033 


mm nii^fii 


Hs.279782 


NP_037493 


384 


0.009349 


ADP-ribosylation factor-like 6 interacting 

nrotpin (ARI RIP^ mRNA /rH*=f 7n fift'H 

/gb=NM_015161 /gi=24308006 
/ug=Hs.75249 /len=2280 


NM_015161 


Hs.75249 


NP_055976 


396 


0.01072 


hypothetical protein FLJ20445 
(FLJ20445) mRNA/cds=(293 1129^ 
/gb=NM_017824 /gi=1 9923500 
/ug=Hs.343748 /len=3896 


NM_017824 


Hs.343748 


NP_060294 


430 


0.048543 


hypothetical protein MGC13061 
(MGC13061), mRNA /cds=(52,684) 
/gb=NM_032322 /gi=141 50095 
/ug=Hs.29874/len=1947 


NM_032322 


Hs.29874 


NP_1 15698 
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Spot 


p-value 


Description 


Gene 
Accession 

NO. 


Unigene 
Accession 

NO. 


Prntpin 

r ■ uicii i 

Accession 
No. 


434 


0.00242 


phosphoglycerate kinase 1 (PGK1), 
mRNA/cds=(70,1323) /gb=NM_000291 
/gi=22095338 /ug=Hs.78771 /len=2338 


NM_000291 


Hs.78771 


MP 000282 




o 0/11 9^/i 

U.U1 IZO*f 


guiyi pnospnoproicin h (ouLrn'r/, mr\iNA 
/cds=( 14,2 104) /gb=NM_014498 
/gi=7657137 /ug=Hs.143600 /len=2506 


inivi u i*f*fyo 


ns. i^foouu 


NP_055313 


AAA 


n 00490^ 

U.UUhZUO 


t\ i r Dinaing proiein associated wiin ceil 
differentiation (APACD), mRNA 
/cds=(130,810)/gb=NM 005783 
/gi=1 81 04958 /ug=Hs. 1 53884 /len=1 494 


MM OOf^7ft^ 

rMivi uuo/oo 


ns. loooo'f 


NP_005774 


AAA 




riorou iy proiein (noruu iy;, itikinm 

/ rr i c _/co AAA\ /nh— MM MAClOR 
/COS— \DO ) /gD— INIVI_U l*tUZO 

/gi=7661737 /ug=Hs. 163724 /len=2411 


mm ni/i09ft i 
l\IIVI_U14UZo 


ns.ioo/z4 


NP_054747 


448 


0.001232 


laminin receptor 1 (ribosomal protein SA, 
67kDa) (LAMR1), mRNA /cds=(86,973) 

/nh— MM 0099Cm /ni— Qft/1^01 

/ug=Hs.181357 /lert=1039 


NM_002295 


Hs. 181 357 


NP_002286 


450 


0.0261 


nuclear factor NF-IL6 


X52560 








U. UU / \JiJ\J 


vvu icptrdi ournain i ^vvur\iy, transcript 
variant 1 , mRNA /cds=(203,2023) 
/gb=NM_017491 /gi=1 71 05397 

/nn-l-lc ftRI HO, /Ion— ^07Q 

/ug— ns.oo iuu /ien— ou/y 


MM 017401 


He 8^1 00 


NP_059830 


476 


0.008722 


KIAA1116 protein (KIAA1116), mRNA 
/cds=( 186,4001) /gb=NM_014892 
/gi=7662491 /ug=Hs.227602 /len=4664 


NM_014892 


Hs.227602 


nip ft^im 


c;i9 
O I z 


U.U I UU I o 


rm/ncin IYR /MVPlQRA mPMA 

myosin iad ^iviT^jyD;, rnrcrxM 
/cds=(1,6069) /gb=NMJ)04145 
/gi=4758749 /ug=Hs. 159629 /len=6069 


MM nCiAAAR 
rNlVI_UU4 \hO 


ns. i oyozy 


NP_004136 


565 


0.009763 


topoisomerase (DNA) III alpha (TOP3A), 

mPMA /rHe-/OQn **9'3R\ /nh- MM nn/lft-IO 

mKINA /CaS— (Zo\J,0/ioD) /gD-lNlVMJU4o 1 0 

/gi=20143947 /ug=Hs.91 175 /len=3807 


NM_004618 


Hs.91175 


NP_004609 


575 


0.007634 


tenascin XB (TNXB), transcript variant 

YD mPMA /r»rlc— /90^ '\1C\~7A\ 
AD, mrxINM /CQS— {*L\JD, \0\Jf**) 

/gb=NM_019105 /gi=20544188 
/ug=Hs. 169886 /len=13268 


NM_019105 


Hs. 169886 


NP_1 15859 


\JZj\J 


u.uoooo / 


MQ*1 occnriotorl r*r/"\tair» A /MQAD"1\ 

iNo i -associated protein 1 (iNonr 1 /, 
mRNA/cds=(526,2397)/gb=NM 006372 
/gi=23397426 /ug=Hs.373499 /len=2932 


MR/I OOR^79 
FMIVI_UUOo/Z 


He ^7^/IQQ 

ns.o/o^yy 


NP_006363 


598 


0 025888 


alutaminvl-tRNA ^vnthpta^p (OARS^ 
mRNA /cds=(6,2333) /gb=NM 005051 
/gi=4826959 /ug=Hs.79322 /len=2437 


NM 005051 


He. 7Q^2? 


NP_005042 


599 


0.01747 


hypothetical protein similar to RNA- 
binding protein lark (MGC10871), mRNA 
/cds=(54,1 133) /gb=NM 031492 
/gi=1 3899353 /ug=Hs.49994 /len=1821 


NM_031492 


Hs.49994 


NP_1 13680 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 
Accession 

NO. 


Accession 
No. 


Pmtoin 

Accession 
No. 


607 


0.043544 


ribosomal protein S27a (RPS27A), mRNA 
/cds=(39,509) /gb=NM_002954 
/gi=27436941 /ug=Hs.311640 /len=541 


NM_002954 


i lo.o i iu*tu 


np no?Q4s 






lUliUIUolli 1 ^IVIilNI^, u dl loul ipi Vdl Idf 11 1, 

mRNA /cds=(84,2309) /gb=NM 033540 
/gi=16117784 /ug=Hs.197877 /len=3275 


mm n^^/in 


Hs. 197877 


NP_284941 


fi71 




i\ir\Mu*t/ I gene proauci ^r\i/VAU*w i ), 
mRNA /cds=(4 13,1 525) /gb=NM_014857 
/gi=7662143 /ug=Hs.242271 /len=6834 


InIVI_U14oO/ 


Hs.242271 


NP_055672 


o# o 




uiune dipnd_esiz lo/ozo i rnr\i>iM 
sequence /gb=AF001542 /gi=2529714 
/ug=Hs.356442 /len=2992 


ArUUl 04Z 


Hs.356442 




679 


0.014931 


hypothetical protein LOC51255 
(LOC51255), mRNA /cds=(31, 492) 

/nh=MM /ni-9447^Q7ft 

/ug=Hs.11156 /len=601 


NM_016494 


Hs.11156 


NP_057578 


703 


0.00223 


cytochrome b-245, beta polypeptide 
(chronic granulomatous disease) (CYBB), 
mRNA /cds=(15,1727) /gb=NM_000397 

/ni— RQQfiH9n /i in— Mc 8fiQ74 /Ion— 49fiA 

/yi— dsoduzu /ug— ns.ooy/ h /ien— *tzoo 


NM_000397 


Hs.88974 


NP_000388 


726 


0.041254 


tyrosine 3-monooxygenase/tryptophan 5- 
monooxygenase aciivanon protein, 
gamma polypeptide (YWHAG), mRNA 
/cds=(1 92,935) /gb=NM_012479 
/gi=21464100 /ug=Hs.25001 /len=3747 


NM_012479 


Hs.25001 


NP_036611 


776 


0.031156 


GW128 protein (GW128), mRNA 
/ccis— ^oyj^oyu^ /go— inivi u i*fUoz 
/gi=7661715 /ug=Hs. 182238 /len=2011 


NM_0 14052 


Hs. 182238 




787 


0.039034 


cargo selection protein (mannose 6 
phosphate receptor binding protein) 
(TIP47), mRNA/cds=(67,1371) 
/gb=NM_005817 /gi=201 27485 
/ug=Hs.140452 /len=2239 


NM_005817 


Hs. 140452 


NP_005808 


794 


0.005674 


zn87g06.x5 Stratagene lung carcinoma 

Q^791ft rnWA Hono IMAi^P^fiWin "V 

yo/ z 10 clmn/a cione iivimoc.ooo^. iu o 
similar to contains Alu repetitive 
element; contains element MER22 
repetitive element ;, mRNA sequence 
/clone=IMAGE*565210 /clone end=3* 
/gb=AI732466 /gi=5053579 
/ug=Hs.193133/len=526 


AI732466 


Hs. 193 133 




802 


0.011469 


striated muscle contraction regulatory 
protein (ld2B) mRNA, complete cds. 
/cds=(1 10,220) /gb=M96843 /gi=397775 
/ug=Hs.296811 /len=1167 


M96843 


Hs.296811 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


805 


0.048543 


ribosomal protein S17 (RPS17), mRNA 
/cds=(26 433Wab=NM 001021 
/gi=14591 91 3 /ug=Hs.51 74 /len=51 5 


NMJJ01021 


Hs.5174 


NP_001012 


810 


0.039034 


KDEL (Lys-Asp-Glu-Leu) endoplasmic 
reticulum protein retention receptor 3 

(KHFI R^ tran<?rrint variant 1 mRNA 

/cds=(1 57,801) /gb=NM_006855 
/gi=8051612 /ug=Hs.250696 /len=1705 > 


NMJD06855 


Hs.250696 


NP_057839 


8^5 




likplu nrthrilnn nf mmiQP ti imnr 

iirvciy Ul 11 IUIUM vl IIIUUoC IUI 1 IUI 

differentially expressed 1, like (TDE1L), 
mRNA /cds=(76,1437) /gb=NM_020755 
/gi=24308212 /ug=Hs. 146668 /len=3149 


MM nonT^ 


Ue 14RRRA 


NP_065806 


844 


0.021781 


sorting nexin 2 (SNX2), mRNA 
/cds=(50,1609) /gb=NM_003100 
/ai=?^1 1 1 0^7 /ua=H«; 111 ft^ /lpn=?f)Q1 


NM_003100 


Hs.11183 


NP_003091 


851 


0 005674 


of89c05 s1 NCI CGAP L i5 rDNA rlnnp 
IMAGE: 143751 2 3' similar to contains Alu 
repetitive element;, mRNA sequence 
/clone=IMAGE:1437512 /clone_end=3' 
/ab=AA894384 /ai=303078^ 
/ug=Hs.432123 /len=296 


AA8Q4?84 






865 


0.043576 


mitochondrion, complete genome 


NC_001807 






866 


7.88E-04 


polycystic kidney disease 2 (autosomal 

Hnminanrt (PKH9\ mRNA fcc\*=(R7 9Q71\ 

/gb=NM_000297 /gi=4505834 
/ug=Hs.82001 /len=5057 


NM_000297 


Hs.82001 


NP_000288 


ftfift 

ooo 




(LOC123803), mRNA /cds=(1 5,947) 
/gb=NM_1 73474 /gi=27735048 

/nn-Hc; IW^T* /lf»n-114fi 
/uy-no.oj o /leu - i i*tD 


MM 1 71A7A 
INiVI I / OH ( h 


He ^l^y* 


NP_775745 


870 


0.00527 


KIAA0062 mRNA, partial cds 
/cds=(1,1598) /gb=D31887 /gi=505101 

/Uy-no.OvJOOO /ICIl— HZ) f o 


D31887 


Hs.89868 




882 


0.015924 


hypothetical protein H41 (H41), mRNA 
/cds=(324,1 100) /gb=NM_017548 
/gi=24475997 /ug=Hs.283690 /len=3346 


NM_017548 


Hs.283690 


MP 060018 


Q17 


U.UZ.J 1 HO 


mRNA fr\r int^nrin slnHs ciiKiinit 
iiirxiN/A iui iiiLcyini, dipi id ouuuiiii 

/gb=X68742 /gi=33949 /ug=Hs.1 16774 
/len=3453 


XRR749 


no. I lui I H 




923 


0.023148 


eukaryotic translation initiation factor 3, 
subunit 3 gamma, 40kDa (EIF3S3), 
mRNA /cds=f6 1064 Wab=NM 003756 
/gi=4503514 /ug=Hs.58189 /len=1280 


NM_003756 


Hs.58189 


NP_003747 


939 


0.016974 


protein phosphatase 1, regulatory 
(inhibitor) subunit 8 (PPP1R8), transcript 
variant 2, mRNA/cds=(836,1465) 
/gb=NM_1 38558 /gi=20336238 
/ug=Hs.356590 /len=2691 


NM_1 38558 


Hs.356590 


NP_612568 
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Cnnt 

OfJUl 


r\-\j^ 1 1 io 
p-vaiut? 


Ucol/I ipilUi I 


oene 

Accession 
No. 


uiiiy eric 

Accession 

No. 


Protein 
No. 


Q4^ 


f) 01 14RQ 


XI^T rnriinn ^pnupnce "a" mRNA /InriiQ 
DXS399E). /gb=X56199 /gi=37987 
/ug=Hs.352403 /len=1614 


AJU 1 99 






Q44 




IICUIUllCli fJIVJLCIII 


a / yooz 






953 


2.73E-04 


mRNA for KIAA0592 protein, partial cds. 
/cds=(1 ,4062) /gb=AB01 1 164 

/ni=^n4^7D7 /nn=H<: 4?Q^R7 /lon~4fi9^ 
/y i—ouho i u f / uy— n&.*ro<?oo # /icii— *to^o 


AB011164 ' 


Hs.439367 




954 


0.015924 


cell cycle progression 8 protein (CPR8), 
mRNA /cds=(13,1140) /gb=NM_004748 
/gi=4758047 /ug=Hs.82506 /len=1856 


NM_004748 


Hs.82506 


NP 0047^9 


965 


0.031117 


testis enhanced gene transcript (TEGT), 

mRNA /rri<i=/41 7S4Wnh=NIM 00^917 

/gi=4507432 /ug=Hs74637 /len=2600 


NM_003217 


Hs.74637 


NP_003208 


976 


0.020482 


engulfment and cell motility 1 (ced-12 C. 
elegans) (ELM01), transcript variant 1, 

mRNA /rri<5=f9^1 941fi^ /nh=NM ni4ftnn 

1 1 IrxIN/A /UUo~ \^\JO i 4L*+0\J } /yu — INIVI U I40UU 

/gi=1 8765699 /ug=Hs.31463 /len=3657 


NM_014800 


Hs.31463 


NP_569709 




U.UJ III/ 


p\/r*lin D hinHinn mv/h-lilcp tranQrrintinn 
vsyvsiii i \-f uniuiiiy iiiyu li cii lovsi il/iivji i 

factor 1 (DMTF1), mRNA 
/cds=(276,2558) /gb=NM_021145 
/gi=1 0863946 /ug=Hs.5671 /len=3767 


INIVI I I H^J 


no.JO/ I 


NP_066968 


985 


0.012262 


PABP-interacting protein 2 (PAIP2), 

mRNA /rrlc-M^n KVW /nh-MM mft4ftn 

/gi=1 9923458 /ug=Hs.396644 /len=1514 


NM_016480 


Hs.396644 


NP_057564 


986 


0.031117 


diazepam binding inhibitor (GABA 
receptor moQuiaior, acyi-ooenzyrne m 
uinaing protein j [udi), mrviMM 
/cds=(20,334) /gb=NM_020548 
/gi=24475624 /ug=Hs.78888 /len=556 


NM_020548 


Hs.78888 


NP_065438 


987 


0.024587 


brain protein 44-like (BRP44L), mRNA 

/rrlc=/191 4^9Wnh-NM nifiHQft 
/UU5— \ izo,4o^j /yu— inivi u louyo 

/gi=7706368 /ug=Hs.108725 /len=988 


NM_016098 


Hs. 108725 


NP_057182 


989 


0.009349 


5.8S ribosomal RNA 


J01866 






992 


0.01925 


chemokine (C-X-C motif) ligand 3 
(CXCL3), mRNA/cds=(78,398) 

/nh=NM nn90Qn /ni=4^n41^R 

/ug=Hs.89690 /len=1064 


NM_002090 


Hs.89690 


NP_002081 


998 


0.024587 


down-regulator of transcription 1, TBP- 
bindina fneaative cofactor 2} (DR1) 
mRNA /cds=(548,1078) /gb=NM_001938 
/gi=4503380 /ug=Hs. 16697 /len=1375 


NM_001938 


Hs. 16697 


NP_001929 


1008 


0.024587 


Alg5, S. cerevisiae, of (ALG5), mRNA 
/cds=(28,1002) /gb=NM_013338 
/gi=9665250 /ug=Hs.2'27933 /len=1 125 


NM_013338 


Hs.227933 


NP_037470 
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vvl its 

Accession 
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Protein 

Arroccinn 
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1011 


0.001737 


v-raf-1 murine leukemia viral oncogene 1 

fRAF1^ mRNA /rd<;=M^0 9076^ 
/gb=NM 002880 /gi=4506400 
/ug=Hs.349650 /len=2977 


NM_002880 


Hs. 349650 


NP_002871 


1014 

I U I *T 




likolx/ nrthnlnn rvf rat \/ar*imlp mpmhranp 
nrvciy uiuiuiuy ui idi vduuuie inciHUidiit? 

protein 1 (VMP1), mRNA /cds=(1 14,1334) 
/gb=NM_030938 /gi=20070348 
/ug=Hs. 166254 /len=2530 


INIVI UOU900 


Hs. 166254 


NP_1 12200 




n 01^109 


aUUIIII 1, dipt Id 1 ^ANO 1 IN 1 /, llirxIN/A 

/cds=(1 84,2862) /gb=NM_001 1 02 
/gi=12025669 /ug=Hs.119000 /len=3398 


nm 001109 


Hs. 11 9000 


NP_001093 


1026 


0.010015 


methionine adenosyltransferase II, beta 
(MAT2B), mRNA /cds=(73, 1077) 
/gb=NM_013283 /gi=201 27525 


NM_0 13283 


Hs.54642 


NP_037415 


1028 


7.18E-04 


ATP synthase, H transporting, 
mitochondrial F1 complex, epsilon subunit 
(ATP5E), nuclear gene encoding 

mitrtrhnnHrial nrntpin mRNA 

/cds=(95,250) /gb=NM_006886 
/gi=21327678 /ug=Hs.177530 /len=417 


NM_006886 


1 lO. 1 / 1 \J\J\J 


np nnRRi7 






Hppnrin N^ trancprint \/a riant A1 
ucoui II 1 ^uuin ), ll dl loOi lyJi vdl Idi l l r\ l , 

mRNA /cds=(200,1279) /gb=NM_001920 
/gi=19743844 /ug=Hs.433989 /len=1751 


mm nniQ9n 


Hs.433989 


NP_598014 


1048 


0.041254 


tetraspan 2 (TSPAN-2), mRNA 
/cds=(33,698) /gb=NM_005725 
/gi=21 264579 /ug=Hs.234863 /len=3179 


NM_005725 




np nn c i7iR 


1 f 




rnr\iNr\ iur r\ir\r\ touy protein, pdnidi cus. 

/cds=(1,1423) /gb=AB046829 

/gi=1 5425661 /ug=Hs. 14449 /len=4683 




Hs. 14449 




1060 


0.009349 


NADH dehydrogenase (ubiquinone) 1 
beta subcomplex, 4, 15kDa (NDUFB4), 

mRNA /rriQ=fQ ^Qftt /nh=NM 004^17 

lllrxIN/A /UUo"~^57,OC70^ /yu — INIVI UU*t JH f 

/gi=6041668 /ug=Hs.227750 /len=464 


NM_004547 


Hs.227750 


NP_004538 


1063 


0.015924 


superoxide dismutase 1 , soluble 
(amyotrophic lateral sclerosis 1 (adult)) 

fSOH'n mRNA /rHq=M Att\ 

\\j\JU I ) t IIIixIMAa /V/Uo - ^ 1 ,*rOvJy 

/ab=NM 000454 /ai=4507148 
/ug=Hs.75428 /len=560 


NM_000454 


Hs. 75428 


NP_000445 


1080 


0.015924 


Similar to RIKEN cDNA 4833424015 
gene, clone IMAGE:4793707, mRNA 
/gb=BC040174 /gi=25777829 
/ug=Hs.312481 /len=3745 


BC040174 


Hs.312481 




1082 


0.012262 


KIAA0349 gene 


AB002347 




NP 056070 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

/Accession 

No. 


Unigene 

Accession 

No. 


Protein 
Accession 

Mri 
INO. 


1087 


0.015924 


heat shock 70kDa protein 9B (mortalin-2) 
(HSPA9B), nuclear gene encoding 

mitnr^hnnrlrifll nrntein mRNA 

/cds=(94.21 33) /gb=NM 004134 
/gi=24234687 /ug=Hs.3069 /len=2852 


NM_004134 


Hs.3069 


NP_004125 


1099 


0.004328 


DKFZP586O0120 protein 

^nKF7P^RRnni9n\ mRNA /rric-/91 r iRQ\ 
^L/I\rt.r\;OOvU I *-*J ), I I IrxINM /UJo-^i 1 ,OJ?J 

/gb=NM_014077 /gi=7661695 
/ug=Hs.4766 /len=1465 


NM_014077 : 


Hs.4766 


NP_054796 


1102 


0.027691 


basic leucine zipper and W2 domains 1 

/gb=NM_014670 /gi=7661849 
/ug=Hs.155291 /len=2998 


NM_014670 


Hs. 155291 


NP_055485 


1107 


0 018f)R1 

\J.\J 1 OUO I 


similar tn RIKFN rnNIA 9Rinmfl MR npnp 
annual wj r\ir\cn ouinaa £xj iuuouj iu yciic 

(MGC2541), mRNA/cds=(738,1712) 
/gb=NM_080670 /gi=1 8087848 
/ua=H<? 17^1 fn /Ipn=9fi8 c i 


mm nftnR7n 

INIVI UOUD / U 


Hs. 1731 03 


NP_542401 


1108 


0.041254 


frizzled 9 (Drosophila) (FZD9), mRNA 
/cds=(26,1801) /gb=NMJ303508 

/ni=4Sn^ft^4 /nn=H<; I'Sftl'^ /Ipn=?1ft4 
/yi — *Tjuooo*t /uy~no. i jo j lot 


NM_003508 


Hs 158335 


NP 003499 


1110 


0.011469 


ribosomal protein L41 (RPL41), mRNA 
/cds=(84,161) /gb=NM_021104 

/ni=inftfi^ft74 /hh-Mq ^Rfi7Q*i /lean-A7ft 
/yi— i uoooo f h /uy-no.ooD / yo /icii— *t a o 


NM_021104 


Hs 356795 


NP 066Q27 


1111 


0.021781 


hypothetical protein (HSPC016), mRNA 
/cds=(39,233) /gb=NM_015933 

ln\— 77 Cl^AICl /nn-Wc **Q7ft^ /lon-^ftA 


NM_015933 


H<* ^Q7ftS^ 


NP 0^7017 


1113 


0.00527 


nischarin (NISCH), mRNA /cds=(27,4541) 
/gb=NM_007184 /gi=6005787 
/ug=Hs.26285 /len=5132 


NM_007184 




mp nnQii^ 

INI _UUJ 1 1 J 


1114 




oil Ul Ileal dlHIyon Z InO^J, iTlrxlN A 

/cds=(405,3893) /gb=NM_006603 
/gi=27552767 /ug=Hs.8217 /len=4197 


mm nnRRn^ 

IN lvl_UUOOUo 


Hs.8217 


NP_006594 


1 1 1R 


U.UU / Uv3U 


H\/r\/M , hati^ol nrv\foi n CTI MOW/ 
l lypuu icllLrdl piULtrlll r LJ IZQOH- 

(FLJ12584), mRNA /cds=(97, 1623) 
/gb=NM_025139 /gi= 13376722 

/nn=Hc 9RRRQ7 l\e>n--\7AA 


mm no^i^o 


Hs.288897 


NP_079415 


1119 


0.013991 


pp9974 mRNA, complete cds 

/cds=(2009,2350) /gb=AF318382 

In i= 1809 7ft S'S /un=H<; 951RR4 /lpn=9fi^0 
/yi — iout/ ojj /uy~na.t j ioo*t /icii - ^oou 


AF318382 






1120 


0.001033 


clone 25032 mRNA sequence 
/cds=UNKNOWN /gb=AF131764 
/gi=4406586 /ug=Hs.13399 /len=1798 


AF131764 


Hs 13399 


NP 071919 

INI \J i 1 J 1 J 


1121 


0 007056 


cDNA FLJ31399 fis clone 

NT2NE1000181. /gb=AK055961 

/gi=1 6550820 /ug=Hs. 179833 /len=2159 


AK055961 


Hs. 179833 




1122 


0.032959 


RAB1 B, member RAS oncogene family 
(RAB1 B), mRNA /cds=(48,653) 
/gb=NM_030981 /gi=1 3569961 
/ug=Hs.300816/len=1985 


NM_030981 


Hs.300816 


NP_1 12243 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - Hypertension 




Snnt 


|j - vciiut; 




Ocl lc 

Accession 
No. 


1 IninAnp 
ui uy t?i it; 

Accession 
No. 


Protein 

nUW699lUI 1 

No. 


1125 


0.015924 


hypothetical protein BC006130 

/gb=NM_1 38699 /gi=20162561 
/ug=Hs.6815/len=1961 


NM J 38699 


Hs.6815 


NP_6 19644 


1138 


0 n43 £ i7R 


hrain anH naQnnhprvnnpal parrinnma 

ui ail I diiu I laoupi lai yi lycai vui \+\\ \\J% 1 Id 

susceptibility protein (NSG-X), mRNA 
/cds=(186,518) /gb=NM_014411 
/gi=14149650 /ug=Hs.26937 /len=1897 


MM 014411 


H<; 9fiQ^7 


NP_055226 


1144 
i i it 


0 09^148 

\J . \J£-\J I *tu 


mRNA- rHNA DKF7n7fi1M099^ (fmm 

clone DKFZp761M0223)/gb=AL1 37938 
/gi=6851002 /ug=Hs.77646 /len=3764 


Al 1^7Q^R 

Ml_ I O / <700 


He 77 f\Afc 




1 145 




hvnnthptirpl nrntpin Fl I9984*} 
(FLJ22843), mRNA /cds=(532, 1287) 
/gb=NM_025184 /gi=1 3376775 
/ua=H<; 301143 /lpn=??91 


MM 0951 84 

IN ivl U/l O 1 0*+ 


Ue ^01 14^ 

no.ou i mo 


NP_079460 


1151 


0.004203 


RAD21 (S. pombe) (RAD21), mRNA 
/cds=(1 85,2080) /gb=NM_006265 
/gi=5453993 /ug=Hs.81848 /len=3647 


NM_006265 


Hs.81848 


NP 006256 


1163 


0.007578 


reticulon 4 (RTN4), mRNA 
/rri«;=(?4S 3893^ /nh=NM 090^39 

/gi=24638438 /ug=Hs.65450 /len=4166 


NM_020532 


Hs.65450 


NP_722550 


1170 


0.015924 


myosin, light polypeptide 6, alkali, smooth 
muscle and non-muscle (MYL6), 

tranQfrint variant "\ mRNA /r*Hc=/41 R14^ 

II dl lOOl IfJlvdlldlllO, 1 1 1 r\ IN/A /LiUo-|4 1 ,U l H ^ 

/gb=NM_079425 /gi=17986263 
/ug=Hs.77385 /len=717 


NM_079425 


Hs.77385 


NP_524149 


1172 


0.009349 


hypothetical protein FLJ23445 

\rLJ£O t t4N?j, i IIr\l>IA\ /WJo-^44,DOOj 

/gb=NM_025075 /gi=13376622 
/ug=Hs.288151 /len=963 


NM_025075 


Hs.288151 


NP_079351 


1179 


0.032959 


ribosomal protein, large, P0 (RPLP0), 
transcript variant 2, mRNA 
/cds=(1 11,1064) /gb=NM_053275 

/ni=1RQ^^^d' : % /nn-Hc 408^1 1 /lon-HilR 


NM_053275 


Hs.40651 1 


NP_444505 


1187 


0.015924 


serine (or cysteine) proteinase inhibitor, 
clade A (alpha-1 antiproteinase, 
antitrypsin), member 1 (SERPINA1), 

mRNA fcd<z=0 ^ ^ 148CN /nh=NM 0009Q5 
/ni=911fi11Q7 /iin=HQ 9Q7fi81 /lpn=1 c iR4 


NM_000295 


Hs.297681 


np nnn?8R 


1198 


0 00333? 


hvnrrthptiral nrnt^in Fl I9079Q 

(FLJ20729) mRNA /cds=(1 35 1547} 
/gb=NM_01 7953 /gi=20149642 
/ug=Hs.5111 /len=2821 


MM 0170^^ 
inivi u i / yoo 


nb.O I I I 


NP_060423 


1199 


0.029363 


unnamed protein product 


BAB 15362 






1200 


0.024587 


hypothetical gene supported by 
XM_000590(LOC59176) 


XM_000590 






1208 


0.023027 


mitochondrion, complete genome 


NC 001807 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Qnnt 


n-x/ali io 


Lscouripuuii 


Gene 

Accession 

No. 


Unigene 

Arroccinn 

No. 


Protein 

Arroccinn 

No. 


1994 


U.ytUUUJ 


onoro diiu i r\uu iirvc dpupiUolb 

regulator (CFLAR), mRNA 
/cds=(482,1924) /gb=NM_003879 
/gi=21361768 /ug=Hs.195175 /len=2243 


mm nn^ft7Q 

IN IVI UUOO/ J7 


Hs.195175 


NP_003870 






niiAlNM lOl r\ir\r\UO*+^ piUlfcMll, pdnidl COS. 

/cds=(200,4189) /gb=AB014542 
/gi=20521 1 16 /ug=Hs.323317 /len=5937 




Hs.323317 




19^1 

1 £~0 1 


0 01079 


alnha O mar»rr>nlr\hi ilin fomilv/ nrritoin \/ID 

aipiid-z iTidurug luuuiifi idrniiy protein vik 
(VIP), mRNA /cds=(1 8,5675) 
/gb=NM_015692 /gi=23510326 
/ug^Hs.375610 /len=5852 


MM m^fiQO 
IN IVI u i ooyz 


Hs.375610 


NP_056507 


1235 


0.015924 


mRNA; cDNA DKFZp564A026 (from 

HnnA nKF7n f \fi4AH9fi\ /nh- Al n*\n^fi7 
ulUilc Uf\r Z.pv}D*+nU^u / /gU—rVLUOUOO / 

/ni-4Q14Rfin /nn-Wc fiR7R9 /lon-^Q^a 

/yi— i**ouu /uy— nb.DD/ /ien— oyoo 


AL050367 


Hs.66762 




1236 


0.004536 


matrix metalloproteinase 9 (gelatinase B, 

92kDa gelatinase, 92kDa type IV 

collagenase) (MMP9), mRNA 

/cds=(20,2143) /gb=NM_004994 

/ni=4ft9fift^ c 5 /iih=:Hq 151 7^8 /lpn-91^4 
/y i — *rOtOO«jj /uy- 'no. i«j 1 too /icM— zoo*t 


NM_004994 ; 


no. ij 1 1 oo 


MP ClOAQR^ 

INr UUH5700 


1240 


0.01925 


HSPC273(=KIAA1192) 


AF161391 




NP 060555 


1242 


0.024587 


programmed cell death 4 (neoplastic 
transformation inhibitor) (PDCD4), 
iidiibonpi vdi icaiii z, rnr\iNr\ 
/cds=(361,1737) /gb=NM_145341 
/gi=21735597 /ug=Hs.326248 /len=2403 


NM_145341 


Hs. 326248 


NP_663314 




U.UU'tO/ / 


ivimu, moiners against aecapeniapiegic / 
(Drosophila) (MADH7), mRNA 
/cds=(296,1576) /gb=NM_005904 
/gi=5174516 /ug=Hs. 100602 /len=3111 


mm nnfion/ 
rNM_uuoyu4 


Hs. 100602 


NP_005895 




U.U IQStV *f 


iNioc-o proiein ^noA\z*fooooj, mrciNA 
/cds=(7,660) /gb=NM_017582 

/ni-01^fi1fififi /nn — klc ^^7n7ft /Ion— OKI** 

/yi— z loo iouo /uy— ns.oo/ U/ o /len— zozo 


INM_U I /Doz 


Hs.337078 


NP_060052 


1253 


0.003603 


helicase with zinc finger domain (HELZ), 
mRNA/cds=(146,5974)/gb=NMJ)14877 

/ni=7fiR1Rft^ /nn-Mc ^Hft^ /Ion— A974 

/yi— /do iooo /uy— ns.ouoo /ien— oz/*f 


NM_014877 


nb.OUOQ 


mp n^ficw 
in" uoooyz 


1257 


0.003603 


isovaleryl-CoA dehydrogenase (IVD) 
gene, exon 12 and partial cds 


AF038318 






1264 


0.048543 


mRNA for KIAA1 143 protein, partial cds. 
/cds=M 351) /ab=AB032969 /ai=6329965 
/ug=Hs. 1 73042 /len=4946 


AB032969 


Hs. 173042 




1266 


2.73E-04 


ATP-binding cassette, sub-family A 
(ABC1), member 5 (ABCA5), transcript 
variant 1, mRNA /cds=(1 21 9,6147) 
/gb=NM_018672 /gi=27262623 
/ug=Hs.180513 /len=7044 


NM_018672 


Hs. 18051 3 


NP_758424 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


1272 


0.00527 


collagen, type XII, alpha 1 (COL12A1), 
transcript variant long, mRNA 

/rri«;=M14 Q30^ /ab=NM 004370 

/gi=1 8201 922 /ug=Hs. 1 01 302 /len=1 1 554 


NM_004370 


Hs. 101 302 


NP_542376 


1274 




HS 11a (\4^ 11^ mRNA rnmnlpfp rrtc:- 

alternatively spliced. /cds=(26,859) 
/gb=S37375 /gi=250081 /ug=Hs.433237 
/len=1760 




Hs.433237 




1275 


U.UUO f £^ 


nn9 c il 2 nrntpin /HSC5P95I ?Ck\ mRNA 
/cds=(76,720) /gb=NM_017510 
/gi=24475637 /ug=Hs.279929 /len=1420 


MM 017510 

IN IVI \J I / O 1 VJ 


Hs.279929 


NP_059980 


1282 


0 0370Q? 


hvnnthptiral nrntpin MH^O^^ flV/in c 5n9'^ 

mRNA/cds=(363,1127)/gb=NM 021825 
/gi=21361605 /ug=Hs.154938 /len=1585 


NM 09189^ 

INIVI_UZ IO£J 


Hs. 154938 


NP_068597 


1286 


0.003332 


FLJ22781 fis, clone KAIA1958 
/cds=UNKNOWN /ab=AK0?fi434 
/gi=1 0439298 /ug=Hs.213236 /len=2599 


AK026434 


Hs. 2 13236 




1291 


0.032959 


Similar to adducin 1 (alpha), clone 
MGC:44427 IMAGE:5297337, mRNA, 
rnmnlpfp rrte /rri<;=fftfiQ 98S7^ 

/gb=BC042998 /gi=281 75763 
/ug=Hs. 183706 /len=4761 


BC042998 


Hs. 183706 


NP_789771 


1297 


0.031195 


hypothetical protein MGC3232 

(MaCW)\ mRNA /rrlc-fR^ 91ft1^ 
\\v\\j\sd£.d4L), rnr\iN/-\ /cus— ^oo,z io \) 

/gb=NM_032313 /gi=14150077 

/ug=Hs.8715/len=2316 


NM_032313 


Hs.8715 


NP_1 15689 


1300 


0.046432 


laminin, gamma 1 (formerly LAMB2) 

l\ AMPI'l mRMA /rrlQ=^nn *%19Cn 

/gb=NM_002293 /gi=9845497 
/ug=Hs.432855 /len=7923 


NM_002293 


Hs.432855 


NP_002284 


1302 


0.024587 


hypothetical protein FLJ11286 

/pi M19ftfi\ mRNA /rri<5=i'Qfi Q71^ 

/gb=NM_018381 /gi=8922978 
/ug=Hs.12151 /len=1911 


NM_018381 


Hs.12151 


NP_060851 


1304 


0.002054 


eukaryotic translation elongation factor 1 
beta 2 (EEF1B2), transcript variant 1, 
mRNA /rri«;=(9^fi Q1^ /nh=NM nniQSQ 

/gi=1 651 9564 /ug=Hs.421608 /len=961 


NM_001959 


Hs.421608 


NP_066944 


1305 


1.63E-04 


cytochrome c oxidase subunit Vile 
(COX7C), nuclear gene encoding 
mitochondrial protein, mRNA 
/cds=(90,281) /gb=NM_001867 
/gi=1 81 05039 /ug=Hs.430075 /len=448 


NM_001867 


Hs.430075 


NP_001858 


1306 


0.020748 


poly(A) binding protein, cytoplasmic 1 
(PABPC1), mRNA /cds=(503,2404) 
/gb=NM_002568 /gi=4505574 
/ug=Hs.172182/len=2848 


NM_002568 


Hs. 172 182 


NP_002559 
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Genes Corresponding To Differentially Expressed Genes in Fiaure 12 - Hypertension 




Snot 


n-valup 


np^rrintion 

L/CdUl 1 |J LI vy 1 1 


fipnp 

Accession 
No. 


1 Ininpnp 

Accession 
No. 


Protein 

Accession 

No. 


1312 


0.012262 


endothelial zinc finger protein 2 (EZF-2), 
mRNA/cds=(234 1214Wab=NM 018337 
/gi=8922893 /ug=Hs.24545 /len=1907 


NM_018337 


Hs.24545 


NP_060807 


1313 


0 041547 


Similar to LYRIC clone MGC 41 931 
IMAGE:5298467, mRNA, complete cds 
/cds=(329,2077) /gb=BC045642 
/gi=28277146 /ug=Hs.243901 /len=3729 


BC045642 i 


Hs 243901 




1316 


f) 007886 


uhinuitin-likp 5 (URI 51 mRNA 
/cds=(66,287) /gb=NM_024292 
/gi=1 3236509 /ug=Hs. 13836 /len=413 


MM H942Q9 


no. i joou 


NP_077268 


1318 


0.003152 


SH3-domain binding protein 5 (BTK- 

aoouisiaiGU/ ^oi i jui jj, i mixing 

/cds=(64,1341) /gb=NM_004844 
/gi=4759057 /ug=Hs.109150 /len=2570 


NM_004844 


Hs.109150 


NPJ304835 


1321 


0 012262 


npnpral tran^fTintinn factor \\\Ci 

polypeptide 5, 63kDa (GTF3C5), mRNA 
/cds=(293,1852) /gb=NM_012087 
/ai=6912401 /ua=Hs 286088 /len=2385 

/Ml W \J \ 4.T\J 1 / LIM 1 IO.L.UUUUU NCI 1 LwUJ 


NM 012087 

IN IVI \J iLWf 




NP_036219 


1322 


0.005674 


high-mobility group 20B (HMG20B), 
mRNA /cds=(19,1044) /gb=NM_006339 
/gi=5454079 /ug=Hs.32317 /len=1232 


NMJ)06339 


Hs.32317 


NP 006330 

1 Nil WWW 


1323 


0 0122fi2 


KIAA1R30 nrotpin iKIAA1R301 mRNA 

IM/TA IUJU JJIvHdll ^IXirATA 1 \J\J\Jj y llll\IN^V 

/cds=(72,2831) /gb=NM_018706 

/gi=1 8375677 /ug=Hs.271586 /len=3180 


NM 018706 

IN IVI \J 1 O 1 \J\J 


l-U 971 ^86 


NP_061176 


1 141 




hunothptiral nrntpin Fl I194'}8 

(FLJ12438), mRNA/cds=(174,1340) 
/gb=NM_021933 /gi=1 1345471 
/un=H<* fi*iQ5 /lpn=1 c >7 c > 


MM 091Q^^ 

IN IVI \J£. I v700 


He fl^QR 


NP_068752 


1349 


0.01286 


mRNA; cDNA DKFZp313D2314 (from 
clone DKFZp313D2314) /gb=AL832057 
/gi=21 732598 /ug=Hs.3685 /len=3141 


AL832057 


Hs.3685 




1369 


2.05E-04 


peroxiredoxin 2 (PRDX2), mRNA 
/cds=(90,686) /gb=NM_005809 
/ai=5902725 /ua=H<? 432121 /lpn=Q37 


NM_005809 


Hs.432121 


NP_005800 


1370 


0.010212 


solute carrier family 25 (mitochondrial 
carrier; adenine nucleotide translocator), 

mpmhpr fi (SI f^9^Afi^ nnHpar npnp 

encoding mitochondrial protein, mRNA 
/cds=(93,989) /gb=NM_001636 
/gi=27764862 /ug=Hs.407372 /len=1455 


NM_001636 


Hs.407372 


NP 001627 


1374 


0 00527 


likelv ortholoa of rat d47 fo47) mRNA 
/cds=(86,1198) /gb=NM_016143 
/gi=20149634 /ug=Hs.12865 /len=1450 


NM 016143 


Hs 12865 




1376 


0.036914 


chaperonin containing TCP1, subunit 5 
(epsilon) (CCT5), mRNA/cds=(92,1717) 
/gb=NM_012073 /gi=24307938 
/ug=Hs.1600 /len=1961 


NM_012073 


Hs.1600 


NP_036205 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12-1 


Hypertension 




oput 


p-vaiue 


uescnpiion 


Gene 

Accession 
No. 


Unigene 

A **** aoc in n 

Accession 
No. 


Protein 

Accession 

No. 


1377 


0.006106 


procollagen (type III) N-endopeptidase 
(PCOLN3), mRNA /cds=(41, 997) 

/nK-MI\/l nn97AP /ni— /l^nftl^Q 

/go— iNivi_uuz/oo /gi— 40U0 ioo 
/ug=Hs.183138/len=2474 


NM_002768 


Hs.183138 


NP_002759 


1 OOD 


U.UUOOO 


AotlNOUUK 1 _04Z4ZD4 Nln_MoO_Of i 

cDNA clone IMAGE:5491531 5', mRNA 
sequence /clone=IMAGE:5491531 
/clone_end=5' /gb=BM479954 
/gi=18528996 /ug=Hs.381243 /len=1112 


DM4/yyb4 


Hs.381243 




looy 


7 1 ri/i 
/ .1ot-U4 


neparan suitate proteoglycan (norbz) 
mRNA, complete cds 


M 85289 




NP_005520 


1401 


0.009763 


prosaposin (variant Gaucher disease and 
variant metachromatic leukodystrophy) 
(PSAP), mRNA/cds=(39,1613) 
/gb=NM_002778 /gi=1 1386146 
/ug-ns.4Uo4t>D /ien-z/D/ 


NM_002778 


Hs.406455 


NP_002769 


1420 


0.00527 


ribosomal protein L36a-like (RPL36AL), 
mRNA /cds=(95,415) /gb=NM_001001 
/gi=1 6306559 /ug=Hs.419465 /len=537 


NM_001001 


ns.*f i y400 


rMn uuuyyz 


1421 


0.036914 


mRNA; cDNA DKFZp434K052 (from 
cione Di\r z.p4o4f\uozj /gD-ALio/oyo 
/gi=6807944 /ug=Hs.169639 /len=1921 


AL1 37398 


Hs. 169639 




1423 


0.048543 


cytochrome c oxidase subunit Vila f * 
polypeptide 2 (liver) (COX7A2), nuclear 
gene encoaing mitocnonanai protein, 
mRNA /cds=(76,327) /gb=NM_001865 
/gi-ioiuoOoo /ug-ns.70312 /ien-470 


NM_001865 


Hs.70312 


NP_001856 


14Z4 


u.uuooyo 


RAP1A, member of RAS oncogene family 
(RAP1A), mRNA /cds=(31 3,867) 
/gb=NM_002884 /gi=4506412 /ug=Hs.865 
/len=1579 


NM_ 002884 


ns.ooo 


md nnoQ7^ 


1400 


U.U4oo/o 


DAI *1 «r»nn DAI «1 1 1 : till O _ M _ I _ 0 1 

rAl-l gene, rAl-l-Hindlll-2 allele, 6 
sequence 


AF1 10527 






1447 


0.027691 


Hypothetical protein(KIAA0993) 


AB023210 




NP 848700 


1 ARA 
1 404 


u.u i oyz4 


umx-iiKe i (UMAL l), ITIKlNA 

/cds=(81,9164) /gb=NM_005509 

/gi=21 536473 /ug=Hs.181042 /len=11072 


NIVMJUOOUy 


Hs. 181 042 


NP_005500 


14/ 1 


U.U4 I 04/ 


-Tins* finnnr fW+Ai r\ IHI /7MCOnO\ mDKIA 

zinc ringer proiein oU2 (^ini-ouz;, mKiMA 
/cds=(337,1773) /gb=NM_018675 
/gi=1 1034834 /ug=Hs.125287 /len=2978 


Klhfl f\-i QC7C 


Hs. 125287 


NP_061145 






or\ I |oca ucitM 1 1 in in ly i cy iui l i j-uux o 

(SOX5), transcript variant B, mRNA 
/cds=(373,2625) /gb=NM_1 52989 
/gi=23308714 /ug=Hs.87224 /len=4492 


MM 1 ^9QRQ 

in ivi i ozyoy 


Hs.87224 


NP_821078 


1489 


0.016974 


mRNA for KIAA1432 protein, partial cds. 
/cds=(1,2391) /gb=AB037853 
/gi=20521915 /ug=Hs.279556 /len=4961 


AB037853 


Hs.279556 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Snot 


p V ulUC 


nACfrintinn 

UcoUl IfJLIUI 1 


Ocllt? 

Accession 
No. 


Unigene 

Accession 

No 

INU> 


Protein 

Ma 
InU. 


1494 


0 011469 


ha^ip Ipnrinp 7innpr and W9 rinmpinQ 0 

k/GOIl^ 1 U v^l 1 1 C £J\ fJ yJ^< Ol Ivl tit UVI i ichi IO £- 

(BZW2), mRNA/cds=(163,1422) 
/gb=NM_0 14038 /gi=7661743 
/un=H<? 5?1fi /lpn=18BQ 


MM 0140^8 


Hs.5216 


NP_054757 


1501 


0 003893 


Li upui 1 iy won i t 


YOOIfiQ 

1 \J\J 1 Os7 






1503 


0.003079 


retrovirus-related leucine zipper protein 
p40 - human retrotransposon L1.1 


138587 






1514 


0.015924 


defender against cell death 1 (DAD1), 

mRNA frd<z=(K7 AC)ft\ /nh=NM 001^44 

/gi=4503252 /ug=Hs.82890 /len=699 


NM_001344 


Hs.82890 


NP_001335 


1518 


0.009349 


KIAA0466 protein 


AB007935 




NP 001533 


1521 


0 020482 


polypeptide 1 (DDX1), mRNA 
/cds=(289,251 1) /gb=NM_004939 
/gi=4826685 /ug=Hs.78580 /len=2706 


mm nridQ^Q 


Hs.78580 


NP_004930 


1522 


0 001465 


Cn nrntpin-f*oi inlprl rpppntnr fi4 ^f^PRR4^ 

mRNA /cds=(73,31 17) /gb=NM 005756 
/gi=5031732 /ug=Hs. 184942 /len=4665 


INIVI \JSJ\J 1 *J\J 


Hs. 184942 


NP_005747 


1529 


0 011469 


I ihini linnl-pvtophrnmp r* rpHnpta^P hinHinn 
uuiljuii hji uy ii wi i iv? i Cvi uoiaoc umiuiiim 

protein (UQCRB), mRNA/cds=(54,389) 
/gb=NM_006294 /gi=20070231 
/ug=Hs.131255 /len=965 


mm onfi?Q4 

INIVI 


Hs. 131 255 


NP_006285 


1 JOJ 


0 014701 


llir\lN/A l\Jl ixlnnll / fJIULclu, fJdlUdl OUo. 

/cds=(1,1006) /gb=AB018295 

/yi — vJooLt^ /uy~no. icut / /icii - HOOt 




Hs. 126779 


NP_775934 


1543 


0.023148 


actin, alpha 2, smooth muscle, aorta 
(ACTA2), mRNA /cds=(48,1 181) 
/gb=NMJ)01613 /gi=4501882 

/uy-no. W\JO<j I /loll— loou 


NM_001613 


Hs 195851 


NP 001604 


1549 


0.001465 


BRCA1, Rho7 and vat! genes, complete 
cds, and ipf35 gene, partial cds 


L78833 






1552 


0.006566 


RNA-binding region (RNP1, RRM) 

UUI Hall III iy £. ^r\INrO^/, iIIiaInM 
/UUo - ^ IJU, I 1 £-*\) /yU— lNlvl UU*ri/U^ 

/gi=4757925 /ug=Hs. 145696 /len=2595 


NM_004902 


Hs. 145696 


NP_004893 


1553 


0.039034 


lymphocyte cytosolic protein 1 (L-plastin) 

(LCP*\} mRNA /rri«;=M74 90*V7^ 

\Lur i j t iiir\iNrA /i^Lio—^ I / 1 t /L\j\J i i 

/gb=NM_002298 /gi=7382490 
/ug=Hs.381099 /len=3723 


NM_002298 


Hs.381099 


NP_002289 


1555 


0.03489 


KIAA1573 mRNA protein 


AB046793 






1572 


0.015924 


ribosomal protein L27a (RPL27A), mRNA 
/cds=(23,469) /gb=NM_000990 
/gi=14141 189 /ug=Hs.76064 /len=514 


NM 000990 


Hs. 76064 


NP_000981 


1577 


0.021781 


POM121 membrane glycoprotein (rat) 
(POM121), mRNA /cds=(978,3932) 
/gb=NM 172020 /gi=2605 1277 
/ug=Hs.295112/len=6014 


NM_1 72020 


Hs.295112 


NP_742017 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No 


Unigene 

Accession 

No 


Protein 

Accession 

No. 


1580 


0.0261 


profilin 1 (PFN1), mRNA/cds=(1 37,559) 
/gb=NM_005022 /gi=1 675321 3 
/tja=H<? 408941 /len=847 


NM_005022 


Hs.408943 


NP_005013 


1587 


0.03489 


PTD012 protein (PTD012), mRNA 
/cds=(200,997)/gb=NM_014039 1 
/gi=21 361494 /ug=Hs.8360 /len=2403 


NMJ314039 


Hs.8360 


NP 054758 


1592 


0 041547 


KiAAfin71 npnp nartial pHq 
r\inr\uui i yci ic, pen u en uuo 

/cds=UNKNOWN /gb=D31888 
/gi=506340 /ug=Hs.78398 /len=5241 


rni ftftA 

VJO 1 ooo 


Mo. / OJ<7U 


NP_055971 






(LOC221044), mRNA /cds=(231 ,695) 
/gb=NM_145314 /gi=21687122 
/ug=Hs.1 12998 /len=840 


MM 14^^14 

INIVI I H\JO \ *t 




NP_660357 


1598 




tmnnnin I ckolpfral cln\A/ fTMMH^ mRNIA 

11 Upul III 1 1 , or\C< IClCJI , OlUW t 1 IN IM f 1 J, II r IAIN /A 

/cds=(74,637) /gb=NM_003281 
/gi=21361554 /ug=Hs.84673 /len=1108 




He RAW* 


NP_003272 


1607 


0.0261 


sulfatase SULF1 precursor, mRNA, 
comnlptp rd<? /rri<>=r7n7 
/gb=AF545571 /gi=28191289 
/ug=Hs.70823 /len=5699 


AF545571 


Hs.70823 ! 


NP_055985 


1630 


2.73E-04 


calpain 2, (m/ll) large subunit (CAPN2), 
mRNA /cds=(143,2245) /gb=NM_001748 
/gi=12408645 /ug=Hs.76288 /len=3419 


NM_001748 


Hs.76288 


NP_001739 


1652 


0.031117 


procollagen-lysine, 2-oxoglutarate 5- 

uiuAyy ci idoc ^lyoiiic iiyuiUAyieioc?, luicio- 

Danlos syndrome type VI) (PLOD), 
mRNA /cds=(201 ,2384) /gb=NM_000302 
/gi=4557836 /ug=Hs.75093 /len=31 15 


NM_000302 


Hs.75093 


NP 000293 


1654 


0.016974 


DKFZp434M092 (from clone 
DKFZp434M092) 


AL1 37412 




NP 057479 


1659 


0.041254 


likely ortholog of mouse elongation 
protein 3 (S. cerevisiae) (ELP3), mRNA 

(UUO \' » 1 \J\J\J J / y U 1 M 1 VI \J 1 UUv? 1 

/gi=23510282 /ug=Hs.267905 /len=3095 


NM_018091 


Hs.267905 


NP_060561 


1661 


0.006106 


cofactor required for Sp1 transcriptional 

artivatinn euhunit ^ 1 1flknjWnRSP^ 

auu vcmvi i, ouuui in j, \ ouimjo ^v/r\or jy, 

mRNA /cds=(1 20,4226) /gb=NM_004830 
/gi=7019352 /ug=Hs.29679 /len=5176 


NM_004830 


Hs.29679 


NP_057063 


1662 


0.020482 


NS1-binding protein (NS1-BP), mRNA 
/cds=(556,2484) /gb=NM_006469 
/gi=24475846 /ug=Hs. 197298 /len=4137 


NM_006469 


Hs. 197298 


NP_006460 


1663 


0.015924 


sarcolipin (SLN), mRNA/cds=(169,264) 
/gb=NM 003063 /gi=4507062 
/ug=Hs.334629 /len=716 


NM_003063 


Hs. 334629 


NP_003054 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Snot 


n-value 

yj value 


Description 


vci it; 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


1665 


0.008133 


eukaryotic translation elongation factor 1 
abha 1 (EEF1AH mRNA /cds=(63 145 H 
/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


1666 


0 003079 


intpiieukin 1 recpotor accessorv orntpin 
(IL1RAP), transcript variant 1, mRNA 
/cds=(207,1919) /gb=NM_002182 


NM 00918? 

INI VI UUL 1 KJ£- 


Hs. 173880 


NP_608273 


1667 


0.032959 


interleukin 1 receptor, type I (IL1R1), 
mRNA /cds=(83,1792) /gb=NM_000877 
/gi=27894331 /ug=Hs.82112 /len=4909 


NM_000877 


Hs 82112 


MP 000868 


1674 


0 027691 


ralrptirulin fHAI R\ mRNA 
/cds=(69,1322) /gb=NM_004343 
/gi=5921996 /ug=Hs.353170 /len=1899 


IN IVI U V/*tO*tO 


Hs.353170 


NP_004334 


1675 


0 004536 


fo^nnlatinn factor XIII A1 nnh/npntirlp 

(F13A1), mRNA/cds=(102,2300) 
/gb=NM_000129 /gi=9961355 
/ua=Hs 80424 /len=3833 


nm nnm?Q 

INIVI Uvw 1 £-<D 


Hs.80424 


NP_000120 


1676 


0.032959 


muscle specific gene (M9), mRNA 
/cds=(1 72,828) /gb=NM_013234 
/gi=1 0801 344 /ug=Hs.283781 /len=91 1 


NM_013234 


Hs.283781 


NP 037366 


1682 


0.007056 


mRNA; cDNA DKFZp586A061 (from 
rlonp DKFZn'ififiAOfil^ /nh=AI 08093? 
/gi=5262725 /ug=Hs.220696 /len=3052 


AL080232 


Hs.220696 




1687 


0.002625 


diazepam binding inhibitor (GABA 

rpppntor mnfiulatnr ar\/l-rnpn7\/mp A 
icv/C|jiui 1 1 luuuiaLUi , auyi vuci i^yi 1 ic n 

binding protein) (DBI), mRNA 
/cds=(20,334) /gb=NM_020548 
/gi=24475624 /ug=Hs.78888 /len=556 


NM_020548 


Hs.78888 


NP_065438 


1703 


7 88E-04 


eDNA FL 135517 fi<? rlnnp 
SPLEN2000698. /gb=AK092836 
/gi=21751529 /ug=Hs.291804 /len=2536 


AK0Q9R3R 


Hs.291804 




1710 


0.016974 


RNA binding motif, single stranded 

intprprtinn nrntpin fRRM^^ mRNA 
/rri«;=M7S 141 fH /nh=NM D144R1 
/gi=7657505 /ug=Hs. 158446 /len=1461 


NM_014483 


Hs. 158446 


NP_055298 


1712 


0.013991 


TNFAIP3 interacting protein 2 (TNIP2), 
mRNA /cds=(376,1344) /gb=NM_024309 
/ai=1 3236543 /un=H«! /lpn=1QfiO 


NM_024309 


Hs.288991 


NP_077285 


1730 


0.043576 


mitochondrion, complete genome 


NC 001807 






1731 


0.027656 


hypothetical protein dJ12208.2 
(DJ12208.2), mRNA/cds=(34,300) 
/gb=NM_020466 /gi=20070310 
/ug=Hs.268115/len=902 


NM 020466 


Hs.268115 


NP_065199 


1742 


0.01925 


KIAA0998 protein (KIAA0998), mRNA 

/cds=(71,2524) /gb=NM_015072 

/gi=1 992341 9 /ug=Hs. 1 31 525 /len=31 22 


NM_015072 


Hs. 131 525 


NP_055887 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 
Accession 

NO. 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


1759 


0.00527 


MEP50 protein (MEP50), mRNA 
/cds=(40,1068) /gb=NM_024102 
/ni=?fH?7fi9? /nn=H<; HO^Q /lpn=94?R 

/y I — ^.V/ 1 ^. / \J£~£. (UU — 1 to. 1 1 KJyJyJ IlKSl 1 — C-HC-KJ 


NM_024102 


Hs 11039 

1 1 0. 1 1 UwJ 


MP 077007 


1760 


0.027691 


FLJ32238 fis, clone PLACE6004993 

/cds=UNKNOWN /gb=AK056800 

/yi iu^j^ou/ /uy— no. 100 io i /icu~t^u t t 


AK056800 


Hs 181161 


NP 0165Q5 


1769 


0.003603 


ribosomal protein L10 (RPL10), mRNA 
/cds=(42,686) /gb=NM_006013 
/gi=15718685 /ug=Hs.412900 /len=2188 


NMJ506013 


Hs 412Q00 


NP 006004 


177^ 




IIUUoUIIIcll piULCIII, Idlyc, r I ^r\r l_r I y , 

mRNA /cds=(1 30,474) /gb=NM_001003 
/gi=16905511 /ug=Hs.424299 /len=512 


mm onions 

INIVI UU I uuo 


Hs.424299 


NP_000994 


1 1 sP\J 


o niQ9^ 


oci ii ic/u ii cui hi ic Mil dot; to \o i r\ ioy, 

mRNA /cds=(1 19,1 051 )/gb=NM 003691 
/gi=4505836 /ug=Hs. 153003 /len=1382 


inivi uuooy i 


Hs. 153003 


NP_003682 


1797 




rDNA Fl I140RR fi<; rlnnp 

HEMBB1001197. /gb=AK024128 

/gi=1 0436433 /ug=Hs.306665 /len=2086 


AK094198 
nr\Ut*T l^o 


Hs.306665 




17Q8 


0 091781 


flavoprotein 1, 51kDa (NDUFV1), mRNA 
/cds=(70,1464) /gb=NM_007103 

/nis^niAQSRT /iin=Hc 77AA /Ion— 1«^RR 


mm nrrzirn 

INIVI UUi I UO 


Hs.7744 

i i 


NP_009034 


1809 


0.015924 


clone IMAGE:3907313, mRNA 
/gb=BC041424 /gi=27370744 
/ug=Hs.434753 /len=1700 


BC041424 


Hs 4147^ 




1819 


u.uozcjoy 


uuiquiuri protein iigase ^UDtjDj, rnr\i\i/A 
/cds=(585,3791) /gb=NM_1 30466 
/gi=26080339 /ug=Hs. 17639 /len=5731 


IN IVI 1 oU*f DO 


Hs. 17639 


NP_569733 


1 ooo 


U.UU 1 JcJU 


nypuii iciicoi proiein r LJZOH-*fo 
(FLJ23445), mRNA /cds=(44,658) 
/gb=NM_025075 /gi=1 3376622 

/nn-Hc /lon-Qfi"* 

/uy — noxoo i o i /icii— yoo 


MM C\0Rf\7R 
IMIVI_UZOU/ O 


Hs.288151 


NP_079351 


1844 


0.001033 


cDNA FLJ32247 fis, clone 
PROST1000120. /gb=AK056809 
/gi=16552317 /ug=Hs.293663 /len=3019 


AK056809 






1854 


0 0017^7 


rlnnp IMArtF^fil 171 Q mRNA nartial 

cds /cds=(1 ,2592) /gb=BC003542 
/gi=1 3097656 /ug=Hs.244482 /len=3234 




Hs.244482 




1858 


0.00448 


cDNA FLJ41000 fis, clone 
UTERU2016761 hiahlv similar to ES/130 

i l. i \ \j i Vp/ r \j i | ill \^ illy \J ll l III wi 1 L V/ ft— 1 \J \J 

mRNA. /gb=AK098319 /gi=21758311 
/ug=Hs.356310/len=2196 


AK098319 


Hs.356310 




1860 


0.0261 


hypothetical protein FLJ20559 
(FLJ20559), mRNA /cds=(21 1,810) 
/gb=NM_017881 /gi=8923529 
/ug=Hs.98135 /len=1172 


NM_017881 


Hs.98135 


NP_060351 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




opui 


n-\j all ip 


npQrrintion 


VJcllc 

Accession 
No. 


Unigene 
No. 


Protein 
No. 


1861 


0.031117 


hypothetical protein FLJ21841 
(FLJ21841) mRNA /cds=M84 1476^ 
/gb=NM_024609 /gi=1 337581 8 
/ug=Hs.29076 /len=2327 


NM_024609 


Hs.29076 


NP_078885 


1872 


0.027691 


suppressor of Ty 16 (S. cerevisiae) 
(SUPT16H), mRNA /cds=(340,3483) 
/gb=NM_007192 /gi=19924176 

/Uy — no. ItsUO /ICII HOUD 


NM_007192 


Hs. 14963 


NP_009123 


1873 


0.015924 


Finkel-Biskis-Reilly murine sarcoma virus 
(FBR-MuSV) ubiquitously expressed (fox 

Horiv/oHV rihncnmal nrntoin Q^H fPAl \\ 
UcllvcUJ, MUUoUIMal [JIULcMII OOU ^rMU^, 

mRNA /cds=(1 06,507) /gb=NMJ)01997 
/gi=1 7981 709 /ug=Hs. 1 774 1 5 /len=574 


NM_001997 


no, 1 1 in i j 


np nniQRft 


1882 


0.005674 


HSPC023 protein (HSPC023), mRNA 

/rriq=/1(l /nh=NM 014047 
/ni=7fifi1741 /un=H<; 4?fi0fi5 /lpn=R1R 


NM_014047 


Hs.420065 


NP_054766 


1896 


0.039034 


ATP synthase, H transporting, 
mitochondrial F0 complex, subunit c 
(subunit 9), isoform 2 (ATP5G2), mRNA 
/crte=f60 485Wah=NM 005176 
/gi=6671590 /ug=Hs.89399 /len=746 


NM_005176 


Hs 89399 


NP 005167 


1897 


0.024587 


Csa-19 


U 12404 




NP 009035 


1918 


0.001465 


voltage-dependent anion channel 3 

^ V UnUOJ, 111 r\ IN/A /CU5~^ IUU,cJO I ) 

/gb=NM_005662 /gi=25188178 
/ug=Hs.7381 /len=1414 


NM_005662 


Hs.7381 


NP_005653 


1926 


0.011469 


KIAA0738 gene product (KIAA0738), 
mRNA /cds=( 134,2899) /gb=NM_014719 
/gi=7662275 /ug=Hs.406492 /len=4076 


NM_014719 


Hs.406492 


NP_055534 


1932 


0.041254 


SWI/SNF related, matrix associated, actin 

HonanHant rani ilot/->r f*\f h rr\ m of i r» 

aepenueru regulator or cnromaiin, 
subfamily d, member 2 (SMARCD2), 
mRNA /cds=(423, 1850) /gb=NM_003077 
/gi=21 264350 /ug=Hs.250581 /len=2704 


NMJ303077 






1970 


0.00223 


Yeast centromere vector pRS315 with 

I PI Yy markpr rnmnlpto com lonro 
iiiciir\d, \aj\ 1 I pic? it? oc?l]Uc;l luc? 


U03441 






1976 


0.016974 


likely ortholog of mouse exocyst 
component protein 70 kDa (S. cerevisiae) 
Exo70: exocyst component protein 70 
kDa fS cerevisiae} (EXO70) mRNA 
/cds=(4,1965) /gb=NM_015219 
/gi=24308034 /ug=Hs.325530 /len=4596 


NM_015219 


Hs 325530 


NP 056034 


1987 


0.008133 


hypothetical protein MGC8721 
(MGC8721), mRNA /cds=( 17, 1036) 
/gb=NM 016127 /gi=18252054 
/ug=Hs.279921 /len=1840 


NM_016127 


Hs.279921 


NP_057211 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 
Accession 

NO. 


Protein 

Accession 

No. 


2005 


4.48E-04 


class I histone deacetylase (HDAC8) 


AF230097 




NP 060956 


2012 


0.008722 


polyhomeotic-like 2 (Drosophila) (PHC2), 
nriKNA /cas-vy,io iuj /gD-iNivi_uu44z/ 
/gi=4758241 /ug=Hs. 165263 /len=2555 


NM_004427 


Hs. 165263 


NP_004418 




U.UUoU/ y 


calmodulin 1 (phosphorylase kinase, 
delta) (CALM1), mRNA /cds=(200,649) 
/gb=NM_006888 /gi=590191 1 
/ug~Hs.iioz4iu /len-l52o 


NM_00oooo 


Hs.282410 


NP_008819 


2041 


0.008722 


ribosomal protein L32 (RPL32), mRNA 
/cds=(51,458) /gb=NM_000994 
/gi=15812220 /ug=Hs.169793 /len=521 


NMJ300 994 


II- iCQTCJ 




on A A 


u.uo4oy 


Ooi-oi protein (Ooi-oi), itikima 
/cds=(50,940) /gb=NM_015959 
/gi=7705725 /ug=Hs.279861 /len=1669 


NM_0 15959 


Hs.279861 


NP_057043 


ZU4f 


U.U I uu \ 0 


pts protein (canaiaate ot metastasis i) 
(P8), mRNA /cds=(1 03,351) 
/gb=NM_012385 /gi=6912569 
/ug _ Ms.44t4z / y /ien— 1 1 y 


NIvMJ 12385 


Hs.424279 


NP_036517 


2048 


0.009349 


mRNA for KIAA0701 protein, partial cds. 
/cds=(1,4065) /gb=AB014601 
/gi-2Uo21 1 oo /ug-Hs. 1 53293 /len-4625 


AB014601 


ns. iDozyo 




2054 


0006566 


mRNA; cDNA DKFZp586J1922 (from 
clone DKFZp586J1922) /gb=AL1 10203 
/gi-ooi nzz /ug-Hs. 1oo41 1 /ien=2QoO 


AL1 10203 


HS.1oo41 1 




2U/U 


U.U29ob.3 


myotuDular myopathy 1 (MTM1), mRNA 
/cds=(55,1866) /gb=NM_000252 
/gi=4557895 /ug=Hs.75302 /len=3411 


NM_000252 


Lj 0 7cono 


kid nnnovio 


2071 


0.048543 


mRNA for KIAA0194 gene, partial cds. 
/CdS-(1,4310) /gb=D83778 /gi=1 228038 
/ug=Hs.216958 /len=5245 


D83778 


Hs.216958 




2077 


0.002054 


musculus exoribonuclease 1 (Xrn1) 


NM 011916 




NP 036046 


2083 


0.018081 


major histocompatibility complex, class I, 
b (HLA-d), mRNA /CdS-(1 1,1099) 
/gb=NM_005514 /gi=21 327676 
/ug=Hs.77961 /len=1310 


NM_005514 


Hs.77961 


NP_005505 


2088 


0.003079 


hypothetical protein LOC51257 
(LUOD120/), ITIKNA /CaS-(352,1092) 
/gb=NM_016496 /gi=24475980 
/ug=Hs.132744/len=1614 


NMJD16496 


Hs. 132744 


NP_057580 


2128 


0 D217R1 


VdUUUIdl fJIUltrlll oUIUIiy OO ^ytrdoly 

(VPS35), mRNA /cds=(48,2438) 
/gb=NM_018206 /gi=1 7999540 
/ug=Hs.264190 /len=2707 


INIVI_U I OZUO 


Hs.264190 


NP_060676 


2151 


0.003079 


retinoblastoma-like 2 (p130) (RBL2), 
mRNA /cds=(70,3489) /gb=NM_00561 1 
/gi=21361291 /ug=Hs.79362 /len=4853 


NM_005611 


Hs.79362 


NP_005602 
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Hypertension 




opui 






d on o 

Accession 
No. 


Unigene 
No. 


Protein 

Arrpccinn 

No. 


91fi^ 


D 0199fi9 


01 ikarvntif* tranclatinn initiation fantnr 
CUF\di yULIL* UdlloldUUII IMILIdllUM Idl/LUI O, 

subunit6 interacting protein (EIF3S6IP), 
mRNA /cds=(34,1728) /gb=NMJ3 16091 
/gi=7705432 /ug=Hs.119503 /len=1901 


NM mfiDQI 


Hs. 119503 


NP_057175 


91fi4 




K1AA1P/74 nrntoin fKIAAin74\ mRNA 

/cds=(151,5280) /gb=NM_014915 
/gi=7662473 /ug=Hs.129218 /len=5360 


NM 01401^ 


Hs.129218 


NP_055730 


91fifi 




i icjji ii uuidoiui I id uvcicAfJicobcu yciic 

(NOV), mRNA /cds=(73, 1146) 
/gb=NM_002514 /gi=19923725 


NM 009^14 


Hs.235935 


NP_002505 


2168 


0.003079 


L0C1 19392 (L0C1 19392), mRNA 
/cds=(53,751) /gb=NM_145247 
/gi=21687029 /ug=Hs.93667 /len=1460 


NM_145247 


1 1 J. C7JUU / 




917^ 


D 0419^4 


/gb=BC045722 /gi=28277129 
/ug=Hs. 153527 /len=2587 


RPP.4^799 


Hs. 153527 




2178 


0.043576 


crystallin, zeta (quinone reductase)-like 1 

^CRY7I 'W tran^rrint variant ^ mRNA 

ywl\l£_l_ly t 11 d I lOUl IjJLVdlldlllO, II llxINAA 

/cds=(86,682)/gb=NM_1 45858 j 
/ai=22202R1'i /uo=H<5 TV1908 /lpn=90QQ 


NM_1 45858 


Hs.330208 


NP_665857 


2191 


0.009349 


cDNA FLJ34376 fis, clone 
FEBRA2017780, weakly similar to RNA 
binding motif protein 9. /gb=AK091695 
/gi=21750125 /ug=Hs.376650 /len=2397 


AK091695 


Hs 376650 




91 Q9 


U.U IO I 


i lypuir leuodi protein Mnnu*f r o gene 
product 


KIM H1/I7R7 
rMIVI^U l*f / O / 




NP_055602 


2197 


0.007578 


COX1 1 cytochrome c oxidase assembly 
protein (yeast) (COX11), nuclear gene 
enuuuuiy rniiocnonur \a\ protein, rnrviNM 
/cds=(48,878) /gb=NM_004375 
/gi= 1792 1983 /ug=Hs.241515 /len=2717 


NM_004375 


Hs.241515 


NP_004366 


91QQ 


n 0,4^76 

U.U*tOv> / o 


uiidj ^nopHu^ suoTdrniiy rnernDer o 
(DNAJC8), mRNA /cds=(8,802) 
/gb=NM_014280 /gi=7657610 
/ug=Hs.433540 /len=1525 


NM niA9ftO 


Hs.433540 


NP_055095 




\j.\J\JC-\JH 


L_ loUdopdl Lyl/ Lz-dopdl lyl \J 

1 1 icii iy ili di loiei doc oivi i i^yene, cauii i, 


I MQ74H 






2221 


0.0261 


clone MGC:43950 IMAGE:5276217, 
mRNA, complete cds /cds=(351 ,392) 

/nh=RPn^7Q01 /ni=9^1^ftftnn 
/yu~Dwuo / 3u i /yi iooouu 

/ua=Hs 262716 /len=2214 


BC037901 


Hs.262716 




2239 


0.03489 


hypothetical protein (KIAA1162) 


AB032988 




NP 066979 


2256 


0.03489 


splicing factor 3a, subunit 3, 60kDa 
(SF3A3), mRNA/cds=(9,1514) 
/gb=NM_006802 /gi=5803166 
/ug=Hs. 77897 /len=2733 


NM_006802 


Hs.77897 


NP_006793 


2269 


0.003603 


PR02822 


AAF69654 
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Spot 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


9971 


u.uu i oyo 


udribonpLion laciur lomvi ciuiaiiucr o, 
JM11 protein, JM4 protein, JM5 protein, 
T54 protein, JM10 protein, A4 
differentiation-dependent protein, triple 
liivi uomain proiein o, anu bynapiopnysin 
genes, complete cds; and L-type calcium 
channel a> 


A Ci QC77Q 






2289 


0.003332 


SPARC-iike 1 (mast9, hevin) (SPARCL1), 

mPMA /rHc-Z^O^ 9^1 7^ /nK— MM ClClAAflA 

mr\iNM /cas— \ozo,zo i / j /go— inivi_uuhooh 
/gi=21 359870 /ug=Hs.75445 /len=2808 


NM_004684 


Hs. 75445 


NP_004675 


2295 


0.016974 


non-metastatic cells 1 , protein (NM23A) 

cXpicbbcU III IrMIVIC 1 ^, II 1 iaIN/A 

/cds=(85,543) /gb=NM_000269 
/gi=4557796 /ug=Hs.1 18638 /len=732 


NM_000269 


Hs. 11 8638 


NP_000260 






~7\r\r finnor nmtoin 9 /Al-*^ /7MP9\ 

mRNA /cds=(855,1733) /gb=NM_021088 
/gi=20304090 /ug=Hs. 192285 /len=2630 


MM H91 fiftft 
INIVI IUOO 


Mc 1Q99«f; 

ns. i yzzoo 


NPJD66574 


2303 


0.023148 


cDNA FLJ 13446 fis, clone 

PLACE1 002968. /gb=AK023508 

/gi=1 0435460 /ug=Hs.201925 /len=1712 


AK023508 


Hs.201925 




2305 


0.021781 


KIAA0970 protein (KIAA0970), mRNA 
/cds=(335,2668) /gb=NM_014923 
/gi— /ooz*t iy /ug — ns. luoozy /len— 'looo 


NM_014923 


Hs. 103329 




2306 


0.036914 


S100 calcium binding protein A4 (calcium 
protein, calvasculin, metastasin, murine 
placental iuuh*^, iranscnpi variant i, 
mRNA /cds=(70,375) /gb=NM_002961 
/gi=9845514 /ug=Hs.81256 /len=512 


NM_002961 


Hs.81256 


MP riROA.07 


9^H7 




mainiin o ^ivimi vto) precursor, mr\iN/\ 

/cas— ^O'f, \o^.*t) /gD— f>iivi_jjuzoo i 

/gi=1 351 8040 /ug=Hs.278461 /len=2599 


Nlvl_UUzool 


nS.z/o4o1 


NP_002372 


2317 


0.012262 


mRNA for KIAA0570 protein, partial cds. 
/cds=(480, 1 071 8) /gb=AB01 1 142 

/ni— 9fm91 flRA /nri— l-lc IftOQilft /Ion— 119fiO 

/gi— zuoz iuo*f /ug— ns. louy^o /ien— i izoy 


AB011142 


Hs. 180948 




2324 


0.018081 


hypothetical protein KIAA0883 


AB020690 




MP OHQIftft 
iNn uuy i oo 


2341 


0.011469 


eukaryotic translation initiation factor 3, 
subunit 5 eosilon 47kDa fEIF3S5^ 
mRNA /cds=(7, 1 080) /gb=NM_003754 
/gi=4503518/ug=Hs.7811 /len=1231 


NM_003754 


Hs.7811 


NP_003745 


2348 


0.031117 


neuropilin-2 (a51 


AF022861 






2414 


0.007578 


metaxin 1 (MTX1), mRNA /cds=(1, 954) 
/gb=NM_002455 /gi=4505280 
/ug=Hs.247551 /len=1065 


NM_002455 


Hs.247551 


NP_002446 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Snot 


p v aiuc 




Accession 
No. 


Unigene 
No. 


Protein 
No. 


2445 


0.014931 


matrilin 1 , cartilage matrix protein 
(MATN'h mRNA /cds=MQ0 1Qftm 
/gb=NM_002379 /gi=1 351 8035 
/ug=Hs. 150366 /len=2414 


NM_002379 


Hs. 150366 


NP_002370 


2457 


0.029362 


ATPase, Na IK transporting, alpha 2 ( ) 
polypeptide (ATP1A2), mRNA 
/cds=(1 05,31 67) /gb=NM_000702 
/gi=4502270 /ug=Hs.341 14 /len=551 1 


NM_000702 


Hs.34114 


NP_000693 




U.UU I Oc? 


aiuciiyuc uenyvjioycridbe o lamiiy, 
member A1 (succinate-semialdehyde 
dehydrogenase) (ALDH5A1), transcript 

vaiidiiL i , iiuoicai yci ic cnuuuiiiy 
mitochondrial protein, mRNA 

/rHc=f9Q 1fi7^ /nh=NM 170740 

/gi=25777720 /ug=Hs.5299 /len=5170 


IN ivl I fKjIHKJ 


Hs.5299 j 


NP_733936 


2491 


0.003332 


clone IMAGE:5265791, mRNA 
/ug=Hs.385807 /len=3000 


BC035170 


Hs. 385807 




2510 


0.046005 


EST (xm35g05.x1 NCI_CGAP_GC6 
cDNA clone IMAGE:2686232 3') 


AW1 96683 




NP_004958 


? I >1 1 




rihnQnmal nrntoin I ^^a fRPI ^*^A\ mRNA 
MUUoUlllal pIULdll LOJd ^rxrLOJnj, lMi\INA\ 

/cds=(74,406) /gb=NM_000996 

/gi=1 61 17790 /ug=Hs.288544 /len=51 1 


mm nnnQQR 


Hs.288544 


NP_000987 


2525 


0.032959 


eukaryotic translation elongation factor 1 

alnha 1 fFFFIA'H mRMA /rrtc-ffi'* 14m\ 
dlfJI Id I ^L_L_i I /A I y, mrxINM /lAlo - ^DO, IHO I ) 

/gb=NM 001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


9^Q 


1 18F n4 


oirniidr lo nypoinencai proiein 
DKFZp547l224, clone IMAGE:5271326, 
mRNA /gb=BC039372 /gi=25058800 

/nn=Hc 4^Q^ft /lon-94Q4 


Rr*n^o^79 


Hs.439358 




9^49 

Z»J*tZ 


n nn49n^ 


lenr\/l tPMA cx/nthofoco (\ APQ\ mPMA 

/cds=(73,3603) /gb=NM 020117 
/gi=24496788 /ug=Hs.6762 /len=4248 


kikr nonii7 


Hs 6762 


IMP 06450? 


2590 


0.046131 


enabled (Drosophila) (ENAH), mRNA 
/cds=(77,646) /gb=NM_018212 

/ni=ftQ99fi*v7 /nn=HQ 14ft^ft /lon-9Q4^ 


NM_018212 


Hs. 14838 


NP_060682 






1 1 MIUU/I IUi lUi IUI 1, OUllipicLcr yciiUlllc 


mp nniftn7 

INL> UU I OU i 






2609 


0.036914 


cDNA FLJ14643 fis, clone 
NT2RP2001597, weakly similar to 
RYANODINE RECEPTOR, CARDIAC 
MUSCLE. /gb=AK027549 /gi=14042305 
/ug=Hs.181161 /len=3586 


AK027549 


H<? 181 161 




2625 


0.001128 


hypothetical protein (KIAA0714) 


AB018257 






2626 


0.048543 


general transcription factor IIB (GTF2B), 
mRNA /cds=(39,989) /gb=NM_001 514 
/gi=13435384 /ug=Hs.258561 /len=1268 


NM_001514 


Hs.258561 


NP_001505 
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Spot 


p-value 
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Gene 

Accession 

No 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


2633 


0.036914 


qb78b04.x1 

Soares_fetal_heart_NbHH19W cDNA 
clone IMAGE: 17061 91 3', mRNA 
sequence /clone=IMAGE:1706191 
/clone end=3' /ab=AI14453^ /ai=3fififi34? 
/ug=Hs.368824 /len=461 


Al 144533 


Hs.368824 




2645 


0.013102 


cytochrome c oxidase subunit Vile 
(COX7C), nuclear gene encoding 

mitor*hnnHrial nrntpin mRMA 

/cds=(90,281) /gb=NM_001867 
/gi=18105039 /ug=Hs.430075 /len=448 


NM_001867 


Hs.430075 


NP_001858 


2678 


0 015924 


nrntpin-l -iQnaQnflrtatp fn-aQnartat^ O- 
yj i \j lc 1 1 1 i_ louaopai icuc aopcii LalCy v./ 

methyltransferase (PCMT1), mRNA 
/cds=(74,757) /gb=NM_005389 
/ni=488*W8 /un=Hc; 7Q1T7 /lpn=1SQQ 


NM 0053RQ 

INIVI UUJjOv/ 


Hs.79137 


NP_005380 


2679 


7.18E-04 


goliath protein (GP), mRNA 
/cds=(428,1258) /gb=NM_018434 
/gi=20127393 /ug=Hs.155718 /len=1445 


NM_018434 


Hs 155718 


NP 060904 


2684 


6 55E-04 


saualene enoxidase /SOLE^ mRNA 
/cds=(215,1939) /gb=NM_003129 
/gi=6806899 /ug=Hs.71465 /len=2277 


NM 003129 


Hs.71465 


NP_003120 


2696 


0 032959 


cartilaop linkinn nrofrpin 1 fHRTI 1^ 

uai li lay in ir\n ly yji uicn i i \ i i_ i ) , 

mRNA /cds=(31 6,1 380) /gb=NM_001 884 
/ai=4 50305? /un=H«! 77QQ /lpn=14Q? 


NM 001884 

1 1 IVI \J\J lUUt 


Hs.2799 


NP_001875 


2708 


0.020482 


mRNA for KIAA1338 protein, partial cds. 
/cds=(1,4488) /gb=AB037759 
/ni=7?4^D , SR /un=H^ 9R1S87 /lpn=4QQ4 


AB037759 


Hs.261587 




2713 


0.003332 


caveolin-1/-2 locus, Contigl, D7S522, 

npnpQ PAV9 PAV1 


AJ 133269 






2718 


0.048543 


1 7-beta-hydroxysteroid dehydrogenase 
type VII isoform mRNA, complete cds. 
/cds=(79,414) /gb=AF165514 

/ni=Q?Q47'M /nn=H<; ^RnQOO /lpn=1979 


AF165514 


Hs 380900 


NP 057455 

111 \J\J f ^\s\J 


2721 


0.002625 


NRF1 protein (NRF1)= non-functional 
folate binding protein 


L24123 






2723 


0 006106 


(FLJ12552), mRNA /cds=(6,1106) 
/gb=NM_022832 /gi=1 2383077 
/ug=Hs. 109268 /len=2483 


MM 099R39 


Hs. 109268 


NP_073743 


2732 


0.006566 


Similar to RIKEN cDNA 4921510P06 
gene, clone MGC:9752 IMAGE:3855177, 
mRNA, complete cds 


BC009053 




NP_055494 


2736 


0.020482 


Down syndrome critical region gene 3 
(DSCR3), mRNA/cds=(240,1133) 
/gb=NMJD06052 /gi=51 74424 
/ug=Hs.26146 /len=3252 


NMJ)06052 


Hs.26146 


NP_006043 
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Accession 
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Unigene 
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Protein 
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No. 


2743 


0 f)122fi2 


mRNA, complete cds /cds=(51,2216) 
/gb=BC013590 /gi=1 5488925 
/ug=Hs.2437 /len=2651 




Hs.2437 




2745 


n nnfimfi 

U.UUU 1 VJtJ 


/■^olpiiim ^hannpl ulnhsIF ciihumit 

(CACNA1E) gene, exons 7-49, and partial 
cds, alternatively spliced 


AP99^Q1 
nr ZZOOy I 






2751 


0.015924 


transmembrane 4 superfamily member 

IdlaoJJcJIl INC 1 £- \INl 1 illrxIN/A 

/cds=(66,983) /gb=NM_012338 

/gi=2 1264567 /ug=Hs. 16529 /len=2267 


NM_012338 


Hs. 16529 


NP_036470 


2778 


0.032959 


SET translocation (myeloid leukemia- 
associated) (SET), mRNA/cds=(4,837) 

#yu — inivi uuou i i /yi— hjuoouu 

/ug=Hs. 145279 /len=2577 


NM_003011 


Hs.145279 


NP_003002 


2810 


0.007578 


ATP synthase, H transporting, 
mitochondrial F0 complex, subunit c 

^oUUUIHL \3j loUIUI 1 1 1 O \r\ 1 i\J\JO ) , Mlr\lN/"\ 

/cds=(255,683) /gb=NM_001689 
/gi=4502300 /ug=Hs.429 /len=826 


NM_001689 


Hs.429 


NP_001680 


2815 


0 015Q24 


fj) uicaoui i ic ^piuouiiic, 1 1 laui upaii i ) 

subunit, alpha type, 6 (PSMA6), mRNA 

/rri<5=M 10 ft^0\ /nh=MM 009701 

/gi=231 10943 /ug=Hs.410276 /len=1035 


NM fin97Q1 


Hs.4 10276 


NP_002782 


2816 


0.039034 


CD109 (CD109), mRNA /cds=(1 13,4450) 
/gb=NM_1 33493 /gi=1 94241 29 
/Uy— ns.ooyD*f /ien— oooo 


NM_1 33493 


Hs.55964 


NP_598000 


2821 


8.48E-05 


transcription factor forkhead-like 7 
(FKHL7) gene, complete cds 


AF048693 






2822 


0.011469 


Rho-related BTB domain containing 3 

/gb=NM_014899 /gi=7662355 
/ug=Hs. 10432 /len=4099 


NM_014899 


Hs. 10432 


NP_055714 


2840 


0.013991 


KIAA0040 gene product (KIAA0040), 
mRNA /cds=(921, 1382) /gb=NM_014656 


NM_014656 


Hs. 158282 


NP_055471 


2843 


0.048543 


UI-E-EJ0-ahj-n-1 9-0-Ul.r1 UI-E-EJ0 
cDNA clone UI-E-EJ0-ahj-n-19-0-UI 5', 

mRNA QPnnpncck /rlnnoz I ||_P_P IO-ahi_n_ 
1 mixing oct^uciiuc /uivji ic — urL-LJU"ai 1 J — 1 1 — 

19-0-UI /clone_end=5' /gb=BM701108 
/gi=19014366 /ug=Hs.401941 /len=1923 


BM701108 


Hs.401941 




2848 


0 008133 


BJ-HCC-24 tumor antiaen mRNA 
complete cds /cds=(2,1240) 
/gb=AY121805 /gi=22002585 
/ug=Hs.433489 /len=1488 


AY121805 


Hs.433489 




2850 


0.00223 


helicase II (RAD54L) mRNA, complete 
cds. /cds=(54,4979) /gb=U09820 
/gi=606832 /ug=Hs.96264 /len=61 15 


U09820 


Hs.96264 


NP_612115 
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Accession 
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2856 


0.013991 


proteasome (prosome, macropain) 

«;i]hunit alnha tvnp 5 fPSMAS^ mRNA 
/cds=(86,81 1) /gb=NM_002790 
/gi=231 1 0941 /ug=Hs.7691 3 /len=1 023 


NM_002790 


Hs.76913 


NP_002781 






mitnnpn-aptiwafpH nrntpin kinaco kinaco 1 

1 1 lliuyci rdvll VdlCU jJIUlCIM IMildoc Mlldoc I 

interacting protein 1 (MAP2K1IP1), 
/gi=21614526 /ug=Hs.6361 /len=1416 


NM 091Q70 

iNlvl \J4L 1 C7/ U 


He fi^fil 
nS.DOD I 


NP_068805 


2883 


0.020482 


thymosin, beta 10 (TMSB10), mRNA 
/cds=(66,200) /gb=NM_021103 

/ni=1f)RR^RQ4 /nn=H<; 7R9Q? I\pn-A^ 
/yi — i uouoo 34 /uy-na. i ozso /icii- 400 


NM_021103 


Hs.76293 


NP_066926 


2885 


0.021781 


chromosome 1 specific transCRipt 
KIAA0491 


AB007960 




NP 057093 


2887 


0.031117 


RNA binding motif protein 12 (RBM12), 

tranQ^rint variant 1 mRNA 
Li di loOi ipi Vdl Idl II I , 1 1 IrxINAA 

/cds=(275,3073) /gb=NM_006047 
/gi=23510460 /ug=Hs. 180895 /len=6650 


NM_006047 


Hs. 180895 


NP_690051 


2891 


0.023148 


patched related protein translocated in 
renal cancer (TRC8), mRNA 
/cds=(21 5,2209) /gb=NM_007218 
/gi=21 314653 /ug=Hs.28285 /len=2481 


NM_007218 


Hs.28285 


NP_009149 






ah9^n04 ^tratantanp limn fffcQT79-in\ 

cDNA clone IMAGE:841686 3' similar to 
Q04609 PROSTATE-SPECIFIC 
MEMBRANE ANTIGEN ;, mRNA 

connonro /rlnno- IM Af^P-Ad.1 fiftA 
oCV^UcilOc /LrlUi IC— IIVI/AUCO*+ I OOO 

/clone_end=3' /gb=AI791154 /gi=5338870 
/ug=Hs.445939 /len=440 


AI7Q1 1 R4 


He 44^Q^Q 




9Q01 




A Unaco / D D 1^ A \ on/^hnr rir^toin /wr*+ior\\ Q 
/A Mlidoc ^rr\r\nj dilCnor piUlclll ^yQUdU/ y 

(AKAP9), transcript variant 4, mRNA 
/cds=(223,5190) /gb=NMJ47166 
/gi=22538388 /ug=Hs.58103 /len=6058 


IN Ivl I H f I DO 


ns.oo luo 


NP_671714 


9Q19 




KIAAOfiQO nrntein fk1AAOfiQO\ mRNA 

/cds=(87,3980) /gb=NM_015179 
/gi=1 59871 20 /ug=Hs.60103 /len=4396 


NM H1^17Q 
IN Ivl U 1 0 I / y 


He fining 
ns.ou iuo 


NP_055994 


2913 


0.006106 


mortality factor 4 like 1 (MORF4L1), 

mRNA /rH«;=M^9 1 10^Wnh=NM 00R7Q1 

1 1 l IAIN /A /UUO - ^ 1 Ofc, 1 \\jO) /y U — INIVI_UUO / \7 1 

/gi=5803101 /ug=Hs.6353 /len=1766 


NM_006791 


Hs.6353 


NP_006782 


2928 


0.004536 


ligase IV, DNA, ATP-dependent (LIG4), 
mRNA /cds=(274 3009) /ab=NM 002312 
/gi=23199992 /ug=Hs.166091 /len=3325 


NM_002312 


Hs. 166091 


NP_002303 


2932 


0.041254 


cyclin D binding myb-like transcription 
factor 1 (DMTF1), mRNA 
/cds=(276,2558) /gb=NM 021145 
/gi=1 0863946 /ug=Hs.5671 /len=3767 


NM_021145 


Hs.5671 


NP_066968 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


(Hypertension 




Spot 


p-value 


Description 


Gene 
Accession 

Kin 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


2938 


0.006106 


ribosomal protein L7a (RPL7A), mRNA 
/cds=(31,831) /gb=NM_000972 


NM_000972 


Hs.99858 


NP 000963 


2946 


0.007578 


CD164 antigen, sialomucin (CD164), 
mRNA /cds=(94,687) /gb=NM_006016 
/gi=21361273 /ug=Hs.43910 /len=3038 


NM_006016 


Hs 43910 ! 

1 IWi f^K^W 1 V 


NP 006007 






i Icll lUy lUUll l, dljJlla ^ ^ n Dru. ) , iilr\l>lr\ 

/cds=(38,466) /gb=NM_000517 
/gi=14043068 /ug=Hs.347939 /len=575 


mm nnnsi? 


Hs. 347939 


NP_000508 


2948 


0.041254 


endothelial differentiation-related factor 1 
(EDF1), transcript variant alpha, mRNA 

/gi=24497592 /ug=Hs. 174050 /len=658 


NM_003792 


Hs. 174050 


NP_694880 


2950 


6.55E-04 


cytochrome c oxidase subunit IV isoform 
1 (COX4I1), nuclear gene encoding 

mitnphnnHrial nrntpin mRNA 

1 1 1 1 LULiI \\J\ \ KJk \ lCtl. yj\ UlCII 1, II II \ I>I/a 

/cds=M65 674Wab=NM 001861 
/gi=1 701 7985 /ug=Hs.433419 /len=802 


NM_001861 


Hs.433419 


NP_001852 


2954 


0 023148 


mi icMphlinrl-lik^ fnrnQnnhilai^ i'MRMI \ 

I 1 lUO^ICUIII HJ llrXC \LJl UOVJJJI llla^ ^IVILJINl_y, 

mRNA/cds=(1415,2527) 
/gb=NM_021 038 /gi=1 051 8339 
/iin=H«; 9ft*i7R /lpn= c iQ4f) 




Hs.28578 


NP_066368 


2961 


0.013102 


line-1 protein ORF2 (=p150) 


B28096 






2962 


0.007578 


ORF2 contains a reverse transcriptase 
domain 


AAB59368 










rDMA Fl l4mnQfiQ Hnrtf* 

UUINn rLJ*tU IU3 Mo, UlUllC 

TESTI2007685. /gb=AK097428 
/gi=21757181 /ug=Hs.377146 /len=2007 




Hs.377146 




2975 


0.0261 


actin related protein 2/3 complex, subunit 
3, 21kDa (ARPC3), mRNA /cds=(94,630) 

/nh=MM nn«i71Q ln\-01'\Cl7fifl7 

/ug=Hs.293750 /len=912 


NM_005719 


Hs.293750 


NP_005710 


2976 


0.008133 


myosin, light polypeptide 6, alkali, smooth 
muscle and non-muscle (MYL6), 

tranQrrint variant ^ mRMA /rHc=^4.1 ^14^ 

II CI I lolsl ipi VCll ICI I II J, II I rxINAA /L/UO — l *t I , \J IHJ 

/gb=NM_079425/gi=1 7986263 
/ug=Hs.77385 /len=717 


NM_079425 


Hs.77385 


NP_524149 


2984 


0.043576 


hypothetical protein FLJ10290 
(FLJ10290), mRNA/cds=(78,1340) 
/gb=NM_018047 /gi=8922327 
/ug=Hs.25516 /len=2297 


NM_018047 


Hs.25516 


NP_060517 


2985 


0.006106 


eukaryotic translation elongation factor 1 
delta (guanine nucleotide exchange 
protein) (EEF1D), transcript variant 1, 
mRNA /cds=(1 98,2141 )/gb=NM 032378 
/gi=25453473 /ug=Hs.334798 /len=2216 


NM_032378 


Hs.334798 


NP_1 15754 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




•Spot 


p-value 


Description 


Gene 

Mutcooiun 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


2988 


0.016974 


cDNA: FLJ22636 fis, clone HSI06658, 
highly similar to HSAJ4162 mRNA for 
Dutative Iidoic acid synthetase 
/gb=AK026289 /gi=10439102 
/ug=Hs.9280/len=1732 


AK026289 


Hs.9280 


NP_006850 


2989 


4.06E-04 


hypothetical protein DKFZp434B195 
fDKFZP434B1Q5^ mRNA 
/cds=(514,1290)/gb=NM 031284 
/gi=21361960 /ug=Hs. 10748 /len=2262 


NM_031284 


Hs. 10748 


NP_1 12574 


2991 


0.009349 


prothymosin, alpha (gene sequence 28) 

\l 1 IVlrAy, II HAINAN /UUO"^ IOZ.,J 1 *r J 

/gb=NM_002823 /gi=21 359859 
/ug=Hs.250655 /len=1233 


NM_002823 


Hs.250655 


NP_002814 


2993 


0 001596 


intenrin beta 4 hinHinn nrntpin HTfnRdRP^ 
mRNA /cds=(71 ,808) /gb=NM_002212 
/gi=4504770 /ug=Hs.406444 /len=1 112 


nm nn??i? 

INIVI \J\Jt-£. 1 £- 


Hs.406444 


NP_002203 


2996 


0 048543 


ribosomal Drotein L1? ^RPI 1 9^ mRNA 

/cds=(89,586) /gb=NM_000976 

/gi=1 5431 291 /ug=Hs.405042 /len=632 


NM 000Q7R 


Hs 405042 

) 


NP 000967 

INI UWJU / 


3002 


7.18E-04 


high-mobility group phosphoprotein 

(HMC^I-f^ npnp pynn^ 1-^ f^nmnlpfp rrio. 
\ i iivivji yci ic, caui io i j, l»ui i i|jicic lAJo 


L41044 






3011 


0.007578 


mitochondrion, complete genome 


NC 001807 






3020 


0 046005 


hx/nnthptiral nrntpin H !fifi7H19 9 

(DJ667H 1 2.2) , mRNA /cds=( 1 80, 1 250) 
/gb=NM_019605 /gi=1 992381 8 
/ug=Hs.21068 /len=2038 




Hs.21068 


NP_062551 




U.U 1 OUO 1 


/cds=UNKNOWN /gb=AK055270 
/gi=16549967 /ug=Hs.94812 /len=1965 


MI\U0OZ / U 


Hs.94812 




3026 


0.002844 


calmodulin 2 (phosphorylase kinase, 

UCILCl/ ^OrAL-IVI^. f , 1 1 IrMN/A /LyUO - ^09,9 1 O) 

/gb=NM_001743 /gi=20428653 
/ug=Hs.425808 /len=1128 


NM_001743 


Hs.425808 


NP_001734 


3032 


0.007578 


golgi-specific brefeldin A resistance factor 
1 (GBF1), mRNA /cds=(241, 5820) 
/ab=NM 004193 /ai=475841 5 
/ug=Hs. 1 55499 /len=6376 


NM_004193 


Hs. 155499 


NP_004184 


3034 


0.00223 


serine (or cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 6 
(SERPINB6), mRNA /cds=(75, 1205) 
/gb=NM_004568 /gi=28077084 
/ug=Hs.41072 /len=1361 


NM_004568 


Hs.41072 


NP_004559 


3040 


5.42E-04 


DKFZp434F1011 (from clone 
DKFZp434F1 011) /cds=UNKNOWN 
/gb=AL1 57490 /gi=7018535 
/ug=Hs.274589 /len=6634 


AL1 57490 


Hs.274589 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Snot 


n-v/ali i a 
p-vdiut; 


Lst?ol*ripilUl ■ 


Accession 
No. 


Unigene 
No. 


Protein 
No. 


3044 


0.002054 


hypothetical protein LOC51321 

/gb=NMJ)16627 /gi=7706167 
/ug=Hs.268122 /len=1304 


NMJ316627 


Hs.268122 


NP_057711 


3046 


0.004536 


kinesin family member 3B (KIF3B), 
/gi=4758645 /ug=Hs.301206 /len=4724 


NM_004798 


Hs.301206 


NP_004789 


3049 


0.03489 


retinol dehydrogenase 14 (all-trans and 9- 

/gb=NM_020905 /gi=1 01 90745 
/ug— ns.^oooou /icn— iooo 


NM_020905 | 


Hs.288880 


NP_065956 


3057 


0.041254 


ferredoxin 1 (FDX1), nuclear gene 
encoding mitochondrial protein, mRNA 

/uuo-y io*T,uoo^ /yu— INIVI UU*t I Us? 

/gi=1 3677224 /ug=Hs.744 /len=1468 


NM_004109 


H<i 744 

no. 1 *T*T 


NP 0041 Of) 


3059 


0.029363 


DKFZp434O071 (from clone 
DKFZp434O071) 


AL080184 




NP_057217 


\J\J\J 1 


0 007578 


mRNA- rDNA DKFZnSRfiFldlR (from 

clone DKFZp586F1418) /gb=AL833819~ 
/gi=21739144 /ug=Hs.296356 /len=4355 


Al R^RIQ 


Hs.296356 




OUUt 




muncin linht nnlv/nor»tiHo roniilatorv/ nnn. 
iiiyuoiii, ny i u puiypefjuue, icyuictiuiy, nuii 

sarcomeric (20kD) (MLCB), mRNA 
/cds=(1 15,630) /gb=NM_006471 
/g>5453739 /ug=Hs. 180224 /len=944 


MM 00RA71 


Hs. 180224 


NP_006462 


3065 


0.006566 


KIAA0433 protein (KIAA0433), mRNA 

/ nr |c— /R10 AOAA, \ /nh-MM 01R91R 

/gi=76621 17 /ug=Hs.26179 /len=5814 


NM_015216 


Hs.26179 


NP_056031 


3070 


0.001737 


signal sequence receptor, beta 
(translocon-associated protein beta) 

/Q<5R9\ mRMA /rrlc— /m &ClO\ 

/gb=NM_003145 /gi=6552341 
/ug=Hs.74564 /len=1093 


NM_003145 


Hs.74564 


NP_003136 


3071 


2.73E-04 


endothelin receptor type A (EDNRA), 

mRMA /rrlc-fAft^ 17fift\ /nh-MM 0010^7 

niniiNM /oub— ^H-oo, i zoo) /gu— inivi uu lyo/ 

/gi=4503464 /ug=Hs. 76252 /len=4105 


NM_001957 


Hs.76252 


NP_001948 


3072 


0 036914 


trichorhinoohalanaeal svndrome I 
(TRPS1), mRNA /cds=(639,4484) 
/gb=NM_0141 12 /gi=7657658 
/ug=Hs.26102 /len=10011 


mm 014112 

1 T|l V 1 \J l*T 1 IL 


Hs.26102 


NP_054831 


3077 


0.01072 


mRNA; cDNA DKFZp586E1120 (from 
clone DKFZp586E1 120) /gb=AL049437 
/gi=4500220 /ug=Hs.351 1 78 /len=2141 


AL049437 


Hs.351178 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 • 


Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 

IMO. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


3079 


2.73E-04 


ATP synthase, H transporting, 
mitochondrial F1 complex, epsilon subunit 
(ATP5E), nuclear gene encoding 

/cds=(95,250) /gb=NM_006886 
/gi=21 327678 /ug=Hs. 177530 /len=417 


NM_006886 


Hs 177530 

1 IO. Iff Jwv 


Kip 008817 

111 VUU w 1 1 


3080 


0.021781 


extracellular link domain containing 1 

/gb=NM_006691 /gi=5729910 
/ug=Hs.17917/len=2313 


NM_006691 


Hs.17917 


NP_006682 


3085 


0.002844 


PEF protein with a long N-terminal 
hydrophobic domain (peflin) (PEF), 

mPMA /rHQ-M^ ftfi7^ /nh-MM 019^09 

/gi=6912581 /ug=Hs.241531 /len=1641 


NM_012392 


Hs.241531 


NP_036524 


3090 


0.003893 


Similar to kinesin family member C1, 
clone MGC:1202 I MAGE: 3506669, . 

/gb=BC000712 /gi=12653842 
/ug=Hs.20830 /len=2400 


BC000712 


Hs.20830 


NP_002254 


3094 


0 029363 


Qf)N DNA hinHinn nrntpin f^ONh 

transcript variant e, mRNA 
/cds=(50,6376) /gb=NM_058183 
/gi=21040317 /ug=Hs.92909 /len=8482 


nm n^Rifn 

INIVI UJO IUO 


Hs.92909 


NP_620305 


3102 


0.013991 


deoxyribonuclease Mike 3 (DNASE1 L3), 
mRNA /cds=(71 ,988) /gb=NM_004944 

ln\—AA0FiGQ7 /uri-Mc ftftfiilK /Ion— 107Q 


NM_004944 


Hs.88646 


NP_004935 


3107 


0.039034 


a disintegrin-like and metalloprotease 
(reprolysin type) with thrombospondin 
type 1 motif, 5 (aggrecanase-2) 

^ML/rUVI I OO/, iTlrvlNM /CU5— \ I^O,Za ID) 

/gb=NMJ)07038 /gi=5901 887 
/ug=Hs.58324 /len=5533 


NM_007038 




MP nnRQfiQ 


3108 


0.002625 


glycogen synthase 1 (muscle) (GYS1), 
/gi=4504232 /ug=Hs.772 /len=3531 


NM_002103 


Hs.772 


NP_002094 


3117 


4.93E-04 


mRNA for Sec24 protein (Sec24A 

IoUIUIIIi^, ydl lldl /^Uo — ^ 1 ,0^0 / ) 

/gb=AJ131244 /gi=3947687 
/ug=Hs.211612/len=5967 


AJ1 31244 


Hs.211612 




3124 


0.010015 


hypothetical protein LOC51315 
(LOC51315) mRNA /cds=(395 1174) 
/gb=NM_016618 /gi=7706155 
/ug=Hs.5721 /len=1774 


NM_016618 


Hs.5721 


NP_057702 


3131 


0.016974 


putative translation initiation factor (SUM), 
mRNA /cds=(148,489) /gb=NM_005801 
/gi=20070210 /ug=Hs.150580 /len=1324 


NM_005801 


Hs. 150580 


NP_005792 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Qnnt 




Dp^rrintinn 


Gene 

Accession 
No. 


Unigene 

nuucooiuii 

No. 


Protein 

ArrPQcinn 
nuvcodiuii 

No. 


3136 


0.001232 


splicing factor, arginine/serine-rich 5 
(SFRS5), mRNA/cds=(21 9,542) 
/gb=NM_006925 /gi=5902077 
/ug=Hs.166975 /len=1865 


NM_006925 


Hs. 166975 ; 


NP_008856 


O 1 J/ 


n nn?R44 

U.UwtO*rt 


vn94rOR ^1 <^narpQ hrpa<if 1MhHR<:t 

cDNA clone IMAGE: 188362 3' similar to 
gb:M10942_cds1 metallothionein-le gene 

mRKIA QPni lonrp /Hnno— I MAf^P - 1881fi9 

/clone_end=3' /gb=H43642 /gi=919694 
/ug=Hs.418241 /len=452 


H41RA9 
n*toO*fZ 


Hs.418241 




O 1 oo 




Hwnvj i \ iNOno 1 ) , [ 1 1 r\ IN A\ 

/cds=(1477,5145) /gb=NM_032160 
/gi=23943786 /ug=Hs. 124673 /len=9528 


MM 0191^0 
INIVI_UOZ IOU 


Hs. 124673 


NP_1 15536 


1142 


w.UUO 1 OO 


oil ly Ic-oll al lUcu Ui\r\ UiMUIIiy pivjlclll 

(SSBP1), mRNA/cds=(79,525) 
/gb=NM_003143 /gi=4507230 /ug=Hs.923 
/len=628 


mm 001141 


Hs.923 


NP_003134 


3149 


0 012262 


thinrPrlnYin Hnrnain-r*r»ntainiriri t'TXMDf^ 

11 \l\Jl CUVJAII 1 \J\Jt 1 Id II 1 \s\J\ ILCIll III ly ^ 1 AIMUV^ J , 

mRNA /cds=(1 1 8,960) /gb=NM_030755 ! 
/gi=1 355951 5 /ug=Hs.24766 /len=1112 


MM 0107*^ 

INIVI VJOU / OO 


Hs.24766 


NP_1 10382 


3151 


2.47E-04 


hypothetical protein FLJ37440 
(FLJ37440), mRNA /cds=(272, 1591) 

/nh-MM 1^^91/1 /ni-97^Q7il7n 

/gu— inivi i doz i*t /gi— zooy m/v 

/ug=Hs.355577 /len=2299 


NM_1 53214 


Hs.355577 


NP_694946 


3156 


0.004203 


golgi autoantigen, golgin subfamily b, 
macrogolgin (with transmembrane 
signal;, i (oulod i ) f rnrxiNA 
/cds=(127,9906) /gb=NiVIJ)04487 
/gi=4758453 /ug=Hs.7844 /len=10300 


NM_004487 


Hs.7844 


NP_004478 


3162 


0.01047 


hypothetical protein FLJ22875 

/pi I99Q7£\ mPMA /nHc— M^9 K1A\ 
VrLJZZO/Oy, mrMNA /COS— \ loZ,Oo*f ) 

/gb=NM_032231 /gi=1 5638951 
/ug=Hs.406548 /len=1019 


NM_032231 


Hs.406548 


NP_1 15607 




ft fi 1F-04 


i ly pun iciiwcii pi U Id II rLJ IOOJJ 

(FLJ13855), mRNA /cds=(328, 1068) 
/gb=NM_023079 /gi=20149671 
/ug=Hs. 168232 /len=3053 


MM 091070 
IN IVI UZOU f a 


Hs.168232 


NP_075567 


1172 


U. JJL Ut 


m\//^r*\/to~c r^o^ifir' onhonror for* tor OA 
1 1 lyuuy lc-ofJcUIIIO CI 1 1 IdllUtrl IcaL/lUI 

(MEF2A) gene, last coding exon, and 
complete cds 


1 I4Q090 






3173 


0.004536 


hypothetical protein FLJ11730 
(FLJ1 1730} mRNA /cds=(33 608) 
/gb=NM_022756 /gi=20149668 
/ug=Hs.17118/len=1558 


NMJJ22756 


Hs.17118 


NP_073593 


3174 


0.023148 


lectin, galactoside-binding, soluble, 1 
(galectin 1) (LGALS1), mRNA 
/cds=(69,476) /gb=NM 002305 
/gi=6006015 /ug=Hs.382367 /len=526 


NMJJ02305 


Hs.382367 


NP_002296 
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Genes Correspondinq To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No. 


I Jniripnp 

Accession 
No. 


Prntpin 

Accession 
No. 


3189 


0.001465 


melanoma adhesion molecule (MCAM), 
/gi=5729917 /ug=Hs.21 1579 /len=3583 


NM_006500 


Hs.211579 


NP_006491 


3193 


0.015924 


phosphorylase, glycogen; brain (PYGB), 

ni irloar no n o onrnHinn mitrvr*hr\nHriol 

Muoicdi yciit? ciiuuuiiiy iniiuoiiuiiuiicti 

protein, mRNA /cds=(97,2628) 
/gD— iNivi_uuzoD^ /gi— z 100 iooy 
/ug=Hs.75658 /len=4166 


NM_002862 


Hs.75658 


NP_002853 


3194 


0.001033 


ornithine decarboxylase antizyme 1 

\\Jr\Z- I ), lTlr\l>l/A /gu— INIvl UU^ I 0^ 

/gj=9845504 /ug=Hs.281960 /len=986 


NM_004152 


Hs.281960 


NP_004143 


3196 


0.048543 


DKFZp586E0524 (from clone 


AL1 10153 




NP_000974 


3197 


4.06E-04 


NDRG family member 2 (NDRG2), mRNA 

/cds=(97,1 170) /gb=NM_016250 

/gi=1 028061 9 /ug=Hs.243960 /len=2024 


NM_016250 


H<; ?43QfiO 

1 IO.£. 4 tJC/vJU 




O I <70 


0 f)1 14RQ 


/gb=AK025344 /gi=1 0437842 
/ug=Hs.141003 /len=1824 




Hs.141003 








piUlclll Mllaofci v-r oUUoLldlt; OUr\-n 

(PRKCSH), mRNA /cds=(1 37, 1720) 
/gb=NM_002743 /gi=4506076 
/ug=Hs.1432 /len=2056 


MM (\C\07A'Z 
iMIVI UUZ f *fo 


Hs.1432 


NP_002734 


3204 


0.01925 


clone IMAGE:5263531, mRNA 
/gb=BC037740 /gi=22902216 
/ug=Hs.18016/len=5036 


BC037740 


Hs.18016 






u.uu^ozo 


procoiiagen-proiine, ^-oxogiuiarate 4- 
dioxygenase (proline 4-hydroxylase), beta 
polypeptide (protein disulfide isomerase; 
inyroia normone Dinaing protein poo; 
(P4HB), mRNA /cds=(45, 1571) 
/gb=NM_000918 /gi=20070124 
/ug=Hs.410578 /len=2438 


NIVi_UUUyio 


Hs.410578 


NP_000909 


3275 


0.046005 


KIAA0141 gene product (KIAA0141), 
mrMNM /cus-^o i, idzo^ /gu— inivi_u \m io 
/gi=7661939 /ug=Hs.63510 /len=3020 


NM_014773 


Hs.63510 


NP_055588 


3282 


0.018081 


YME1-like 1 (S. cerevisiae) (YME1L1), 

nuuiodi yer ic encouing rniiucnonuncii 
protein, transcript variant 1, mRNA 
/cds=(1 83,2504) /gb=NMJ39312 
/gi=21 327684 /ug=Hs.206521 /len=4036 


NMJ39312 


Hs.206521 


NP_647474 


3294 


0 048543 


NCK adaDtor nrotein 1 ^NOK1^ mRNA 
/cds=(1 17,1250) /gb=NM_006153 
/gi=20070226 /ug=Hs. 54589 /len=1947 


nm oofii^ 


Hs.54589 


NP_006144 


3316 


0.036914 


glutathione S-transferase M3 (brain) 
(GSTM3), mRNA /cds=(31 1 ,988) 
/gb=NM 000849 /gi=23065551 
/ug=Hs.2006/len=1572 


NM_000849 


Hs.2006 


NP_000840 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


3367 


0.031117 


nuclear receptor subfamily 3, group C, 
member 1 (glucocorticoid receptor) 
(NR3C1), mRNA/cds=(1 33,2466) 
/nb=NM 000176 /ai=45041 12 
/ug=Hs.75772 /len=4788 


NM_000176 


Hs.75772 


NP_000167 


3377 


0.043576 


cDNA: FLJ23538 fis, clone LNG08010, 
highly similar to BETA2 MEN1 region 

HnnA Qncilnn/hota mRNA /nh=AK0971Q1 

/gi=10440260 /ug=Hs.240443 /len=1746 


AK027191 


Hs.240443 




3397 


0.027691 


chromosome 20 open reading frame 6 j 
(C20orf6), mRNA/cds=(1 09,2664) 

/nh=NM 01RR4Q /ni=99507^R1 

/ug=Hs.88820 /len=3216 


NM_0 16649 


Hs.88820 


NP_057733 


3400 


0.041254 


KH domain containing, RNA binding, 
sianal transduction a^nriatprl 1 
(KHDRBS1), mRNA/cds=(107,1438) 

/ug=Hs. 119537 /len=2685 


NM_006559 


Hs.1 19537 


NP_006550 


3402 


0.029363 


basic transcription factor 3 (BTF3), mRNA 
/rd<;=^40 79R\ /nh=NIM 001907 
/ni=9007019Q /un=H<* 101095 /lpn=Q c i9 


NM_001207 


Hs. 101 025 


NP_001198 


3407 


0.023148 


BCL2/adenovirus E1B 1 9kD-interacting 
protein 3-like (BNIP3L) 


XM_048077 






3413 


0.046005 


myoglobin (MB), mRNA /cds=(71 ,535) 

/nh=MM OO^fift /ni-,4ftft c i47R 
/yu- iNivi uujooo /y i— hoojh / o 

/ug=Hs.118836 /len=1066 


NM_005368 


Hs. 118836 


NP_005359 


3431 


0.020482 


spermine synthase gene 


AJ009633 






3440 


0.03489 


TERF1 (TRFI)-interacting nuclear factor 

/gb=NM_012461 /gi=6912715 
/ug=Hs.7797 /len=2095 


NM_012461 


Hs.7797 


NP_036593 


3441 




LldllolUUdoc Ul II II Id II ilLULrliUi lUI Id I 

membrane 8 B (yeast) (TIMM8B), mRNA 
/cds=( 13,264) /gb=NM_012459 
/gi=691271 1 /ug=Hs.279915 /len=423 


MM 0194^0 
in ivi u i ^*foy 


Hs.279915 


NP_036591 


3443 


0 007578 


yucii lyiaLC rvii laoc i ivjurx i i, iiirviMAA 

/cds=(225,818) /gb=NM_000858 
/gi=20127414 /ug=Hs.3764 /len=1082 


IN IVI UUUOJO 


Hs.3764 


NP_000849 


3444 


0.006566 


laminin receptor 1 (ribosomal protein SA, 
67kDa) (LAMR1), mRNA /cds=(86,973) 
/gb=NM_002295 */gi=9845501 
/ug=Hs.181357/len=1039 


NM_002295 


Hs.181357 


NP_002286 


3456 


2.47E-04 


ionized calcium binding adapter molecule 
2 (IBA2), mRNA/cds=(89,541) 
/gb=NM 031426 /gi=1 3899240 
/ug=Hs.4944 /len=3381 


NM_031426 


Hs.4944 


NP_1 13614 
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Hypertension 




Spot 


p-value 
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Gene 

Accession 
No. 


Uniaene 

Accession 

No. 


Protein 

I IV Iv III 

Accession 
No. 




0 01079 


rihnQnmal nrntpin fRP^*^\ mRNA 

/cds=(19,750) /gb=NM_001005 
/gi=15718686 /ug=Hs.414990 /len=843 


mm nm nn^ I 

IN IV I UU 1 UUvJ 


Hs.414990 


NP_000996 






I I Idolcl 1 1 III IU llr\C I ^ L/l UoUpl Hid) ^IVIMIVIU I y, 

mRNA /cds=(264,3314) /gb=NM_014757 
/gi=1 3376996 /ug=Hs.76986 /len=5717 


MM 0147^7 

INIVI__U \H t O f 


Hs.76986 


NP_055572 


14fi4 

0*tO4 


0 H199fi9 


iiiduuin o uvim i ino^ precursor, rnrviNM 

/cds=(64,1524) /gb=NM_002381 

/gi=1 351 8040 /ug=Hs.278461 /len=2599 


INIVI_JJUZoO 1 


Hs.278461 


NP_002372 


3470 


0.039034 


hypothetical protein FLJ 10300 

^rLJ IUOUUJ, lllixIN/A /CUo — ^ I 1 \\J,OODV) 

/gb=NM_018051 /gi=21361686 
/ug=Hs.42233 /len=3785 


NM_018051 


Hs.42233 


NP_060521 


3472 


0.01925 


eukaryotic translation elongation factor 1 

alnha 1 fFFFIA'H mRNA /rrl«;=^ 14*^ 

aipi la 1 ^lli Inl j, II 1 r\ IN/A /CUo — ^DO, 1 H\J 1 ) 

/gb=NMJ)01402 /gi=25453469 ! 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


3477 


0.046005 


vacuolar protein sorting 16 (yeast) 
(VPS16), transcript variant 1, mRNA 

/rH<5=f4Q 95fift^ /nh=NM 099*V7^ 

/gi=1 7978478 /ug=Hs.302441 /len=2769 


NM_022575 


Hs.302441 


NP_536339 


3483 


0.048543 


signal sequence receptor, beta 
(translocon-associated protein beta) 
(SSR2), mRNA /cds=(51 ,602) 
/gb=NM_003145 /gi=6552341 

/nn— Mc 7AttA /Ion— 1 HQ^ 

/ug—ns. / hooh /ien— i uyo 


NM_003145 


Hs.74564 


NP_003136 


3492 


0.00527 


UI-H-BI2-ags-a-03-0-Ul.s1 
NCI_CGAP_Sub4 cDNA clone 
IMAGE:2725156 3', mRNA sequence 
/cione— iiviAvoc.z / zo ioo /cione eno— o 
/gb=AW29252 1 /gi=66991 57 
/ug=Hs.227074 /len=685 


AW292521 






3500 


0.004536 


ASC-1 complex subunit P100 
(FLJ21588). mRNA /cds=(1 15,2388) 

/nh-MM C\V>0C\A lr\\— OnOirORO 

/ug=Hs.334686 /len=2808 


NM_032204 


Hs.334686 


NP_1 15580 


3511 


0.001033 


xf26f10.x1 NCI_CGAP_Ut1 cDNA clone 
IMAGE:2619211 3', mRNA sequence 
/clone=IMAGE 2619211 /clone end=3' 
/gb=AW130007 /gi=6131612 
/ug=Hs.389726 /len=423 


AW1 30007 


Hs.389726 




3513 


0.041254 


chromosome 1 open reading frame 29 
(C1orf29), mRNA/cds=(242,1483) 
/gb=NM 006820 /gi=5803026 
/ug=Hs.75470 /len=2058 


NM_006820 


Hs.75470 


NP_006811 
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Genes Corresponding To Differentially Expressed .Genes in Figure 12 • 


Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 
Accession 

NO. 


Protein 
Accession 

NO. 


3521 


0.039034 


ubiquitin-like, containing PHD and RING 
finger domains 2 (URF2), transcript 
variant i , mrciNM /cas— ^o** i, iooz) 
/gb=NM_1 52306 /gi=2331 2361 
/ug=Hs.348602 /len=3720 1 


NM_1 52306 


Hs.348602 


NP_690856 


3533 


0.046005 


nascent-polypeptide-associated complex 
aipna poiypeptioe (naoaj, mKiNA 
/cds=(26,673) /gb=NM_005594 
/gi=5031930 /ug=Hs.32916 /len=797 


NM_005594 


Hs.32916 


NP_005585 


ODOO 


u.uz/oyi 


insuim-iiKe growtn tactor Dinaing protein o 
(IGFBP6), mRNA /cds=(54,776) 
/gb=NM_002178 /gi=1 1321592 
/ug=Hs.274313/len=952 


NM_002178 


Hs.274313 


NP_002169 




U.UU/o/o 


uDiquitin u (UbO), mKNA 
/cds=(1 36,21 93) /gb=NMJ)21009 
/gi=201 49305 /ug=Hs. 183704 /len=2309 


NM_021009 


Hs. 183704 


NP_066289 


3540 


0.001232 


nucleoporin 155kDa (NUP155), transcript 

worionf 1 mPMA /rrle-MIQ /IOQ/l\ 

vanani i, mKiNA/cas— iy,4zy4; 
/gb=NM_1 53485 /gi=24430148 
/ug=Hs.23255 /len=4355 


NM_1 53485 


Hs.23255 


NP_705618 


3551 


0.00527 


RAB9A, member RAS oncogene family 
(RAB9A), mRNA /cds=(1 92,797) 
/gD-iNM_uu4zoi /gi-zuu/uioy 
/ug=Hs.330994 /len=1106 


NM_004251 


Hs.330994 


NP_004242 


3576 


0.007056 


osteoglycin (osteoinductive factor, 
mimecan) (OGN), transcript variant 1, 
mRNA /cds=(422, 1318) /gb=NMJ)3301 4 
/gi-i4yio4y/ /ug-ns.iuy4oy /len-zy/o 


NM_033014 


Hs. 109439 


NP_148935 


3606 


0.018081 


nucleolar protein family A, member 3 
(H/ACA small nucleolar RNPs) (NOLA3), 
mKNA /cas-(yo,zyz) /gb-NM 01oo4o 
/gi=1501 1920 /ug=Hs.14317 /len=556 


NM_0 18648 


Hs.14317 


NP_061118 


3613 


0.041254 


ataxin 2 related protein (A2LP), transcript 
variant A, mRNA/cds=(169,3396) 

/nh-MM f\ri~71AR /ni— 970ftO A/1 ft 

/go— nivi_uu f z4o /gi— z * zozo40 
/ug=Hs.43509 /len=4386 


NM_007245 


Hs.43509 


NP_680782 


3619 


6.03E-05 


cytochrome c oxidase subunit IV isoform 

1 ^OOX4M^ nnHpar npno on^rtHinn 
I ^wvAti i ), iiuuicdl yclic? cllUUUIiiy 

mitochondrial protein, mRNA 
/cds=(165,674) /gb=NM_001861 
/gi=17017985 /ug=Hs.433419 /len=802 


NM_001861 


Hs.433419 


NP_001852 


3623 


0.016974 


cDNA FLJ14089 fis, clone 
MAMMA1 000257. /gb=AK024151 
/gi=1 0436462 /ug=Hs.306668 /len=1730 


AK024151 


Hs.306668 
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Genes Correspondinq To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 


Description , 


Gene 

MtrtrCOOlUll 

No. 


Unigene 
No. 


Protein 

Accession 

No 


3625 


0.015924 


UI-E-CQ1-aev-g-12-0-Ul.s1 UI-E-CQ1 
rDNA rlnnf UI-E-CQ1-aev-a-12-0-UI 3' 
mRNA sequence /clone=UI-E-CQ1-aev-g- 
12-0-UI /clone_end=3' /gb=BM666437 
/gi=18974127 /ug=Hs.279806 /len=1 103 


BM666437 


Hs.279806 






o oi??r? 


PTnni'i nrntpin fPTD015^ mRNA 
/cds=(148,504) /gb=NM_014040 
/gi=7662642 /ug=Hs.95870 /len=620 


MM 014040 


Hs 95870 


NP_054759 


3641 


0.006106 


hypothetical protein CL25084 (CL25084), 

mRNA /rrlQ=M19 158^ /nh=NM 015701 

/gi=20070263 /ug=Hs.7100 /len=2412 


NM_015701 


Hs.7100 i 


NP_056516 


3642 


0.002625 


chromosome 1 open reading frame 22 

/gb=NM_025191 /gi=1 992361 8 
/ug=Hs.279951 /len=6298 


NM_025191 


Hs.279951 


NP_079467 


3645 


0.0261 


hypothetical protein MGC14697 
(MGC14697), mRNA/cds=(264,440) 
/ab=NM 032747 la i= 14249375 
/ug=Hs.171625/len=581 


NM_032747 


Hs.171625 


NP_1 16136 


3652 


0.001128 


cDNA: FLJ22636 fis, clone HSI06658, 
highly similar to HSAJ4162 mRNA for 

/gb=AK026289 /gi=1 04391 02 
/ug=Hs.9280 /len=1732 


AK026289 


Hs.9280 


NP_006850 


^RR9 




hv/nnthotir^il nrntoin PI 110700 
I lypULl icllUdf fJlUldil rl_u lU/UU 

(FLJ10700), mRNA /cds=(1 84, 1872) 
/gb=NM_018182 /gi=8922595 
/ug=Hs.295909 /len=3434 


MM 01R189 
IMIVI \J I O I 0£- 




NP_060652 


OuOO 




PiA7 accr\r*iatoH nrntoin 9 /nA7AP9\ 

mRNA /cds=(70,576) /gb=NM_0 14764 
/gi=7661885 /ug=Hs.75416 /len=1897 




no. / *jh it) 


NP_055579 


3677 


0.023148 


major histocompatibility complex, class I, 

R (V\\ A-R^ mRNA /rri«;=M 1 10QQ^ 

/gb=NM_005514 /gi=21 327676 
/ug=Hs.77961 /len=1310 


NM_005514 


Hs.77961 


NP_005505 


3683 


0.007578 


thioredoxin reductase TR2 mRNA, partial 
cds /cds=(1 ,1740) /gb=AF171055 
/gi=5764542 /ug=Hs.20030 /len=2593 


AF171055 


Hs.20030 




3685 


0.018081 


SWI/SNF related, matrix associated, actin 
dependent regulator of chromatin, 
subfamily e, member 1 (SMARCE1), 
mRNA /cds=(122,1357) /gb=NM_003079 
/gi=21 264354 /ug=Hs.332848 /len=1576 


NM_003079 


Hs.332848 


NP_003070 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Snot 


D-value 


Description 


VJCI IC 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


3690 


0.006566 


IK cytokine, down-regulator of HLA II (IK), 
mRNA/cds=M12 1785Wab=NM 006083 

hum in /ouo i i i t— , i f i i y u i vivi \/\yWww 

/gi=1 1038650 /ug=Hs.8024 /Ien="l785 


NM_006083 


Hs.8024 


NP_006074 


3705 


0 00527 


hvnothptical nrotein FLJ 10856 
(FLJ10856), mRNA/cds=(148,1233) 
/ab=NM 018247 /a i=8922719 
/ug=Hs. 1 08530 /len=3720 


NM 018247 


Hs. 108530 


NP_060717 


3708 


0.046005 


mRNA; cDNA DKFZp667D095 (from 
clone DKFZp667D095)/gb=AL51 2749 
/ai=1 2224966 /ua=Hs 432978 /lt»n=1^Q6 


AL512749 


Hs.432978 




3716 


0.0261 


FLJ21563 fis, clone COL06445 
(AK025216.1) 


AK025216 


Hs.24341 


NP_056287 


3730 


0 023148 


folli^tatin fFST^ tran^rrint variant 

lUIIIOlClUI 1 11 vJ 1 J, LI CU lOvl VCll 1 CI 1 11 

FST317, mRNA/cds=(28,981) 
/gb=NM_006350 /gi=7242223 
/ug=Hs.9914/len=1386 


NM OOfi'ViO 


Hs.9914 


NP_037541 


3733 


0 041254 


MAGEF1 Drotein (MAGEF1} mRNA 
/cds=(177,1103) /gb=NM_022149 
/gi=1 1545891 /ug=Hs.306123 /len=1615 


NM 022149 

IvIVI \J t—C— 1 ~ sj 


Hs.306123 


NP_071432 


3756 


0.036914 


Ste20-related serine/threonine kinase 
(SLIG mRNA /cds=(512 3970^ 
/gb=NM_014720 /gi=7661993 
/ug=Hs. 105751 /len=5988 


NM_0 14720 


Hs. 105751 


NP_055535 


3762 


0.036914 


heat shock 70kDa protein 8 (HSPA8), 

tran^print variant 1 mRNA 

11 Gl lOwl ILJl VCIIICIIII l, IIHAINAA 

/cds=(79,2019) /gb=NM_006597 
/gi=24234684 /ug=Hs.180414 /len=2276 


NM_006597 


Hs.1 80414 


NP_694881 


3768 


0.005674 


Mov10, Moloney leukemia virus 10, 
(mouse) (MOV10), mRNA /cds=(71, 3082) 
/gb=NM_020963 /gi=14211539 
/un=H<; 2n72S /lpn=^^2ft 


NM_020963 


Hs.20725 


NP_066014 


3769 


4 QBE-04 


«;innal tran^riuppr anrl ar*ti\/atnr nf 

OlyllCII Hal IOUUUUI ul IU ClwllVCIlWI \J\ 

transcription 3 (acute-phase response 
factor) (STAT3), transcript variant 1, 
mRNA /cds=(241, 2553) /gb=NMJ 39276 
/ai=21618339 /ua=Hs 321677 /len=3455 


NM 1^Q27fi 


Hs 321677 


NP 644805 

1 1 1 V ii WWW 


3783 


0.016974 


Tat-SF1 


U76992 




NP 055315 


3794 


0.03489 


coatomer protein complex, subunit alpha 
(COPA), mRNA /cds=(467,41 41 ) 
/qb=NM 004371 /qi=6996002 

* j4 mf Mill V W ■ ■ ■ / \A 1 W w X— 

/ug=Hs.75887 /len=5064 


NM_004371 


Hs.75887 


NP_004362 


3796 


5.42E-04 


immunoglobulin light chain 


D87000 






3798 


0.020482 


chromodomain helicase DNA binding 
protein 4 (CHD4), mRNA/cds=(90,5828) 
/gb=NM_001273 /gi=4557452 
/ug=Hs.74441 /len=6417 


NM_001273 


Hs.74441 


NP_001264 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12 - 


Hypertension 




Snot 




nocr ri ntinn 

UcoLl IJJIIUI 1 


Gene 

Accession 
No. 


Unigene ! 
No. 


Protein 
No. 


3800 


0 016974 


ribo^omal nrote»in larae PO fRPL P0^ 
transcript variant 2, mRNA 
/cds=(111,1064) /gb=NM_053275 

/ni=1fiQ^^^4 c i /nn=H<; 40RS11 /lpn=1148 
/yi — i \jc7oo%j*t*j /uy no.tuuj i i / ici i i i*to 


INIVI \J\jO£.i \J 


Hs.406511 


NP_444505 


3801 


0.003893 


ribosomal protein S7 (RPS7), mRNA 
/cds=(91,675) /gb=NM_001011 

/ni=1 54^1^08 /nn=Hc? ^01^47 /lpn=79Q 
/y i — i j*to i ouo / uy — no. ou i oh / /ici i — / <c5/ 


NM_001011 


Hs 301547 


NP 001002 


1R09 


U.UU 1 VJOO 


Udl UlcayC caooUUiClLCU piUldll ^OFxIMr^, 

mRNA/cds=(12,1217) /gb=NM_006371 
/gi=2 1536278 /ug=Hs. 155481 /len=2307 


mm nnR^7i 

iNIVI UUOo/ I 


hte 1SS481 


NP OOfi^fi? 






JJCI IUU I ^L" UoU[JI lllay Ll \ 1^, IIirxIN/A 

/cds=( 188,4060) /gb=NM_002616 
/gi=4505712 /ug=Hs.68398 /len=4656 


INIVI UUZO ID 


Hs.68398 


NP_002607 


3808 


0.039034 


MN/CA9 


Z54349 






3826 


0.036914 


gene for neural cell adhesion molecule 3' 

rpninn pynn f" ii^pH in fi 7 kh 

ICVJIUII CAUI 1 1, U3CU 111 iiunivi 1 KJ.I J\\J 

and NCAM-180 7.4 kb transcripts 


X07200 






3827 


0.00527 


helicase C-terminal domain- and SNF2 N- 
terminal domain-containing protein 

/gb=NMJ)32221 /gi=21 362041 
/ug=Hs.45207 /len=8326 


NM_032221 


Hs.45207 


NP_1 15597 


3830 


0.046005 


eukaryotic translation elongation factor 1 

UCLd Z. ^ U.L-1 I DZ.y, LI dl loUl IfJl Vdl IcJIU I , 

mRNA/cds=(236,913) /gb=NMJ)01959 
/gi=16519564 /ug=Hs.421608 /len=961 


NMJ301959 


Hs.421608 


NP_066944 


3845 


0.003893 


nuclear distribution gene C (A. nidulans) 

^INUUu^, 1 1 li\|N/A /UUb - 1 , 1 \JO\j) 

/gb=NM_006600 /gi=5729952 
/ug=Hs.263812/len=1333 


NM_006600 


Hs.263812 


NP_006591 


OOHC3 


0 m48Q 


P D DA nro.rYi DMA nrnroccinn for^t/^r A 
r r\r*+ [Jit? II lr\ IN/A pi UUcoolI iy IdUlUI *t 

(yeast) (PRPF4), mRNA /cds=(60, 1628) 
/gb=NM_004697 /gi=24431949 
/ug=Hs.374973 /len=2765 


MM nr\A&Q7 
r>iiVi__uu*foy / 


Hs.374973 


NP_004688 






pninma (\ IIWI Hnmain nrntoirA /FMIf^MA^ 
Clliyilla ^ 1 — 1 1 VI UUIIIdlll \J\\J\sz\\\) ^dNIOIVIM^, 

mRNA /cds=(67,1440) /gb=NM_005451 
/gi=11496884 /ug=Hs.102948 /len=1706 


mm nn*vAm 

INIVI UUD*tO 1 


Hs. 102948 


NP_005442 


3866 


0 016974 


nrntnparthprin namma Qiihfamilw C* ^ 
yji uLuuaui ici n i ycuiiiiici ouuidiiiny o 

(PCDHGC5), transcript variant 1 , mRNA 
/cds=( 1,2835) /gb=NM_018929 
/gi=14277683 /ug=Hs.335001 /len=4641 


MM 01RQ9Q 

INIVI U I OS7^y 


Hs.335001 


NP_1 15783 


3872 


0.001465 


6-DhosDhoaluconolactonase (PGLS^ 
mRNA /cds=(18,794) /gb=NM_012088 
/gi=6912585 /ug=Hs.100071 /len=1010 


MM 012088 


Hs. 100071 


NP_036220 


3873 


0.046005 


proteasome (prosome, macropain) 26S 
subunit, ATPase, 1 (PSMC1), mRNA 
/cds=(49, 1 371 ) /gb=NM_002802 
/gi=24430150 /ug=Hs.4745 /len=1586 


NM_002802 


Hs.4745 


NP_002793 
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OJJUl 


r\ _\i a|i ia 
p-Vdiut; 


np^rrintinn 


C5pnp 

Accession 
No. 


I Ininpnp 

Accession 
No. 


Protein 

Accession 

No. 






rarhnhvdratp (keratan ^ulfatp fial^fi^ 

sulfotransferase 1 (CHST1), mRNA 
/cds=(367,1602) /gb=NM_003654 
/gi=4502840 /ug=Hs. 104576 /len=2415 


NM 003654 


Hs 104576 


NP_003645 




U.UH 1 tJH 


In qi mprfamilv/ nrntpin /7^Qlf^^ mRNA 

IU oU|JCI iOI I Illy pIVJlCIII \£-\J\3l\Jj t 1 1 llxIN/A 

/cds=(46,1245) /gb=NM_007268 
/gi=6005957 /ug=Hs.8904 /len=1787 


NM 007968 


8QD4 


NP_009199 


3913 


0.012262 


hairy and enhancer of split 1, (Drosophila) 

\rlCO I J, 1 II r\ IN/A /OUo-^O I , 1 \J 1 57/ 

/gb=NM_005524 /gi=8400709 
/ug=Hs.250666 /len=1471 


NM_005524 


Hs.250666 


NP_005515 


3916 


0.013991 


integral inner nuclear membrane protein 

/gb=NM_014319 /gi=7706606 
/ug=Hs.7256 /len=4703 


NM_014319 


Hs.7256 


NP_055134 




w.UU 1 UJJ 


•similar tn RIKFN rDNA 1110n c iQF?4 
rlnnp IMAftP 591 81 9fi mRNA 
/gb=BC028019 /gi=20380167 
/ug=Hs.112993/len=3343 


RmPROIQ 

DuuiOU 1 v7 


no. i \£.wo 




3933 


0.006106 


cDNAFLJ10266fis, clone 
HFMRRinnm?4 /nh=AKf)0119R 
/gi=7022194 /ug=Hs.210297 /len=1244 


AK001128 


Hs.210297 




3938 


0.039034 


mitochondrion, complete genome 


NC 001807 






3942 


0.039034 


spectrin, alpha, non-erythrocytic 1 (alpha- 
Toariri/ ■ /ain i /, mr\iNr\ 
/cds=(1 03,752 1)/gb=NM 003127 
/gi=4507190 /ug=Hs.77196 /len=7787 


NM_003127 


Hs.77196 


NP_003118 


3954 


0.007056 


esophageal cancer related gene 4 protein 
(ECRG4), mRNA /cds=(1 09,555) 

/yu — inivi uozf i i /yi — i*r ioj^/o 

/ug=Hs.43125 /len=772 


NM_032411 


Hs.43125 


NP_1 15787 


3968 


0.005674 


protein tyrosine phosphatase type IVA, 
member 2 (PTP4A2), transcript variant 1 , 

mRWA /rHc-Mfl11 1^1^ 
i llrxINM /UUb- ^ IU 1 1 , 1 O \H) 

/gb=NM_003479 /gi=1 81 04974 
/ug=Hs.82911 /len=3925 


NM_003479 


Hs.82911 


NP_536317 




v.UUOOSu 


lilfplw nrthnlnn nf mm icp nhncHi ifin.lilfp 0 
ni\t;iy ui ii luiuy ui iiiuuoc pnuouuoii i-iif\.t; ^. 

(PDCL2), mRNA /cds=(101, 820) 
/gb=NM_024065 /gi=13129043 
/ug=Hs.94576 /len=1044 


MM D94nRS 




NP_076970 


3970 


0 011469 


HSPC182 Drotein (HSPC182} mRNA 
/cds=(66,650) /gb=NM_014188 
/gi=7661831 /ug=Hs.30026 /len=1059 


NM 014188 


Hs 30026 


NP_054907 


4012 


0.03489 


transcription termination factor, RNA 
polymerase I (TTF1), mRNA 
/cds=(45,2705) /gb=NM_007344 
/gi=6678454 /ug=Hs.54780 /len=2847 


NM_007344 


Hs.54780 


NP_031370 
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n.ua 1 1 IP 

[J'VdlUC 




ocl le 

Accession 
No. 


1 Ininana 

Accession 
No. 


Protein 
No. 


4018 


0.046005 


major histocompatibility complex, class I, 

C mi A-P^ mRNA /rd<;=MR 111fi^ 
/gb=NM_0021 17 /gi=1 9557676 
/ug=Hs.277477 /len=1549 


NM_002117 


Hs.277477 


NP_002108 


4019 


0.014931 


BCG-induced gene in monocytes, clone 
103 (BIGM103), mRNA/cds=(478,1860) 

/nh-MM 0991S4 /ni=945ftRRR4 
/yu iNivi i \^*+ /yi ^tiJOODOH 

/ug=Hs.284205 /len=3246 


NM_022154 


Hs.284205 


NP_071437 


4023 


0.036914 


transforming growth factor, beta receptor 

III fh»tanl\/ran ^Onknc^ fTf^FRR^ 
HI ^UcLdyiyCail, OUUKUdj \ I OrDfAOj, 

mRNA /cds=(349,2898) /gb=NM 003243 
/gi=4507470 /ug=Hs.342874 /len=4208 


NM_003243 


Hs.342874 


NP_003234 


4026 


0.041254 


ribosomal protein L38 (RPL38), mRNA 

/cds=(107,319) /gb=NM_000999 

/gi= 16306562 /ug=Hs.425668 /len=368 


NM_000999 


Hs.425668 


NP 000990 


4074 


0 024587 


KIAA101R nrntpin (KIAAIDIfll mRNA 
/cds=(242,3295) /gb=NM_014967 
/gi=7662449 /ug=Hs.5400 /len=4839 


MM 014QR7 


He RADO 


NP_055782 


4078 


0.029363 


retinoblastoma binding protein 8 
(RBBP8), mRNA/cds=(299,2992) 

/nh=MM n09ftQ4 /ni— ARnRAAd 

/ug=Hs.29287 /len=3246 * 


NM_002894 


Hs.29287 


NP_002885 


4092 


0.036914 


NADH dehydrogenase (ubiquinone) Fe-S 
protein 3, 30kDa (NADH-coenzyme Q 

/cus— \ lOjOUi ) /go— INIVI UUhOO I 

/gi=4758787 /ug=Hs.429506 /len=899 


NM_004551 


Hs.429506 


NP_004542 




U.U 1 OsJXy 1 


oucucu vebicie mernuranc protein 
(RNP24), mRNA /cds=(24,629) 

/go— inivi uuoo 10 /gi— i»j iHO*fo 

/ug=Hs.75914 /len=2060 


mm nnftfti^ 

INIVI_UuOO IO 


i_i c y^QiA 


NP_006806 


4117 


0.012262 


RNA-directed DNA polymerase (EC 


S21976 






41 1Q 




icvci be iidiibui ipidbe nurnoiog - numan 
retrotransposon L1 


loOOOO 






4124 


0.046005 


prothrombin (F2) gene (Alu and Kpnl 

i epedib ) 


M 17262 






4130 


0.027691 


CGI-130 protein (CGI-130), mRNA 
/cds=(64,576) /gb=NM_016063 
/gi=7705623 /ug=Hs.32826 /len=1372 


NM_016063 


Hs.32826 


NP 057147 


4133 


0.005674 


vimentin (VIM) mRNA/cds=(123 1523) 
/gb=NM_003380 /gi=4507894 
/ug=Hs.297753 /len=1851 


MM 003380 


Hs 297753 


NP_000995 


4142 


0.029363 


chromosome 14 open reading frame 92 
(C14orf92), mRNA /cds=(33, 1898) 
/gb=NM 014828 /gi=7662273 
/ug=Hs.194035 /len=4174 


NM_014828 


Hs. 194035 


NP_055643 
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Spot 


p-value 


Description 


Gene 

HCucSoIOii 
IMO. 


Unigene 
Accession 

Ma 
liu* 


Protein 
Accession 

KIa 
INU. 


4146 


0.043576 


serine (or cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 6 
(SERPINB6), mRNA/cds=(75,1205) 
/ob=NM OfMSfiR /ni=?R077084 
/ug=Hs,41072 /len=1361 


NM_004568 


Hs 41072 


MP 004559 


416Q 


fl 0flR7?? 


I IUU9UI I Id J fJIUldll O I VJ 


IVIOUOO*t 




NP 001011 


4170 

H If U 


U.UUOOCJJ 


oclcl lUfJl lUofJI Idle; oyl lllltrlaoc £. y~>\ OZj, 

mRNA /cds=(177,1523) /gb=NM_012248 
/gi=24797146 /ug=Hs.118725 /len=2291 


MM H1 994ft 


Hs 118725 

1 IO. 1 IUl \J 


1 1 1 VJ JU O U VJ 


4174 


0.008133 


soluble 29kDa NSF attachment protein 
(SNAP29) gene, complete cds 


AF278704 






4178 


0.004203 


hypothetical protein (KIAA0536) 


AB011108 




NP 789770 


41 7Q 

til* 




/gb=NM_1 33493 /gi=1 94241 29 
/ug=Hs.55964 /len=5883 


mm 


Hs.55964 


NP_598000 


4181 


0 027691 


mRNA/cds=(214,2646)/gb=NM 014827 
/gi=7662231 /ug=Hs. 17969 /len=4365 


MM H14R97 


Hs. 17969 


NP_055642 


4185 


0.021781 


APR-1 protein (MAGEH1), mRNA 
/rd<;=/?71 Q^CYi /nh=NM f)140fi1 
/ni=1ftin^n^1 /im-Hc 97QA1Q /lon-1/17^ 


NM_0 14061 


Hs.279819 


NP_054780 


4189 


0.01072 


fatty-acid-Coenzyme A ligase, long-chain 
4 (FACL4), transcript variant 2, mRNA 

/rrlc=f'Rn7 9fiA9\ /nh— MM 099Q77 

/gi=12669908 /ug=Hs.81452 /len=5356 


NM_022977 


He; 8145? 
no. o i tv/t 




4192 


0.029363 


ribosomal 28S RNA 


M11167 






4194 


0.031117 


peptidase D (PEPD), mRNA 

/UUo - ^ I / , l*+%JOj /y u— INIVI_UUU^OQ 

/gi=4557834 /ug=Hs.73947 /len=1888 


NM_000285 


Hs.73947 


NP_000276 


4201 


0.024587 


cytochrome c oxidase subunit Vlb 

ff'OXfif^ niifloar nono onrriH inn 
^uaod/, i luuicdi yciic ciiuuuiiiy 

mitochondrial protein, mRNA 
/cds=(1 63,423) /gb=NMJ)01863 
/gi=17999530 /ug=Hs.431668 /len=578 


NM_001863 


Hs.431668 


NP_001854 


4206 


0.01072 


ring finger protein 4 (RNF4), mRNA 

/cds=(271,843) /gb=NM_002938 

/y i— /uy-no.DDoyH /icii— zy 10 


NM_002938 


Hs.66394 


NP_002929 


4210 


0.00489 


NADH dehydrogenase (ubiquinone) 1 
alpha subcomplex, 1, 7.5kDa (NDUFA1), 
nuclear aene encodina mitochondrial 
protein, mRNA/cds=(143,355) 
/gb=NM_004541 /gi=1 3699820 
/ug=Hs.74823 /len=479 


NM_004541 


H<s 74891 


np orwii? 


4220 


0.00223 


ribosomal protein S2 (RPS2), mRNA 

/cds=(12,893)/gb=NM 002952 

/gi=1 5055538 /ug=Hs.356360 /len=978 


NM_002952 


Hs.356360 


NP_002943 
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Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 
Accession 

Ma 


Protein 
Accession 

No 


4221 


0.0261 


ras inhibitor I 


M37190 




NP 061866 


4234 


0.010015 


ribosomal protein S4, Y-linked (RPS4Y), 
mRNA /cds=n3 804 ^ /ab=NM 001008 
/gi=17981706 /ug=Hs.180911 /len=931 


NM_001008 


Hs.180911 


NPJD00999 


4246 


0 OOQOQft 


hvnnthptiral nrntpin MfnP 10471 

(MGC10471), mRNA/cds=(227,1417) 
/gb=NM_03081 8 /gi=1 354061 3 

/ Uy — 1 l0.^-MC7C7U MCI I — IUUU 


mm n^nftift 

INIVI UOUO IO 


Hs.24998 


NP_1 10445 


4261 


0.010015 


epithelial membrane protein 3 (EMP3), 
mRNA /cds=(242,733) /gb=NM 001425 
/gi=4503562 /ug=Hs.9999 /len=817 


NM_001425 


Hs 9999 


NP 001416 


4263 


0 036914 


tp^ti^ PYnrp^pH npnp 9Q9 f*FI 114798^ 

mRNA /cds=(49,2109) /gb=NM_032830 
/gi=14249535 /ug=Hs.151001 /len=2192 


NM 039830 


Hs.151001 


NP_1 16219 


4294 


0.006106 


hypothetical protein FLJ20729 
(FLJ20729} mRNA /eds=M35 1547} 

\\ \—\j£-\J I £-\J ) ^ WW \ 1 /UUO ^ 1 JJ, 1 s^t / 1 

/ah=NM 017Q53 /ni=?014Qfi49 
/ug=Hs.5111 /len=2821 


NM_017953 


Hs.5111 


NP_060423 


4296 


0.023148 


splicing factor 3b, subunit 2, 145kD, clone 
IMAGF 2822659 mRNA nartial cds 
/cds=(1 ,2696) /gb=BC000401 
/gi=12653264 /ug=Hs.406423 /len=2873 


BC000401 


Hs.406423 




4307 


5.42E-04 


HT01 5 protein (HT015) 


AF223466 




NP 061049 


4317 


fl 036Q14 


arrpccnrv nrntpin RAP^I f'^yQ1^'^7P^ 
ouucooui y piuidil Dnro I ^uao lOOf Cj, 

mRNA /rHQ=M^7 ft77^ /nh-MM nn^7im 

/gi=10047078 /ug=Hs.291904 /len=1314 


MM 00^74^ 
IN IVI UUO/ tO 


Hs.291904 


NP_005736 


4347 


7.88E-04 


flap structure-specific endonuclease 1 

fFFN1^ mRNA /rHc— f"^7^ 1^1^\ 

/gb=NM_004111 /gi=19718776 
/ug=Hs.4756 /len=2265 


NM_004111 


Hs.4756 


NP_004102 


4351 


0.032959 


KIP gene 


AB021866 






4362 


0 001932 


AH094 nrntpin fAn094^ mRNA 

/cds=(1 31 ,805) /gb=NM_020675 
/gi=21 31 4698 /ug=Hs.21 1 37 /len=1 376 


MM 090fi7R 


Hs.21137 


NP_065726 


436Q 


0 03489 


rihnQnmal nrntpin I 3fi /RPI trancrrint 

variant 2, mRNA /cds=( 153,470) 
/gb=NM_015414/gi=16117793 
/ug=Hs.43341 1 /len=545 


MM 01^/11/1 
IN IVI U 1 D*i 1 t 


Hs.433411 


NP_378669 


4383 


0 0348Q 


rihnQnmal nrntpin ^9fi f'RP^9f^ mRMA 

/cds=(26,373) /gb=NM_001029 
/gi=1501 1935 /ug=Hs.299465 /len=459 


mm nmn9Q 

INIVI UU I UZc7 


Hs.299465 


NP_001020 


4390 


0.001596 


ataxia telanaiectasia and Rad3 related 
(ATR), mRNA/cds=(106,8040) 
/gb=NM_001 184 /gi=20143978 
/ug=Hs.77613/len=8265 


MM 001184 

1 1 IVI \J\J 1 


Hs.77613 


NP_001175 


4393 


0.002625 


KIAA1316 protein, partial cds 
/cds=UNKNOWN /gb=AB037737 
/gi=7243012 /ug=Hs.24255 /len=5477 


AB037737 


Hs.24255 
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Spot 


n-value 

y* v a iuy 


Deserintinn 


V7CIIC 

Accession 
No. 


1 Ininpnp 

\J 1 IIUvl IC 

Accession 
No. 


Protein 
Accession 

^^wwwwwl w 7 ! I 

No. 


4394 


0 011469 


Likelv ortholoa of mouse tumor necrosis- 
alpha-induced adipose-related protein, 
cDNA FLJ 14901 fis, clone 
PLACF1 005409 fAK027807 1^ 


AK027807 


Hs 44208 


NP_078912 


4401 


0.01925 


T-box15(TBX15), mRNA 
/cds=(230,1093) /gb=NM_1 52380 
/ai=23943887 /ua=H<; 1R4R80 /lpn=27R2 


NM_1 52380 


Hs.164680 


NP 689593 


4405 


0.041254 


CGI-116 protein (CGI-116), mRNA 
/cds=(108,692) /gb=NM 016053 
/gi=7705621 /ug=Hs.18885 /len=860 


NM_016053 


Hs. 18885 


NP 057137 


4407 


0.009349 


15 kDa selenoprotein (SEP15), mRNA 
/cds=(5,493) /gb=NM 004261 
/gi=20127464 /ug=Hs.90606 /len=1519 


NM_004261 


Hs.90606 


NP_004252 


4420 


5 96E-04 


Machado-Jo^pnh rii^pa^p 

IVIGIVsl IClvJw UUOCUI 1 UlSGClOw^ 

teninorprphpllar atavia ^ 
olivonontocprphpllar ataxia ^ autosomal 
dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA/cds=(59,1144) 
/gb=NM_004993 /gi=13518018 
/ua=Hs 66521 /len=1900 


NM 004QQ3 

INI VI \J\J'-rZ/Z/\J 


1 lO.UUjL 1 


NP_1 09376 


4424 


2.01 E-04 


platelet glycoprotein lib precursor 


AAA60115 






4438 


0 007578 


tn/Dsin-likp serinp nrotpa^p (Tl SP^ npnp 


AF 164623 






4448 


0 007578 


pxo«;to^p^ fmultinlp^-likp 2 (FXTI 0\ 
mRNA /cds=(288,1 280) /gb=NM 001439 
/gi=14149608 /ug=Hs.61 152 /len=2833 


NM 0014^Q 5 

lilVI \J\J ItOJ 




NP 001430 


4450 


0.016974 


glutathione S-transferase theta 2 
(GSTT2) (GSTT1) genes 


AF240786 






4464 


1.81 E-04 


suCRase-isomaltase (SI) 


M84646 






4466 


0 008722 


rDNA- Ft l21fiSQfi<; Hnnp CCA 08743 
/gb=AK02531 2 /gi=1 0437802 
/ug=Hs.248862 /len=2423 


AK02S312 






4550 


0.00242 


hypoxanthine phosphoribosyltransferase 

1 (\ p«;rh-N\/han wnrlrnmp^ fHPRT'H 

mRNA /cds=(86,742) /gb=NM_000194 
/gi=4504482 /ug=Hs.82314 /len=1331 


NM_000194 


Hs.82314 


NP_000185 


4553 


0.018081 


protein kinase (cAMP-dependent, 
catalvtic^ inhibitor hpta fPKIR^ mRNA 

wGUGHjf Mw/ II II IILJtlUI UClO ^1 IMUj, lllf\IN/\ 

/cds=/258 494^ /nb=NM 0^2471 

/ai=21 359976 /ua=Hs 106106 /len=1209 


NM_032471 


Hs. 1061 06 


NP_1 15860 


4560 


0.006106 


Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 (ARHGEF6), mRNA 
/cds=(29,2359) /gb=NMJ)04840 
/gi=22027524 /ug=Hs.79307 /len=4839 


NM_004840 


Hs.79307 


NP 004831 


4565 


0.001596 


Hypothetical protein(KIAA0469) 


AB007938 




NP 055666 


4572 


6.55E-04 


neuroligin 3 


AF217413 






4577 


0.015924 


biliverdin reductase A (BLVRA), mRNA 
/cds=(61,951) /gb=NM_000712 
/gi=4502416 /ug=Hs.81029 /len=1070 


NM_000712 


Hs.81029 


NP_000703 
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No 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


4591 


0.00489 


KIAA0484 


AB007953 






4616 


0.021781 


603054284F1 NIH_MGC_122 cDNA 
clone IMAGE:5203652 5', mRNA 
spfinpnrp /rlnnp=IMARF - '590^fi I i9 

/clone_end=5' /gb=BI767055 

/gi=1 5758633 /ug=Hs.356004 /len=1067 


BI767055 


Hs. 356004 




4624 


1 fi^F-04 


oiii \j\ i luoui i ic i i upci i iccjuiiiy name I / 
(CA 1nrf17^ mRNA /rrte=^77 7fiQ^ 
/gb=NM_020642 /gi=21361869 
/ug=Hs.131180 /len=1332 


MM mClRAO 

IN IVI utUUHi 


Hs. 131 180 


NP_065693 


4636 


0.020482 


thioredoxin (TXN), mRNA/cds=(64,381) 
/gb=NM_003329 /gi=4507744 
/un=H«; 4?2Q92 /lpn=*>01 


NM_003329 


Hs.432922 


NP_003320 


4637 


0.021781 


mitochondrion, complete genome 


NC 001807 






4639 


0.048543 


ym45h08.s1 Soares infant brain 1 NIB 
cDNA clone IMAGF'^127^ T mRNA 

^L/|ilr\ 1/11/1 IC 1 1 V l/\V_J 1 — \J 1 £~ 1 \J O } II HAINAN 

sequence /clone=IMAGE:51273 
/clone_end=3' /gb=H18675 /gi=884915 
/ug=Hs.314777 /len=191 


H 18675 


Hs.314777 




4643 


2.01 E-04 


7inr finnpr nrntpin fAFfPO'SQI^ mRNA 

\\s III I^CI pi UlCII 1 V*' wCUJ^ 1 y, llll\IMAA 

/cds=(246,2393) /gb=NM_014480 
/gi=7656870 /ug=Hs.142634 /len=3743 


NM 014480 


Hs. 142634 


NP_055295 


4647 


0 fH1 1 17 


.9-nhaQP kinaQP-pQQor^iatpH nrntpin 1A 
o-pi IdoC Ml icioc aooUUIdLCU fJIUlCIII I r\ 

(p19A) (SKP1A), transcript variant 1, 
mRNA/cds=(140,622)/gb=NM 006930 
/gi=2577771 0 /ug=Hs. 1 71 626 /len=21 72 


mm nn6Q^n 


Hs. 171626 


NP_733779 


4667 




/cds=(205,1671) /gb=NM_001527 
/gi=4557640 /ug=Hs.3352 /len=1985 


nm nni^97 


Hs.3352 


NP_001518 


4680 


0.03489 


U4/U6-associated RNA splicing factor 

/gb=NM_004698 /gi=4758555 
/ug=Hs.11776 /len=2344 


NM_004698 


Hs.11776 


NP_004689 


4683 


0.036914 


nucleotide binding protein 1 (MinD E. coli) 
(NURP1^ mRNA /rrt^fS Qfi7^ 
/gb=NM_002484 /gi=4505336 
/ug=Hs.81469 /len=1213 


NM_002484 


Hs.81469 


NP_002475 


4687 


0.048543 


CREBBP/EP300 inhibitory protein 1 
(CRM ) mRNA /cds=f63 626^ 

\l 1 j | III \ \ 1 >l/ \ / ^UJ|UtU J 

/gb=NM_014335 /gi=7656937 
/ug=Hs.381137 /len=1719 


NM_014335 


Hs.381137 


NP_055150 


4698 


0.01286 


retinoic acid receptor, beta (RARB), 
transcript variant 1, mRNA 
/cds=(469,1815) /gb=NM_000965 
/gi=14916493 /ug=Hs.171495 /len=31 19 


NM_000965 


Hs.171495 


NP_057236 


4699 


0.031117 


chromodomain protein, Y chromosome- 
like (CDYL), transcript variant 2, mRNA 
/cds=(336,1970) /gb=NM_1 70751 
/gi=25777618 /ug=Hs.16081 /len=3474 


NM_1 70751 


Hs. 16081 


NP_736608 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


4701 


4.93E-04 


ubiquitin-like 5 (UBL5), mRNA 
/cds=(66,287) /gb=NM_024292 
/gi=1 3236509 /ug=Hs. 13836 /len=413 


NM_024292 


Hs. 13836 


NP_077268 


4702 


0.046005 


vascular cell adhesion molecule 1 
(VCAM1), transcript variant 1 , mRNA 
/cds=M21 2340Wab=NM 001078 
/gi=18201907 /ug=Hs.1 09225 /len=31 19 


NM_001078 


Hs. 109225 


NP_542413 


4704 


0.01925 


NADH dehydrogenase (ubiquinone) 1, 
alpha/beta subcomplex, 1, 8kDa 
(NDUFAB1) mRNA /cds=i / 25 495) 

^IlL/UI f\LJ 1 j , 1 1 II \ 1 if/A fwUO \£-\J ,*-rC?^yy 

/gb=NM_005003 /gi=4826851 
/ug=Hs.5556 /len=663 


NM_005003 


Hs.5556 


NP_004994 


4712 


0.032959 


vacuolar protein sorting 35 (yeast) 
(VPS35), mRNA/cds=(48,2438) 
/ab=NM 018206 /ai= 17999540 
/ug=Hs.264190 /len=2707 


NM_018206 


Hs.264190 


NP_060676 


4718 


0.00527 


3-oxoacid CoA transferase (OXCT), 
nuclear gene encoding mitochondrial 
orotein mRNA /cds=(99 1661) 

yj i illy i i ii \i if « i vvi w i \y w j i \y i / 

/ab=NM 000436 /ai=455781 6 
/ug=Hs. 177584 /len=3337 


NM_000436 


Hs. 177584 


NP_000427 


4720 


0.048543 


heterogeneous nuclear ribonucleoprotein 
R (HNRPR) mRNA/cds=(91 1992) 
/gb=NM_005826/gi=14141188 
/ug=Hs. 15265 /len=2663 


NM_005826 


Hs. 15265 


NP_005817 


4738 


0.048543 


hypothetical protein (KIAA1439) 


AB037860 




NP 005586 


4740 


0 004536 


mRNA for KIAA0Q^4 nrntpin nartial rH«; 
/cds=(1,4759) /gb=AB023151 
/gi=20521699 /ug=Hs.227716 /len=6594 








4743 


0 009349 


KIAA0475 aene Droduct fKIAA0475^ 
mRNA /cds=(337,1566) /gb=NM 014864 
/gi=7662149 /ug=Hs.5737 /len=5983 


MM 014864 

l>IIVi \J ItOUt 


hk 57^7 


NP_055679 


4751 


0.039034 


hypothetical protein (HSPC117), mRNA 
/cds=(76,1593) /gb=NM_014306 
/ai=7657014 /ua=Hs 10729 /len=2005 


NM_014306 


Hs. 10729 


NP_055121 


4764 


0.039034 


mRNA for KIAA1025 protein, partial cds. 
/cds=(1,5755) /gb=AB028948 
/ai=20521733 /ua=Hs 4084 /len=8444 


AB028948 


Hs.4084 




4774 


0.014931 


ribosomal protein S19 (RPS19), mRNA 
/cds=(70,507) /gb=NM_001022 
/gi=14591914 /ug=Hs.298262 /len=569 


NM_001022 


Hs.298262 


NP_001013 


4778 


0.007578 


ribosomal protein, large, P1 (RPLP1), 
mRNA /cds=(1 30,474) /gb=NM_001003 
/gi=1690551 1 /ug=Hs.424299 /len=512 


NM_001003 


Hs.424299 


NP_000994 


4782 


0.018081 


CDC-like kinasel (CLK1), mRNA 
/cds=(156,1610) /gb=NM_004071 
/gi=4758007 /ug=Hs.2083 /len=1834 


NM_004071 


Hs.2083 


NP_004062 



44 



Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 




npQrrintinn 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

ArrPQ^inn 

No: 


4785 


0.039034 


solute carrier family 38, member 2 

/gb=NM_01 8976 /gi=21 361 601 
/ug=Hs.298275 /len=4795 


NM_018976 


Hs.298275 


NP_061849 


4801 


0 027691 


nrnwth hnrmnnp inriurihlp 

transmembrane protein (GHITM), mRNA 
/cds=(130,1089) /gb=NM_014394 

/ni=7fi^747Q /nn=H<; 4^Q*v7 /lpn=9T74 


NM 014^Q4 


Hs.433957 


NP_055209 


4805 


0.021781 


high-mobility group box 1 (HMGB1), 
mRNA /cds=(77,724) /gb=NM_002128 
/gi=20149538 /ug=Hs.6727 /len=1207 


NMJD02128 


H<; 6727 


NP 0091 1Q 


4807 


0 03489 


/cds=(61 6,2283) /gb=NM 005708 
/gi=8051601 /ug=Hs.1 18407 /len=2760 


NM OO^Dft 


Hs. 118407 


NP_005699 


4810 


0 029363 


mRNA- rDNA DKF7n797IO'51 ffrnm rlnnp 
DKFZp727l051); partial cds 
/cds=( 1,2099) /gb=AL1 17478 
/gi=5911952 /ug=Hs.239370 /len=2480 


Al 11747ft 


Hs.239370 


NP_056412 


4814 


0.023628 


ribosomal protein L10a (RPL10A), mRNA 
/gi=1 5431287 /ug=Hs.425293 /len=700 


NM_007104 


Hs.425293 


NP_009035 

* 


4815 


0.013991 


cDNA FLJ31247 fis, clone 

KIDNE200*5?Qfi wpaklv similar tn ACTIN 
CYTOPLASMIC 1 . /gb=AK055809 
/gi=16550632 /ug=Hs.170848 /len=2322 


AK055809 


Hs. 170848 




4819 




IIUUoUl Ileal fJIUltiin LZO ^rvr iiirxlNM 

/cds=(43,456) /gb=NM_000991 

/gi=1 3904865 /ug=Hs.356371 /len=500 


in ivi uuuyy i 


Hs.356371 


NP_000982 


4821 


0.041254 


eukaryotic translation termination factor 1 
(ETF1), mRNA /cds=( 136,1449) 

/nh=NM 0047^0 /ni=47^Qrm 

/ug=Hs.77324 /len=3653 


NM_004730 


Hs.77324 


NP_004721 


4833 


0.007578 


ATP synthase, H transporting, 

1 1 1 ILUOl IU1 IUI lal l U LAJMl|Jlt;A, oUUUIIIl u, 

isoform 1 (ATP5F1), mRNA 
/cds=(98,868) /gb=NM_001688 
/ai=21'361 I ifi4 /un=H<; Rlfi'ta /lpn=1?^0 

/yi ^- tow i jut 'Uy — i lo. vj t uj*t # id i — i^ov 


NM_001688 


Hs.81634 


NP_001679 


4839 


0.007056 


tubulin alpha 6 (TUBA6), mRNA 

/cds=(1,1350) /gb=NM_032704 

/gi= 14389308 /ug=Hs.406578 /len=1350 


NM_032704 


H% 406578 


NP 11fi0Q^ 


4840 


0.029363 


mRNA for KIAA1 137 protein, partial cds. 
/cds=(1,2804) /gb=AB032963 
/gi=6329896 /ug=Hs.43577 /len=4990 


AB032963 


Hs.43577 




4861 


5.42E-04 


protein serine kinase H1 (PSKH1), mRNA 
/cds=(131,1405)/gb=NM 006742 
/gi=27901802 /ug=Hs. 150601 /len=3460 


NM_006742 


Hs. 150601 


NP_006733 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 12-1 


Hypertension 




Spot 


p-value 


Description 


Gene 
Accession 

NO. 


llniaene 

Accession 

No. 


Protein 

I IU Iv III 

Accession 
No. 


4862 


0.004536 


mRNA for FLJ00005 protein, partial cds. 
/cds=(1.338) /gb=AK000005 /gi=7209310 
/un=H<; 1fi7fiQf) /lpn=47f)fi 


AK000005 


Hs 367690 

1 Iw.wWf WWW 




4863 


0.003079 


FLJ14819 fis, clone OVARC1 000241, 
moderately similar to HYPOXIA- 
INDUCIBLE FACTOR 1 ALPHA 


AK027725 




np gqoooq 

iir ujuuuj 


4868 


3.69E-04 


MLL septin-like fusion (MSF), mRNA 
/gi=1 9923366 /ug=Hs.181002 /len=3929 


NM_006640 


Hs. 181 002 


NP_006631 


4876 


0.006106 


solute carrier family 17 (anion/sugar 
transporter), member 5 (SLC17A5), 

mRNA H^M^ 1R1?^ /nh=NM 019414 

/gi=21314648 /ug=Hs.117865 /len=3329 


NM_012434 


Hs. 11 7865 - 


NP_036566 


4877 


0.003893 


chromosome 20 open reading frame 31 
fC20nrf!1^ mRNA /rd*=(R1 1ft1Q\ 

/gb=NM_018217 /gi=8922666 
/ug=Hs.93871 /len=1885 


NM_018217 


Hs.93871 


NP_060687 


4886 


0.011469 


proteasome (prosome, macropain) 

^iihunit hpfp h/np 4 /P^MR4^ mRNA 

oUUUI III, UCla type, *+ OIVIDHy, MlrxlNM 

/cds=(24,818) /gb=NM_002796 
/gi=22538466 /ug=Hs.89545 /len=925 


NM_002796 


Hs.89545 


NP_002787 






yiUWlil dllCoLdllU L/IN/A-Ucli IlayC" 

inducible, beta (GADD45B), mRNA 
/cds=(101,586) /gb=NMJ)15675 
/gi=9945331 /ug=Hs.1 10571 /len=1121 


INIVI U I DO / O 


Hs. 11 0571 


NP_056490 


HOC70 




rHNA Fl M9094fic rhno 

HEMBB1001797. /gb=AK022086 
/gi=1 0433407 /ug=Hs.8958 /len=1672 




Hs.8958 




4900 


0.011469 


hypothetical protein FLJ 10702 
(FLJ10702), mRNA /cds=(1 75,735) 
/gb=NM_018184 /gi=8922600 
/ug=Hs.1 04222 /len=2944 


NM_018184 


Hs. 104222 


NP_060654 


4904 


0.014931 


tj44d11.x1 

<5narpe NI^F Fft QW CYT PA P Q1 
OUa I Co iNOr i Q Uvv_U I r r\ i o 1 

cDNA clone IMAGE:2144373 3' similar to 
gb:Y00716 COMPLEMENT FACTOR H 
PRECURSOR mRNA sequence 
/clone=IMAGE:2144373 /clone end=3' 
/gb=AI470482 /gi=4332572 
/ug=Hs.387691 /len=384 


AI470482 


Hs.387691 




4905 


0.0261 


cytoskeleton associated protein 2 
(CKAP2), mRNA/cds=(97,2145) 
/gb=NM_018204 /gi=1 9923520 
/ug=Hs.24641 /len=3626 


NM_0 18204 


Hs.24641 


NP_060674 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 


Description 


Gene 
Accession 

w w w w w 1 W 1 1 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


4912 


0.00489 


ATP synthase, H transporting, 
mitochondrial F0 comDlex subunit a 

1 1 IIIUWI Ivl IUI IUI ■ W WWl 1 Ik/lwAj VUWUI III W 

(ATP5L), mRNA /cds=(60,371 ) 
/gb=NM_006476 /gi=21 359881 
/ua=Hs 107476 /len=580 

/ UM t 1 J. 1 W f T l W / Iwl 1 WWW 


NM_006476 


Hs. 107476 


NP_006467 


4919 


0 013991 

w . w 1 <JCi3 1 


KIAA0436 mRNA Dartial cds 
/cds=(1,2070) /gb=AB007896 
/gi=2662152 /ug=Hs.1 10 /len=4661 


AB007896 

f\LJ W W 1 WWW 


Hs.110 




4921 


8 63E-04 

W.WWl— V i 


cDNA FLJ10423 fis clone 
NT2RP1000259. /gb=AK001285 
/gi=7022444 /ug=Hs. 106909 /len=1837 


AK001285 

f\l \W W 1 £- W W 


Hs 106909 

1 lw. 1 WWW WW 




4928 


0 016974 

w . w i w w » f 


mitochondrion comolete aenome 

1 1 1 1 IWWI IUI IWI Iwl 1) wWI 1 ipiULC y W 1 IUI 1 1 W 


NC 001807 

I^IVaS WW 1 WW I 






4931 


0.023148 


testis enhanced gene transcript (TEGT), 
mRNA /cds=(41, 754) /gb=NM_003217 
/gi=4507432 /ug=Hs.74637 /len=2600 


NM_003217 


Hs.74637 


NP_003208 


4935 


0.031117 


clone TCCCTA0021 1 mRNA seauence 
/gb=AY0071 1 5 /gi=995601 0 
/ug=Hs.355779 /len=1505 


AY007115 

# \ 1 w w f 1 1 w 


Hs 355779 

1 IW.WWWf 1 w 




4936 


0.003079 


hypothetical protein FLJ20015 
(FLJ20015), mRNA/cds=(32,523) 
/gb=NM_018996 /gi=9506648 
/ua=Hs 375614 /len=1457 


NM_018996 


Hs.375614 


NP_061869 


4939 


0.0261 


UI-HOH0-aul-p-19-0-Ul.s1 
NCI CGAP DHO cDNA clone 
IMAGE:5871234 3", mRNA sequence 
/clone=IMAGE:5871 234 /clone_end=3' 
/gb=BM994422 /gi=1 971 9323 
/ua=Hs 289721 /lpn=2081 

/Uy 1 IO.lUw 1 £— 1 /Iwl 1 1 


BM994422 


Hs.289721 




4943 


0.005674 


DKFZp434N1717 (from clone 
DKFZp434N1717) 


AL1 33655 




NP_473357 


4944 


0.005674 


hypothetical protein FLJ20452 
(FLJ20452} mRNA /eds=M5 614^ 

^ 1 l_*J ^- W" J t 1 II I \ 1 N f \ 1 WW.O I 1 w , W • » / 

/gb=NM_017828/gi=21361660 
/ug=Hs.351327 /len=1948 


NM_017828 


Hs.351327 


NP_060298 


4945 


0.018081 


eukaryotic translation initiation factor 3, 
subunit 5 epsilon, 47kDa (EIF3S5), 
mRNA/cds=(7 1080Wab=NM 003754 

1 1 1 1 \ 1 'l/X / www y f , 1 Www J /WW 1 <l 1 V 1 Www/ W t 

/gi=4503518/ug=Hs.7811 /len=1231 


NM_003754 


Hs.7811 


NP_003745. 


4946 


0.013991 


myosin, light polypeptide 6, alkali, smooth 
muscle and non-muscle (MYL6), 
transcript variant 3, mRNA /cds=(41,514) 
/gb=NM_079425 /gi=1 7986263 
/ug=Hs.77385 /len=717 


NM_079425 


Hs.77385 


NP_524149 


4948 


0.016974 


ovarian carcinoma immunoreactive 
antigen (OCIA), mRNA /cds=(1 68,905) 
/gb=NM_017830 /gi=8923426 
/ug=Hs.132071 /len=1434 


NM_017830 


Hs. 132071 


NP_060300 
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Genes Correspondinq To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


D-value 


Descriotion 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


4949 


2.23E-04 


carboxypeptidase A3 (mast cell) (CPA3), 
mRNA/cds=(12,1265)/gb=NIVI_001870 
/gi=4503000 /ug=Hs.646 /len=1633 


NMJD01870 


Hs.646 


NP_001861 


4956 


0.01072 


hvoothetical Drotein FLJ20671 
(FLJ20671), mRNA/cds=(43,465) 
/gb=NM_017924 /gi=19923511 
/ug=Hs. 180201 /len=2855 


NM 017924 


Hs.180201 


NP_060394 


4962 


0.031156 


mRNA for KIAA1320 protein, partial cds. 
/cds=(2051 3754) /ab=AB037741 
/gi=7243020 /ug=Hs. 117414 /len=5321 


AB037741 


Hs.117414 




4963 


0.013102 


cytochrome c oxidase subunit Vila 
polypeptide 2 (liver) (COX7A2), nuclear 
aene encodina mitochondrial orotein 
mRNA/cds=(76,327) /gb=NM_001865 
/gi=1 81 05035 /ug=Hs.70312 /len=470 


NM_001865 


Hs.70312 


NP_001856 


4965 


0.011469 


microtubule-associated protein, RP/EB 
family, member 1 (MAPRE1), mRNA 
/cds=(65,871) /gb=NM_012325 
/gi=6912493 /ug=Hs.234279 /len=2540 


NM_012325 


Hs.234279 


NP_036457 


4967 


0 021781 


ah42f05 s1 Soares testis NHT cDNA 
clone 1292193 3* similar to P54687 
BRANCHED-CHAIN AMINO ACID 
AMINOTRANSFERASE CYTOSOLIC • 
mRNA sequence /clone= 1292 193 
/clone_end=3' /gb=AA705851 
/gi=2715769 /ug=Hs.443872 /len=412 


AA705851 


Hs.443872 




4971 


5 96E-04 


mu^Hp ^nprifir npnp fMQ^ mRNA 
/cds=(1 72,828) /gb=NM_013234 
/gi=10801344 /ug=Hs.283781 /len=911 


NM 01^9^4 

INI VI W 1 «J^.s/*T 


Hs.283781 


NP_037366 


4975 


0 00223 


hvoothetical Drotfin MRH9747 
(MGC2747), mRNA/cds=(93,248) 
/gb=NM_0241 04 /gi=131291 1 1 
/ua=Hs 194017 /len=1171 

# VkI 1 IW. 1 W~W Iff / IWI 1 ll#| 


NM 094104 


Hs.194017 


NP_077009 


4979 


0.010015 


ribosomal protein L6 (RPL6), mRNA 

/cds=(32,898) /gb=NM_000970 

/gi= 16753226 /ug=Hs.409045 /len=950 


NM_000970 


Hs.409045 


NP_000961 


4980 


0 008133 


Gene 33/Mia-6 (MIG-6) mRNA 
/cds=(213,1601) /gb=NM_018948 
/gi=21 31 4673 /ug=Hs. 1 1 1 69 /len=3099 


NM 018948 


Hs.11169 


NP_061821 


4988 


0.005674 


translocase of outer mitochondrial 
membrane 70 A (yeast) (TOMM70A), 
mRNA/cds=(92,1918) /gb=NMJ)14820 
/gi=7662672 /ug=Hs.21 198 /len=4017 


NM_014820 


Hs.21198 


NP_055635 


4991 


0.013102 


DNAs sequence(chromosome 21q, 
section 38/105) 


AP001694 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

nl«\*C90 IUI 1 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


4992 


0.015924 


tissue factor pathway inhibitor (lipoprotein- 
associated coagulation inhibitor) (TFPI), 
mRNA /cds=(1,915) /gb=NM_006287 
/ai=6715569 /ua=Hs 170279 /len=915 


NM_006287 


Hs. 170279 


NP_006278 


4993 


0.023148 


likely ortholog of mouse hepatoma- 
derived growth factor, related protein 3 
(HDGFRP3} mRNA/cds=M56 767} 
/gb=NM_016073 /gi=21359902 
/ug=Hs.127842 /len=1973 


NM_016073 


Hs. 127842 


NP_057157 


5004 


0.00527 


cytochrome P450, family 1 , subfamily B, 
polypeptide 1 (CYP1B1), mRNA 
/cds=(373,2004) /gb=NM_000104 
/ai=1 3325059 /ua=Hs 154654 /len=5128 


NM_000104 


Hs. 154654 


NP_000095 


5006 


0.041254 


cDNA FLJ33181 fis, clone 
ADRGL2003684, highly similar to HLA 
CLASS I HISTOCOMPATIBILITY 

^# W*/ X**/ 1 III V-/ 1 IVIt / All 1 II 1 

ANTIGEN, ALPHA CHAIN H 

PRECURSOR. /gb=AK090500 

/ai=21 748675 /ua=Hs 379218 /len=2290 


AK090500 


Hs 379218 




5009 


0.011469 


basic transcription factor 3 (BTF3), mRNA 
/cds=(240,728) /gb=NM_001207 
/ai=20070129 /ua=Hs 101025 /len=952 


NM_001207 


Hs. 101025 


NP 001198 


5016 


5.96E-04 


ribosomal protein L17 (RPL17), mRNA 
/cds=(287,841) /gb=NM_000985 
/gi=14591906 /ug=Hs.82202 /len=898 


NM_000985 


Hs 82202 


NP 000976 


5022 


0 024587 


ORM1-like 3 cerevisiap* (ORMDI V\ 
mRNA/cds=(141,602)/gb=NM_139280 
/gi=27544926 /ug=Hs.374824 /len=2109 


MM 1^Q?ftn 


Hs. 374824 


NP_644809 


5023 


0 012262 


ASC-1 romnlpy ^uhunit P100 
(FLJ21588), mRNA /cds=(1 15,2388) 
/gb=NM_032204 /gi=20270252 
/ug=Hs.334686 /len=2808 


nm rn??n4 


Hs. 334686 


NP_1 15580 


5027 


0 027691 


nucleobindin 1 (NUCB1} mRNA 
/cds=(27,1412) /gb=NM_006184 
/gi=20070227 /ug=Hs.172609 /len=231 1 




Hs. 172609 


NP_006175 


5032 


0.024587 


hypothetical protein FLJ9081 1 
(FLJ90811) mRNA/cds=(31 942} 

y • ^wwwwl '/l 1 111 X. 1 X / \ l vUw I W 1 | \J~ ^ 1 

/gb=NM_1 53339 /gi=23503258 
/ug=Hs.400659/len=1262 


NM_1 53339 


Hs.400659 


NP_699170 


5036 


0.004536 


peptidylprolyl isomerase B (cyclophilin B) 
(PPIB), mRNA/cds=(150,800) 
/gb=NM_000942 /gi=201 49505 
/ug=Hs.394389 /len=1028 


NM_000942 


Hs.394389 


NP_000933 


5037 


0.024587 


MAP kinase-interacting serine/threonine 
kinase 2 (MKNK2), mRNA /cds=(23, 1267) 
/gb=NM_017572 /gi=9994196 
/ug=Hs.261828/len=1549 


NM_017572 


Hs.261828 


NP_060042 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


n-value 


Descrintion 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5042 


0.004203 


laminin receptor 1 (ribosomal protein SA, 
67kDa) (LAMR1), mRNA /cds=(86,973) 
/gb=NM_002295 /gi=9845501 
/ua=Hs 181357 /len=1039 


NM_002295 


Hs.181357 


NP_002286 


5044 


0 008133 


551 00 ralrium bindina nrotpin A4 fralrium 
protein, calvasculin, metastasin, murine 
placental (S100A4), transcript variant 1, 
mRNA /cds=(70,375) /gb=NM_002961 
/ai=9845514 /ua=Hs 81256 /len=512 


NM 002961 


Hs.81256 


NP_062427 


5046 


0.013991 


topoisomerase II alpha-4 (AF285159) 


AAG 13405 






5047 


0 01925 


hvnothptiral nrotpin D J328F1Q CA 1 
(DJ328E1 9.C1 .1 ), mRNA /cds=(1 8,2783) 
/gb=NM_015383 /gi=7657016 
/ug=Hs.2 18329 /len=3689 


INIVI \J 1 \J\J\JyJ 


Hs.218329 


NP_056198 


5049 


0 008133 


mRNA for KIAA0592 nrotpin nartial rd<; 
/cds=(1 ,4062) /gb=AB01 1 164 
/gi=3043707 /ug=Hs.439367 /len=4623 


AB011164 


Hs.439367 




5053 


0.031117 


tubulin-specific chaperone d (TBCD), 
mRNA/cds=M10 3688Wab=NM 005993 
/gi=8400735 /ug=Hs. 12570 /len=3927 


NM_005993 


Hs.12570 


NP_005984 


5058 


0 029363 


116 ^nRNA-a^oriatpd Sm-likp nrotpin 

o 1 1 1 \ i \ aoouoiaicu vjim Hive pi uicm i 

(LSM4), mRNA/cds=(49,468) 
/gb=NM_012321 /gi=6912485 
/ug=Hs.76719/len=1033 


NM 012*321 


Hs.76719 


NP_036453 


5062 


0.0261 


KIAA1908 nrotpin nartial rd^ 
/cds=UNKNOWN /gb=AB033034 
/gi=6382021 /ug=Hs.7041 /len=6447 




Hs.7041 


NP_077288 


5064 


0 03489 


nin«?nan 1 (C* p|paan<^ /NIPSNAPI^ 

inpoiicip i cicyai ioy ^iiir uiinr i j % 

mRNA /cds=(255,1 109) /gb=NM 003634 
/gi=4505398 /ug=Hs. 173878 /len=2233 


NM 003634 


Hs. 173878 


NP_003625 


5068 


0 008133 


KIAA1115 nrotpin fKIAA111*i^ mRNA 
/cds=(769,3033) /gb=NM_014931 
/gi=7662489 /ug=Hs.72172 /len=3781 


NM D14Q31 

l>IIVI \J l*+J70 1 


Hs.72172 


NP_055746 


5069 


0 003332 


h*>n70~intprartinn nrotpin ^HSPRP'H 

nop/ \j ii i ici civviii iy pivjidii yi lorur i y, 

mRNA/cds=(312,1400)/gb=NM 012267 
/gi=21361406 /ug=Hs.53066 /len=1795 


NM 019967 

IN IVI \J 1 £-£-\J 1 


Hs. 53066 


NP_036399 


5070 


9.44E-04 


cDNA FLJ12776fis, clone 

NT2RP2001678. /gb=AK022838 

/gi= 10434465 /ug=Hs. 372558 /len=2629 


AK022838 


Hs.372558 




5087 


0.018081 


mRNA; cDNA DKFZp451M092 (from 
clone DKFZp451M092) /gb=AL713650 
/gi=1 9584326 /ug=Hs.336425 /len=3645 


AL713650 


Hs.336425 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Soot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5094 


0.006106 


sterol regulatory element binding 
transcription factor 2 (SREBF2), mRNA 
/cds=(1 70,3595) /gb=NM_004599 
/gi=274771 12 /ug=Hs. 108689 /len=4325 


NM_004599 


Hs. 108689 


NP_004590 


5095 


0.00489 


nucleoporin 62kDa (NUP62), transcript 
variant 1, mRNA/cds=(408,1976) 
/gb=NM_1 5371 9 /gi=24497608 
/ua=Hs 9877 /len=3403 


NM_153719 


Hs.9877 


NP_714941 


5096 


0.043576 


ribosomal protein S27a (RPS27A), mRNA 
/cds=(39.509) /gb=NM_002954 
/gi=27436941 /ug=Hs.31 1640 /len=541 


NM_002954 


Hs.311640 


NP_002945 


5102 


0.003332 


cofilin 1 (non-muscle) (CFL1), mRNA 
/cds=(52,552) /gb=NM_005507 
/gi=5031634 /ug=Hs.180370 /len=1059 


NM_005507 


Hs. 180370 


NP_005498 


5103 


0.016974 


signal transducer and activator of 
transcription 6, interleukin-4 induced 
(STAT6) gene, complete cds 


AF4 17842 






5104 


0.003893 


T-cell activation leucine repeat-rich 
protein (TA-LRRP), mRNA 
/cds=(565,2976) /gb=NMJ)15350 
/gi=21245133 /ug=Hs.199243 /len=3588 


NM_015350 


Hs. 199243 


NP_056165 


5105 


0.012262 


hypothetical protein FLJ20312 
(FLJ20312), mRNA/cds=(384,803)^ 
/gb=NM_017761 /gi=201 27576 
/ug=Hs.7862 /len=2382 


NM 017761 

1 llf 1 V Iff W 1 


Hs.7862 


NP_060231 


5106 


0.03489 


c-myc binding protein (MYCBP), mRNA 
/cds=(39,350) /gb=NM_012333 
/ai=8850230 /ua=Hs 78221 /len=2070 


NM_012333 


Hs. 78221 


NP_036465 


5108 


0.046005 


calponin 2 (CNN2), mRNA /cds=(28,957) 
/gb=NM_004368 /gi=4758017 
/ug=Hs.169718/len=2122 


NM_004368 


Hs.169718 


NP_004359 


5110 


5.42E-04 


mRNA for KIAA0472 Drotein nartial cds 
/cds=(1 ,1 100) /gb=AB007941 
/gi=3413905 /ug=Hs.6874 /len=5494 


AB007941 


Hs.6874 




5111 


0.008133 


chromosome 14 open reading frame 94 
(C14orf94), mRNA /cds=(21 1,1302) 
/gb=NM_01 781 5 /gi=8923395 
/ug=Hs.8886/len=1618 


NM_017815 


Hs.8886 


NP_060285 


5113 


0.008722 


likelv ortholoa of Xenoous dullard 
(HSA011916), mRNA /cds=(31, 765) 
/gb=NM_015343 /gi=7661721 
/ug=Hs.84359/len=1356 


NM 015343 


Hs.84359 


NP_056158 


5127 


0.029363 


cDNA FLJ10627fis, clone 
NT2RP2005555. /gb=AK001489 
/gi=7022777 /ug=Hs.372616 /len=1626 


AK001489 


Hs.372616 




5144 


0.029363 


KIAA0084 mRNA, partial cds 
/cds=(1,1947) /gb=D42043 /gi=577298 
/ug=Hs.79123/len=2918 


D42043 


Hs.79123 
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Genes Correspondinq To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5151 


0.018081 


602271 085F1 NIH_MGC_84 cDNA clone 
IMAGE:4359261 5', mRNA sequence 
/clone=IMAGE:4359261 /clone_end=5' 
/gb=BF968646 /gi=12335861 
/ug=Hs.380945/len=1098 


BF968646 


Hs.380945 




5160 


0 007578 


heoatocellular carcinoma-associated 
antigen HCA25a mRNA, complete cds 
/cds=(1 935,2396) /gb=AF469043 
/gi=2131 1562 /ug=Hs.351379 /len=2878 


AF469043 


Hs.351379 




5161 


0 046005 


basic tran^crintion factor 3 /RTF3^ mRNA 

k/UvJIv LI G 1 Is3vl 1 pUWI 1 luvLvl w \ \—> II w J j 1 1 1 1 \ 1 ^ / \ 

/cds=(240,728) /gb=NM_001207 
/gi=20070129 /ug=Hs.101025 /len=952 


mm 001207 


Hs. 101 025 


NP_001198 


5170 


0 029363 


alioblastoma amolified seauence (GBAS^ 
mRNA /cds=(9,869) /gb=NM_001483 
/gi=4503936 /ug=Hs.1 52707 /len=1975 


NM 001483 

Mill \mf\J 1 I Km/ W 


Hs. 152707 


NP_001474 


5176 


0.021781 


mRNA for KIAA0379 Drotein Dartial cds 
/cds=(1 3181Wab=AB002377 
/gi=6634024 /ug=Hs.32556 /len=4408 


AB002377 


Hs.32556 




5183 


0.010015 


basic transCRiption factor 2 p44 (btf2p44) 
gene, partial cds, neuronal apoptosis 
inhibitory Drotein fnaio^ and survival motor 
neuron orotein fsmn^ 

I IvUI II !>/ 1 w LW III 1 wl 1 M 1 1 


U80017 






5191 


0.001465 


lamin-like protein (low match) 


M24732 






5198 


0.008133 


platelet derived growth factor C (PDGFC), 
mRNA /cds=f492 1529Wab=NM 016205 

1 1 II Miri /wVJO ^ t \JtC , 1 \J C C J /y U INIVI VJ 1 wt. ww 

/gi=9994186 /ug=Hs.43080 /len=3007 


NM_016205 


Hs.43080 


NP_057289 


5219 


3.02E-04 


ataxia telangiectasia(ATM) gene 


U82828 






5220 


3 35E-05 


calrium-inHpnpndpnt alnha-latrotoxin 

wO 1 Vy*l U 1 1 1 II lUCfJd lUvl 1 L CI 1 LSI 1 CI 1C11I \J \.\J-W\ 1 

receptor homolog 2 (CIRL-2) mRNA, 
complete cds 


AF063102 






5224 


0 007056 


ubiouitouslv-PXDressed tran^criot flJX~n 
transcript variant 1, mRNA 
/cds=(1 55,664) /gb=NM_1 53477 
/ai=24041017 /ua=Hs 172791 /len=734 


NM 153477 

1 N 1 V 1 1 \J \J*T f » 


Hs.172791 


NP_705582 


5231 


0.016974 


KIAA0066 mRNA, partial cds 
/cds=(1 ,2948) /gb=D31886 /gi=505099 
/ug=Hs.227881 /len=3635 


D31886 


Hs.227881 




5238 


0 046005 

V/ ■ W IV w w W 


NRAS-related aene fD1S155E^ mRNA 
/cds=(428,2824) /gb=NM_007158 
/gi=20070240 /ug=Hs.69855 /len=4076 


NM 007158 

1 >l 1 Vl \J\J i uu 


Hs.69855 


NP_009089 


5243 


0.031117 


chromosome 14 open reading frame 2 
(C14orf2), mRNA /cds=(61, 237) 
/gb=NM_004894 /gi=4758939 
/ug=Hs. 1 09052 /len=627 


NM_004894 


Hs. 109052 


NP_004885 


5252 


0.00489 


stromal cell protein (LOC55974), mRNA 
/cds=(61,726) /gb=NM_018845 
/gi=10047123 /ug=Hs.292154 /len=1316 


NM_018845 


Hs.292154 


NP_061333 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Soot 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5269 


0.032959 


hypothetical protein FLJ20707 
(FLJ20707), mRNA/cds=(83,2173) 
/gb=NM_032560 /gi=1 9923643 
/ug=Hs.334657 /len=2794 


NM_032560 


Hs.334657 


NP_1 15949 


5276 


0.013102 


myosin light chain 2 (HUMMLC2B), 
mRNA/cds=(60,569)/gb=NM 013292 
/gi=28372498 /ug=Hs.50889 /len=687 


NM_013292 


Hs.50889 


NP_037424 


5293 


0.007578 


chromosome 6 open reading frame 48 
(C6orf48), mRNA/cds=(42,422) 
/gb=NM_016947 /gi=8393383 
/ug=Hs. 109798 /len=711 


NM_016947 


Hs. 109798 


NP_058643 


5307 


0.013991 


mitochondrial ribosomal protein S33 
(MRPS33), nuclear gene encoding 
mitochondrial protein, transcript variant 1, 
mRNA /cds=(1 39,459) /gb=NM 016071 
/gi=16950595 /ug=Hs.83006 /len=727 


NM_016071 


Hs.83006 


NP_444263 


5312 


0.018081 


testis specific, 14 (TSGA14), mRNA 
/cds=(48,1169) /gb=NM_018718 
/gi=1 6306478 /ug=Hs.27027 /len=3526 


NM_018718 


Hs.27027 


NP_061188 


5315 


0.005674 


splicing factor, arginine/serine-rich 5 
(SFRS5), mRNA /cds=(21 9,542) 
/gb=NM_006925 /gi=5902077 
/ug=Hs. 166975 /len=1865 


NM_006925 


Hs. 166975 


NP_008856 


5325 


0.043576 


eukaryotic translation elongation factor 2 
(EEF2), mRNA /cds=(69,2645) 
/gb=NM_001961 /gi=25453476 
/ug=Hs.75309 /len=3148 


NMJ301961 


Hs.75309 


NP_001952 


5327 


0.001737 


zinc finger, DHHC domain containing 14 
(ZDHHC14), mRNA /cds=(498, 1964) 
/gb=NM 024630 /gi=24371 240 
/ug=Hs.38270 /len=2821 


NM_024630 


Hs. 38270 


NP_7 14968 


5328 


0.041254 


CDC20 cell division cycle 20 (S. 
cerevisiae) (CDC20), mRNA 
/cds=(1 1 1 ,1610) /gb=NM_001255 
/gi=4557436 /ug=Hs.82906 /len=1686 


NM_001255 


Hs.82906 


NP_001246 


5329 


0.021781 


dolichyl-diphosphooligosaccharide-protein 
glycosyltransferase (DDOST), mRNA 
/cds=(60,1430) /gb=NM_005216 
/gi=20070196 /ug=Hs.34789 /len=2045 


NM_005216 


Hs. 34789 


NP_005207 


5330 


0.023148 


discs, large 7 (Drosophila) (DLG7), 
mRNA /cds=(2 18,2758) /gb=NM_014750 
/gi=21 361644 /ug=Hs.77695 /len=2979 


NM_014750 


Hs.77695 


NP_055565 


5338 


0.027691 


thyroid hormone receptor interactor 3 
(TRIP3), mRNA/cds=(39,506) 
/gb=NM_004773 /gi=22094078 
/ug=Hs.2210/len=950 


NM_004773 


Hs.2210 


NP_004764 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Descriotion 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5341 


0.020482 


hypothetical protein FLJ20203 
(FLJ20203), mRNA /cds=(6,2099) 
/gb=NM_017710 /gi=8923193 
/ug=Hs.20594 /len=2994 


NM 017710 


Hs.20594 


NP_1 15668 


5348 


0.006566 


KIAA0066 mRNA, partial cds 
/cds=M 2948) /ab=D31886 /ai=505099 
/ug=Hs.227881 /len=3635 


D31886 


Hs.227881 




5364 


7.18E-04 


hypothetical protein DKFZp547l224 
(RefSea aa 9e-31) 


NP_064606 






5365 


0.020482 


cDNA FLJ31667 fis, clone 

NT2RI2004840. /gb=AK056229 

/ai=1 6551 572 /ua=Hs 48692 /len=2052 


AK056229 


Hs. 48692 




5373 


0.012262 


mRNA for KIAA1609 protein, partial cds. 

/cds=(1,1423) /gb=AB046829 

/ai=1 5425661 /ua=Hs 14449 /len=4683 


AB046829 


Hs. 14449 




5381 


0.00242 


mRNA; cDNA DKFZp686K192 (from 
clone DKFZp686K192) /gb=AL832209 
/gi=21 732754 /ug=Hs. 259347 /len=6707 


AL832209 


Hs.259347 




5388 


0.002625 


peroxiredoxin 1 (PRDX1), mRNA 
/cds=(61 ,660) /gb=NM_002574 
/ai=4505590 /ua=Hs 180909 /len=937 


NM_002574 


Hs. 180909 


NP_002565 


5390 


0 008133 


aolai aooaratus orotein 1 (GLG1) mRNA 

\* WIN* 1 U ^LSVal UIWO Im» 1 V/ IV* III 1 I W l_ ' / J 1 1 1 1 \ 1 w# 1 

/cds=(27,3560) /gb=NM_012201 
/gi=6912389 /ug=Hs.78979 /len=3909 


NM 012201 


Hs.78979 


NP_036333 


5392 


0 008722 


clone IMAGE 53981 00 mRNA 

wlwl IC 1 1 VI/ \V> I— . w/v/<^U 1 ww, IIIIMin 

/gb=BC035584 /gi=23273438 
/ug=Hs.407477 /len=1570 


BC035584 


Hs.407477 




5402 


0.027691 


brain cDNA, clone:QnpA-21421 


AB050422 






5405 


0 03489 


retinoic acid induced 16 (RAMfi^ mRNA 

1 Will IV/IV OVIvl II lUUVwvl 1 V I 1 \J \ 1 1 W 1 , 1 1 1 1 \ 1 1 1 \ 

/cds=(382,783) /gb=NM_022749 
/ai=21359938 /ua=Hs 299148 /len=2259 


NM 02274Q 


Hs.299148 


NP_073586 


5410 


0.003893 


hypothetical protein FLJ21016 
(FLJ21016), mRNA /cds=(33, 1136) 
/ab=NM 025160 /ai=24432014 
/ug=Hs.289069/len=3165 


NM_025160 


Hs.289069 


NP_079436 


5411 


0.009349 


DKFZp566J2446 (from clone 
DKFZd566J2446^ 


AL050082 




NP_008944 


5413 


0.027691 


mRNA for hypothetical protein (0RF1) 
/cds=(327 989) /ab=AJ297792 
/ai=27526568 /ua=Hs 11114 /len=4110 


AJ297792 


Hs.11114 




5423 


0.015924 


ribosomal protein S29 (RPS29), mRNA 
/cds=(31,201) /gb=NM_001032 
/gi=1 3904868 /ug=Hs.539 /len=346 


NM_001032 


Hs.539 


NP_001023 


5436 


0.008133 


Hypothetical protein(cDNA FLJ 10768 fis, 
clone NT2RP4000150) 


AK001630 




NP_005229 


5441 


7.88E-04 


lipoyltransferase, complete cds 


AB017567 






5446 


0.027691 


heme binding protein 2 (HEBP2), mRNA 
/cds=(276,893) /gb=NM_014320 
/gi=7657602 /ug=Hs. 1 1 1 029 /len=1 1 37 


NM_014320 


Hs.111029 


NP_055135 
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Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

MuUcoolUII 

No. 


Unigene 

Accession 

No. 


Protein 
Accession 

VWjm 


5447 


0.001344 


602344930F1 NIH_MGC_89 cDNA clone 
IMAGE:4454934 5', mRNA sequence 
/clone=IMAGE4454934 /clone end=5* 
/gb=BG166990/gi=12673693 ~ 
/ug=Hs.440568 /len=1137 


BG166990 


Hs.440568 




5448 


1.81E-04 


eukaryotic translation initiation factor 4A, 
isoform 7 (EIF4A?^ mRNA 
/cds=(16,1239) /gb=NM_001967 
/gi=9945313 /ug=Hs.173912 /len=1864 


NM_001967 


Hs.173912 


NP_001958 


5451 


0.032959 


tumor protein, translationally-controlled 1 
fTPT1} mRNA /cds=f95 613} 
/gb=NM_003295 /gi=4507668 
/ug=Hs.401448/len=830 


NM_003295 


Hs.401448 


NP_003286 


5453 


0.031117 


nuclear factor (erythroid-derived 2)-like 2 

(NFE2L2} mRNA /cds=M14 1 1 
/gb=NM_006164 /gi=20149575 
/ug=Hs. 1 55396 /len=2439 


NM_006164 


Hs. 155396 ! 


NP_006155 


5455 


0.039034 


type I sigma receptor (SR-BP1), transcript 
variant 5, mRNA /cds=(75,278) 
/ab=NM 147160 /ai=22325389 
/ug=Hs.24447 /len=1706 


NM_147160 


Hs.24447 


NP_671516 


5460 


0.043576 


ql63e03.x1 Soares_NhHMPu_S1 cDNA 
clone I M AGP 1877020 T mRNA 
sequence /clone=IMAGE: 1877020 
/clone_end=3' /gb=AI275510 /gi=3897784 
/ug=Hs.148055 /len=303 


AI275510 


Hs. 148055 




5464 


0.046005 


chloride intracellular channel 4 (CLIC4), 

mRNA /rd^MQft QSQ^ /nh=NM 01 ^Q4^ 
/gi=7330334 /ug=Hs.25035 /len=4318 


NM_013943 


Hs.25035 


NP_039234 


5494 


0.00489 


proteasome (prosome, macropain) 26S 

ouuui in, i iui i n i rode, t oiviL/ty, 

transcript variant 2, mRNA /cds=(63,869) 
/gb=NM_1 53822 /gi=25121957 
/ug=Hs.148495 /len=1508 


NM_1 53822 


Hs. 148495 


NP_722544 


5509 


0.003603 


brain protein 44-like (BRP44L), mRNA 
/cds=i / 123 4S2Wnb=NM 0160Q8 
/gi=7706368 /ug=Hs. 108725 /len=988 


NM_016098 


Hs. 108725 


NP_057182 


5510 


0.03489 


eukaryotic translation initiation factor 3, 
subunit 7 zeta, 66/67kDa (EIF3S7), 
mRNA /cds=(372,2018) /gb=NMJ)03753 
/gi=23238220 /ug=Hs.55682 /len=2169 


NM_003753 


Hs.55682 


NP_003744 


5511 


0.014931 


cytochrome c oxidase subunit IV isoform 
1 (COX4I1), nuclear gene encoding 
mitochondrial protein, mRNA 
/cds=(165,674)/gb=NM 001861 
/gi=1 701 7985 /ug=Hs.433419 /len=802 


NM_001861 


Hs.433419 


NP_001852 
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Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5514 


0.031117 


ribosomal protein L4 (RPL4), mRNA 
/cds=(57,1340) /gb=NM_000968 
/gi=16579884 /ug=Hs.286 /len=1449 


NM_000968 


Hs.286 


NP_000959 


5520 


0.048543 


transforming growth factor-beta type I 
receDtor 


AF035669 






5529 


0.027691 


SWI/SNF related, matrix associated, actin 
dependent regulator of chromatin, 
subfamily d, member 2 (SMARCD2), 
mRNA /cds=(423, 1 850) /gb=NM_003077 
/gi=21264350 /ug=Hs.250581 /len=2704 


NM_003077 


Hs.250581 


NP_003068 


5531 


0.004203 


cDNA FLJ30089 fis, clone 
BNGH41000013. /gb=AK054651 
/gi=16549236 /ug=Hs.131887 /len=2527 


AK054651 


Hs.131887 




5548 


0.00489 


clone IMAGE:4704802, mRNA 
/gb=BC028293 /gi=22418059 
/ug=Hs.382189 /len=2776 


BC028293 


Hs.382189 




5577 


3.34E-04 


kangai 1 (suppression of tumorigenicity 6, 
prostate; CD82 antigen (R2 leukocyte 
antigen, antigen detected by monoclonal 
and antibody IA4)) (KAI1), mRNA 
/cds=(182,985) /gb=NM_002231 
/gi=1 3259537 /ug=Hs.323949 /len=1623 


NM_002231 


Hs.323949 


NP_002222 


5593 


0.041254 


mannosidase, alpha, class 2C, member 1 
(MAN2C1), mRNA/cds=(57,3245) 
/gb=NM_006715 /gi=6631092 
/ug=Hs.26232 /len=3300 


NM_006715 


Hs.26232 


NP_006706 


5601 


0.008722 


hypothetical protein FLJ 12443 
(FLJ12443), mRNA/cds=(475,1188) 
/ab=NM 024830 /ai=21 314725 
/ug=Hs. 179882 /len=3476 


NM_024830 


Hs. 179882 


NP_079106 


5609 


0.00223 


peroxisomal proliferator-activated 
receptor A interacting complex 285 
(PRIC285), mRNA /cds=(425,6667) 
/gb=NM_033405 /gi=21 703357 
/ug=Hs.151714/len=7804 


NM_033405 


Hs.151714 


NP_208384 


5616 


6.03E-05 


solute carrier family 31 (copper 
transporters), member 1 (SLC31A1), 
mRNA /cds=(1 53,725) /gb=NM 001859 
/gi=4507014 /ug=Hs.380728 /len=1804 


NM_001859 


Hs.380728 


NP_001850 


5625 


0.007578 


opioid growth factor receptor (OGFR), 
mRNA /cds=(206,2062) /gb=NM_007346 
/gi=6671492 /ug=Hs.67896 /len=2423 


NM_007346 


Hs.67896 


NP_031372 


5638 


7.58E-05 


mRNA for KIAA0244 gene, partial 


D87685 




NP 055968 


5640 


0.032959 


nonhistone protein HMG1 


M21683 
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#^w w www! wl 1 
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Accession 
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5643 


0.005674 


solute carrier family 26, member 4 
(SLC26A4), mRNA/cds=(225,2567) 
/gb=NM_000441 /gi=4505696 
/ug=Hs. 159275 /len=4930 


NM_000441 


Hs. 159275 


NP_000432 


5646 


0.01925 


hypothetical protein (KIAA0608) 


AB011180 






5654 


0.016974 


Tis11d 


U07802 






5657 


0.021781 


ATPase, H transporting, lysosomal 
(vacuolar proton pump) membrane sector 
associated protein M8-9 (ATP6M8-9), 
mRNA/cds=M03 1155) /ab=NM 005765 

■ in \ i » f \ i w w w i i w w, ■ i w w i / y i»/ i i v i w r w w 

/gi=1 501 1 91 7 /ug=Hs. 1 83434 /len=2044 


NM_005765 


Hs. 183434 


NP_005756 


5664 


0 01925 


TEA domain familv member 4 n~FAD4) 
mRNA/cds=(164,1468)/gb=NM 003213 
/gi=4507426 /ug=Hs.94865 /len=1670 


NM 003213 


Hs 94865 

1 1 0 . w w w 


NP_003204 


5672 


0.03489 


clone IMAGE:5265581, mRNA 
/gb=BC035165 /gi=23272508 
/ug=Hs.400548 /len=2237 


BC035165 

wwvwv 1 WW 


Hs 400548 

1 IW. ¥WWW 1W 




5692 


0.001232 


mRNA for MEGF6 protein (KIAA0815), 
partial cds. /cds=(1 53,3893) 
/gb=AB01 1 539 /gi=20269128 
/ua=Hs 56186 /len=4501 


AB011539 


Hs.56186 




5710 


0.002054 


UI-H-DF0-bes-i-11-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
bes-i-1 1-0-UI 3' mRNA <?pnupnrp 

www 1 1 I \J W 1 w, 1 1 1 1 \ 1 i 1 \ OUUUCI 1 ww 

/clone=UI-H-DF0-bes-i-1 1-0-UI 
/clone_end=3' /gb=CA427703 
/gi=24790429 /ug=Hs.428583 /len=1096 


CA427703 


Hs.428583 




5717 


0.004203 


MLL septin-like fusion (MSF), mRNA 
/cds=(258 1964) /ab=NM 006640 
/gi=19923366 /ug=Hs.181002 /len=3929 


NM_006640 


Hs. 181 002 


NP_006631 


5744 


0.036914 


DNA segment on chromosome X (unique) 
9928 expressed sequence (DXS9928E), 
mRNA /cds=(76 1095) /ab=NM 004699 

1 1 1 1 \ 1 ^t/\ l ww. O 1 ( U| IUwvJ /MU 1 X 1 V 1 W w" w w w 

/gi=4758219 /ug=Hs.54277 /len=1311 


NM_004699 


Hs.54277 


NP_004690 


5747 


0.007056 


chromosome 20 open reading frame 14 
fC20orf14) mRNA /cds=M00 2925) 

l t_ w W 1 1 1 r », 1 1 II Ml / A / WW W 1 1 W W , t— \J C—\J J 

/gb=NM_012469 /gi=6912731 
/ug=Hs.31334/len=3060 


NM_012469 


Hs.31334 


NP_036601 


5751 


0.01925 


serine/arginine repetitive matrix 1 
(SRRM1), mRNA /cds=(6,2468) 
/gb=NM_005839 /gi=50321 18 
/ug=Hs.18192 /len=3698 


NM_005839 


Hs. 18192 


NP_005830 


5754 


0.043576 


KIAA1360 


AB037781 




NP 060458 
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No. 


5788 


0.020482 


aryl hydrocarbon receptor nuclear 
translocator-like (ARNTL), mRNA 
/cds=(370,2250) /gb=NMJ)01 178 
/gi=20127415 /ug=Hs.74515 /len=2776 


NM_001178 


Hs.74515 


NP_001169 


5795 


1.32E-04 


progestin induced protein (DD5), mRNA 

/cds=(34,8433) /gb=NM_015902 

/gi=1 5147336 /ug=Hs.278428 /len=8838 


NM_015902 


Hs.278428 


NP_056986 


5798 


1.81E-05 


mvotubularin related orotein 9 fMTMR9^ 
mRNA /cds=(83,1732) /gb=NM_015458 
/gi=1 9923423 /ug=Hs.48802 /len=7081 


NM 015458 


Hs.48802 


NP_056273 


5806 


8.63E-04 


5'-nucleotidase cvtosolic II (NT5C2^ 
mRNA /cds=(145,1830) /gb=NM_012229 
/gi=201 49601 /ug=Hs. 138593 /len=3364 


NM 012229 


Hs. 138593 


NP_036361 


5807 


0.046005 


mRNA for KIAA2019 protein. 
/cds=(15,8408) /gb=AB095939 
/gi=24899201 /ug=Hs.57548 /len=9217 


AB095939 


Hs.57548 




5814 


0.003603 


ribosomal protein L36a-like (RPL36AL), 
mRNA /cds=(95,415) /gb=NM_001001 
/gi= 16306559 /ug=Hs.419465 /len=537 


NM_001001 


Hs.419465 


NP_000992 


5819 


0.001232 


nuclear factor of kappa light polypeptide 
gene enhancer in B-cells 1(NFKB1) gene, 
complete cds 


AF2-13884 






5822 


0.031117 


enhancer of zeste 1 (Drosophila) (EZH1), 
mRNA /cds=M23 2366) /ab=NM 001991 
/gi=19923201 /ug=Hs.194669 /len=4640 


NM_001991 


Hs. 194669 


NP_001982 


5824 


0.006566 


activated RNA polymerase II transcription 
cofactor 4 ( PC4) mRNA /cds=(57 440) 
/gb=NM_00671 3 /gi=1 9923783 
/ua=Hs 349506 /len=1336 


NM_006713 


Hs. 349506 


NP_006704 


5829 


4.93E-04 


hvoothetical Drotein FLJ35382 
(FLJ35382), mRNA/cds=(165,1235) 
/gb=NM_1 52608 /gi=22749244 
/ug=Hs.99210/len=1349 


NM 152608 


Hs.99210 


NP_689821 


5830 


0.003332 


Phosohatidvlinositol transfer orotein (PI- 

1 ■ ■ W ■ 1 V 1 I III 1 w 1 1 VI Wl 1 1 W 1 1 1^ 1 V</ kv 111 II 1 

TPalpha) 


D30036 




NP_006215 


5836 


0.00223 


SNRPN mRNA, 3' UTR 


U81001 




NP 073715 


5843 


0.046005 


MYE4197a Myeloma (MYE) cDNA library 
cDNA, mRNA sequence /gb=BF1 74993 
/gi=1 3441 207 /ug=Hs.332023 /len=338 


BF1 74993 


Hs. 332023 




5844 


0.002625 


ATP synthase, H transporting, 
mitochondrial F0 complex, subunit e 
(ATP5I), mRNA/cds=(64,273) 
/gb=NM 007100 /gi=600571 6 
/ug=Hs.85539 /len=336 


NM_007100 


Hs. 85539 


NP_009031 
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5847 


0.013102 


clone IMAGE:5286336, mRNA 
/gb=BC043158 /gi=27693197 
/ug=Hs.434381 /len=2786 


BC043158 


Hs.434381 




5867 


0 048543 


keratin 18 (K18) 


M24842 






5868 


0.036914 


serine (or cysteine) proteinase inhibitor, 
clade E (nexin, plasminogen activator 
inhibitor type 1), member 1 (SERPINE1), 
mRNA/cds=(76,1284)/gb=NM 000602 
/gi=1 08351 58 /ug=Hs.82085 /len=2876 


NM_000602 


Hs.82085 


NP_000593 


5876 


0.004203 


COX15 cytochrome c oxidase assembly 
protein (yeast) (COX15), nuclear gene 
encoding mitochondrial protein, transcript 
variant 2 mRNA /cds=(52 1218) 
/gb=NM_004376 /gi=1 7921 986 
/ug=Hs.226581 /len=2841 


NM_004376 


Hs.226581 


NP_510870 


5884 


2.97E-05 


polymerase (RNA) II (DNA directed) 
polypeptide H (POLR2H), mRNA 
/cds=(88,540) /gb=NM_006232 
/gi=1 4589952 /ug=Hs.432574 /len=821 


NM_006232 


Hs.432574 


NP_006223 


5897 


0.032959 


destrin (actin de polymerizing factor) 
(DSTN), mRNA /cds=(73,570) 
/gb=NM 006870 /gi=6466447 
/ug=Hs.408576 /len=1439 


NM 006870 


Hs.408576 


NP_006861 


5901 


0.003893 


lipin 1 (LPIN1), mRNA/cds=(68,2740) 
/ab=NM 145693 /ai=22027647 
/ug=Hs.81412/len=5363 


NM_145693 


Hs.81412 


NP_663731 


5906 


0.007578 


602034564F1 NCI_CGAP_Brn64 cDNA 
clone IMAGE:41 82759 5', mRNA 
sequence /clone=IMAGE:41 82759 
/clone end=5' /ab=BF337136 
/gi=1 1283240 /ug=Hs.398001 /len=1223 


BF337136 


Hs.398001 




5909 


0.006566 


LIM domain containing preferred 
translocation Dartner in linoma ^LPP) 
mRNA /cds=(247,2085) /gb=NM_005578 
/gi=5031886 /ug=Hs.180398 /len=5656 


NM_005578 


Hs. 180398 


NP_005569 


5914 


0.039034 


ribosomal protein S20 (RPS20), mRNA 
/cds=(1 28,487) /gb=NM 001023 
/gi=14591915 /ug=Hs.8102 /len=539 


NM_001023 


Hs.8102 


NP_001014 


5917 


0.039034 


RED CELL ACID PHOSPHATASE 1, 
ISOZYME F (ACP1) (LOW MOLECULAR 
WEIGHT PHOSPHOTYROSINE 
PROTEIN PHOSPHATASE) 
(ADIPOCYTE ACID PHOSPHATASE, 
ISOZYME ALPHA) (62% aa) 


P24666 
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Accession 
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Accession 
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5944 


0 023148 


ribosomal orotein S6 (RPS6) mRNA 

/cds=(43,792) /gb=NM_001010 

/gi=1 71 58043 /ug=Hs.380843 /len=829 


NM 001010 

1 >i 1 V 1 \J\J \\J 1 \J 


Hs.380843 


NP_001001 


5959 


0.003079 


germline T-cell receptor beta chain 


U66061 






5987 


0.01072 


DAZ associated Drotein 2 fDAZAP2^ 
mRNA /cds=(70,576) /gb=NM_014764 
/gi=7661885 /ug=Hs.75416 /len=1897 ! 


NM 014764 


Hs.75416 


NP_055579 


6003 


0.020482 


tumor protein, translationally-controlled 1 
(TPT1 ) mRNA /cds=(95 613} 
/ab=NM 003295 /ai=4507668 
/ug=Hs.401448/len=830 


NM_003295 


Hs.401448 


NP_003286 


6004 


0.039034 


UDP-glucose pyrophosphorylase 2 
(UGP2), mRNA/cds=(85,1611) 
/gb=NM_006759 /gi=1 3027637 
/ua=Hs 77837 /len=1832 


NM_006759 


Hs.77837 


NP_006750 


6005 


0.008722 


mitochondrial 16S rRNA 


Z70759 






6018 


0.023148 


bullous pemphigoid antigen 1 
(230/240kD) (BPAG1), transcript variant 
1eA, mRNA/cds=(103,15618) 
/ab=NM 015548 /ai=20357497 
/ug=Hs. 1 98689 /len=16384 


NM_015548 


Hs. 198689 


NP_065121 


6020 


0.006566 


cDNA FLJ37774 fis, clone 
BRHIP2026021, highly similar to Mus 
musculus formin bindinn nrntpin 

1 1 lUOVUIUw 1 \J\ 1 1 1 1 1 1 k/IIIVJIIIM Ul UlCM 1 \J\J 

mRNA. /gb=AK095093 /gi=21 754285 
/ug=Hs. 119533 /len=2767 


AK095093 


Hs. 11 9533 




6037 


0.001596 


splicing factor, arginine/serine-rich 2 

fSFRS2^ mRNA /cd<5=M56 821^ 
/gb=NM_003016 /gi=4506898 
/ug=Hs.73965 /len=1879 


NM_003016 


Hs.73965 


NP_003007 


6042 


0 008722 


laminin namma 1 ffnrmprlv I AMR9^ 

igu i in 111 1, yaiiiitia i ^luiiiidiy LAAiviD^iy 

(LAMC1), mRNA/cds=(300,5129) 
/gb=NM_002293 /gi=9845497 
/ug=Hs.432855 /len=7923 


nm nn9?Q^ 


Hs.432855 


NP_002284 


6046 


0 018081 

\J .\J 1 WWW I 


KIAA0092 aene Droduct (KIAAOOQ?} 
mRNA /cds=(54,1478) /gb=NM_014679 
/gi=7661899 /ug=Hs.151791 /len=2913 


NM 014R7Q 

1 I VI \J 1 *tU f ^ 


Hs.151791 


NP_055494 


6049- 


0.008722 


chromobox 1 (HP1 beta Drosophila ) 
(CBX1 ), mRNA /cds=(292,849) 
/gb=NM_006807 /gi=21 359877 
/ug=Hs.77254 /len=2242 


NMJ306807 


Hs. 77254 


NP_006798 


6052 


0.046005 


thioredoxin (TXN), mRNA/cds=(64,381) 
/gb=NM_003329 /gi=4507744 
/ug=Hs.432922 /len=501 


NM_003329 


Hs.432922 


NP_003320 
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6061 


0.005674 


v-rel reticuloendotheliosis viral oncogene 
A, nuclear factor of kappa light 
polypeptide gene enhancer in B-cells 3, 
d65 (avian} (RELA^ mRNA 
/cds=(39,1652) /gb=NM_021975 
/gi=1 1496238 /ug=Hs.75569 /len=2444 


NM_021975 


Hs.75569 


NP_068810 


6064 


0.005674 


actin related protein 2/3 complex, subunit 
3, 21kDa (ARPC3), mRNA /cds=(94,630) 
/nh=NM 00<V71Q /ai=?"^Q7Rfi7 
/ug=Hs.293750 /len=912 


NM_005719 


Hs.293750 


NP_005710 


6065 


0.043576 


NADH dehydrogenase (ubiquinone) 1, 
subcomplex unknown, 2, 14.5kDa 
(NDUFC2), mRNA/cds=(151,510) 
/ab=NM 004549 /ai=1QQP^ l S'S 
/ug=Hs.193313/len=2168 


NM_004549 


Hs.193313 


NP_004540 


6066 


0.020482 


actin related protein 2/3 complex, subunit 
2, 34kDa (ARPC2), transcript variant 1, 
mRNA /cds=(1 13,1015) /gb=NM_1 52862 
/gi=23238210 /ug=Hs.83583 /len=1462 


NM_1 52862 


Hs.83583 


NP_690601 


6068 


8.48E-05 


mitochondrial ribosomal protein L27 
(MRPL27), nuclear ,gene encoding 
mitochondrial protein, transcript variant 2, 
mRNA /cds=(32,316) /gb=NM_148571 
/gi=22547130 /ug=Hs.7736 /len=2472 


NM_1 48571 


Hs.7736 


NP_683412 






oil Coo dooUuldlcU til lUUjJIdol I IcLIUUiulM 
nrnfpin 1 * rihnQnnnp aQQrif*iateH 

piVJlClll 1, 1 IUUOUI 1 IC GOOvAslCKCU 

1 1 Id llUidl lc piULClll fr ^OLixr 1 iilr\INr\ 

/cds=(316,516) /gb=NM_014445 

/gi= 19923408 /ug=Hs.76698 /len=2488 


MM 


Hs 76698 


MP 055260 






i lyjjuu iciiuoi jjiulciii ^rMnnU \c.O) 


n^ncuft 
uouy i o 




NP 665801 


6094 


0.031117 


nidogen (=M27445;M30269) (low match) 


X84837 






6106 


0.010015 


EST (ym17h04.s1 clone 48282 3') 


H11657 






6113 


5.52E-06 


low density lipoprotein receptor (familial 
hypercholesterolemia) (LDLR), mRNA 
/ed<5=(94 2676^ /nb=NM 000597 

/gi=8051613 /ug=Hs.213289 /len=5175 


NM_000527 


Hs.213289 


NP_000518 


6141 


0.016974 


UI-E-CL1-aez-k-18-0-Ul.r1 UI-E-CL1 
cDNA clone UI-E-CL1-aez-k-18-0-UI 5', 
mRNA sequence /clone=UI-E-CL1-aez-k- 
18-0-UI /clone_end=5' /gb=BM695043 
/gi=1 9008301 /ug=Hs. 170843 /len=1245 


BM695043 


Hs. 170843 




6145 


0.00223 


replication factor C (activator 1) 2, 40kDa 
(RFC2), mRNA /cds=(208, 1272) 
/gb=NM_002914 /gi=4506486 
/ug=Hs.139226/len=1709 


NM_002914 


Hs. 139226 


NP_002905 
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■ • l%j w 1 ■ 1 W 
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6163 


0.029363 


ribosomal protein L36 (RPL36), transcript 
variant 2, mRNA/cds=(153,470) 
/gb=NM_015414/gi=161 17793 
/ug=Hs.433411 /len=545 


NM_015414 


Hs 433411 


NP_378669 


6166 


0.004203 


ribosomal protein L10 (RPL10), mRNA 
/cds=(42,686) /gb=NM_006013 
/gi=15718685 /ug=Hs.412900 /len=2188 


NM_006013 


Hs.412900 


NP_006004 


6177 


0.01925 


DNA directed RNA polymerase II 
polypeptide J-related gene (POLR2J2), 
transcript variant 1, mRNA /cds=(47,523) 
/ab=NM 145325 /ai=21 704273 
/ug=Hs.375569 /len=793 


NM 145325 

1 1 *f 1 1 ¥ \J \J \J 


Hs 375569 


NP_663165 


6195 


0.039511 


myoM [Dictyostelium 
discoideum](38%ORF) 


AB017910 






6231 


0.010964 


methylenetetrahydrofolate reductase 
(MTHFR) gene, exon 11 and 3' UTR, 
alternatively spliced 


AF260233 






6238 


0.010015 


tb97a11.x1 NCI_CGAP_Co16cDNA 
clone IMAGE:2062268 3* similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2062268 
/clone_end=3' /gb=AI343476 /gi=4080682 
/ug=Hs.183850/len=515 v 


AI343476 


Hs. 183850 




6258 


0.012262 


deleted in liver cancer 1 (DLC1} mRNA 
/cds=(296,3571) /gb=NM_006094 
/ai=6633799 /ua=Hs 8700 /len=3821 


NM 006094 


Hs 8700 


NPJD06085 


6262 


0.007056 


UDP-glucose ceramide 
alucosvltransferase-like 2 (UGCGL2^ 
mRNA/cds=(72,4622) /gb=NM_020121 
/gi=1 1386200 /ug=Hs.22983 /len=4848 


NM_020121 


Hs.22983 


NP_064506 


6264 


0 048543 


BNIP3H (BNIP3H) nuclear aene for 

wiiii w i i i ui in \ji if i luwt^ai %Jwiiw i Vm/ i 

mitochondrial product 


AF255051 






6266 


0.014464 


cosmid LL12NC01-67C6, ETV6 gene, 
intron 1A Dartial seauence 

II 1 LI KJ 1 1 1/ \ j wWl 1 D wl 1 wvMU vl 1 Nta/ v— ' 


U81831 






6268 


1.58E-06 


cDNA: FLJ22008 fis, clone HEP06934. 
/gb=AK025661 /gi=1 0438250 
/ua=Hs 193700 /len=2207 

' ■ 1 W» 1 WW 9 WW / 1 wl 1 w I 


AK025661 


Hs. 193700 




6272 


7.18E-04 


cDNA, 5' end /clone=IMAGE:41 48900 

/clone end=5' /ab=BF342391 

/gi=1 1289392 /ug=Hs.30469 /len=803 


BF342391 


Hs.30469 


NP_055313 


6286 


0.027691 


ribosomal protein S13 (RPS13), mRNA 
/cds=(33,488) /gb=NM 001017 
/gi=14591910 /ug=Hs.165590 /len=529 


NM_001017 


Hs.165590 


NP_001008 


6289 


0.03489 


BRCA1 -associated RING domain protein 
(BARD1) 


AF038042 






6295 


8.29E-06 


Notch 2 (Drosophila) (NOTCH2), mRNA 
/cds=(257,7672) /gb=NM_024408 
/gi=24041034 /ug=Hs.8121 /len=11433 


NM_024408 


Hs.8121 


NP_077719 
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6298 


1.63E-04 


homeodomain interacting protein kinase 2 
(HIPK2), mRNA/cds=(1 09,3705) 
/ab=NM 022740 /ai=1 3430859 
/ug=Hs.236131 /len=4000 


NM_022740 


Hs.236131 


NP_073577 


6310 


0 016974 


eukarvotic translation initiation factor 2 
subunit 1 alpha, 35kDa (EIF2S1), mRNA 
/cds=( 100, 1047) /gb=NM_004094 
/gi=1 9923248 /ug=Hs. 151777 /len=2992 


NM 004094 I 


Hs 151777 

1 IO. 1 \J 1 I II 


NP_004085 


6312 


0 004203 


bridaina intparator nrotpin-1 i'RINI^ npnp 
intron 1, partial sequence 


U84000 






6340 


0.043576 


phospholipase D1, phophatidylcholine- 
specific (PLD1), mRNA/cds=(96,3320) 
/gb=NM_002662 /gi=4505872 
/ua=Hs 82587 /len=3609 


NM_002662 


Hs.82587 


NP_002653 


6347 


0.024587 


mitochondrion, complete genome 


NC_001807 






6360 


0.020482 


heterogeneous nuclear ribonucleoprotein 
D-like (HNRPDL), transcript variant 1, 
mRNA /cds=(581, 1843) /gb=NM_005463 
/ai=141 10410 /ua=Hs 372673 /len=3514 


NM_005463 


Hs.372673 


NP_1 12740 


6365 


0.01072 


epidermal growth factor receptor 
(erythroblastic leukemia viral (v-erb-b) 
oncooene avians fEGFR^ mRNA 
/cds=( 187,381 9) /gb=NM_005228 
/gi=4885198 /ug=Hs.77432 /len=5532 


NM_005228 


Hs.77432 


NP_005219 


6383 


0.029363 


S100 calcium binding protein A6 
(calcvclirO (S100A6} mRNA 
/cds=( 103,375) /gb=NM_014624 
/gi=9845517 /ug=Hs.275243 /len=470 


NM_014624 


Hs.275243 


NP_055439 


6395 


0.00242 


SOCS box-containing WD protein SWiP- 
1 (WSB1), transcript variant 3, mRNA 
/cds=i / 317 1051Wab=NM 1*34264 
/gi=20143909 /ug=Hs.187991 /len=4243 


NM_1 34264 


Hs. 187991 


NP_599027 


6408 


5.42E-04 


ir24c06.y1 HR85 islet cDNA clone 
IMAGE:6546227 5', mRNA sequence 
/clone=IMAGE 6546227 /clone end=5' 
/gb=CA848700 /gi=26999906 ~ 
/ug=Hs.389121 /len=616 


CA848700 


Hs.389121 




6416 


0.002625 


MAD, mothers against decapentaplegic 5 
(Drosophila) (MADH5), mRNA 
/cds=(1 93,1 590) /gb=NM 005903 
/gi=20070216 /ug=Hs.37501 /len=2049 


NM_005903 


Hs.37501 


NP_005894 


6418 


0.039034 


protein kinase, interferon-inducible double 
stranded RNA dependent activator 
(PRKRA), mRNA /cds=( 108, 1049) 
/gb=NM_003690 /gi=20149526 
/ug=Hs.18571 /len=1843 


NM_003690 


Hs. 18571 


NP_003681 
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Gene 

Accession 
No. 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


6422 


0.009349 


soc-2 suppressor of clear (C. elegans) 
(SHOC2) mRNA /cds=(278 2026) 
/gb=NM_007373 /gi=6677944 
/ug=Hs.104315/len=3872 


NM_007373 j 


Hs.104315 


NP_031399 


6429 


0.011469 


ubiquitin A-52 residue ribosomal protein 
fusion product 1 (UBA52), mRNA 
/cds=(39 425) /ab=NM 003333 
/gi=15451941 /ug=Hs.5308 /len=515 


NM_003333 j 


Hs.5308 


NP_003324 


6432 


0.016974 


protein kinase, cAMP-dependent, 
regulatory, type II, beta (PRKAR2B), 
mRNA /cds=(167,1423) /gb=NM_002736 
/ai=4506064 /ua=Hs 77439 /len=3259 


NM_002736 


Hs.77439 


NP_002727 


6444 


0 027691 


orotein Dhosohatase 3 (formerlv 2B) 
catalvtic subunit beta isoform (calcinpurin 
A beta) (PPP3CB) mRNA 

1 \ *MT w IW / y I I I w 1 , 1 1 II ill #» 

/cds=(1 1 7,1691 )/gb=NM 021132 
/gi=1 1036639 /ug=Hs.151531 /len=3079 


NM 021132 

l^ilVI \J £- 1 


Hs 151531 


NP 066955 


6464 


0.030402 


KIAA0250 gene 


NM 014837 




NP 055652 


6465 


0 013102 


KIAA0761 Drotein Dartial cds 


ABO 18304 




NP 055942 


6468 


5.38E-05 


reverse transcriptase related protein 


1207289A 




1207289A 


6481 


9.48E-05 


PR01722 


AAF69605 






6485 


1 .23E-05 


^prnlnnirallv rtpfinpd mlnn ranrpr antinpn 
8(SDCCAG8), mRNA /cds=(1, 2142) 
/gb=NM_006642 /gi=28269671 
/ug=Hs. 300642 /len=2142 


NM 006649 

1 N 1 VI UUUUHt, 


h<* ^nnfi4? 


NP_006633 


6493 


1 .46E-04 


RNA btndinn motif nrotpin ^ ^RRM^l 

i\|t|#» uiiivjniy 1 1 iuui yji uicn i o iivivj^, 

mRNA /cds=(277,750) /gb=NM_006743 
/gi=5803136 /ug=Hs.301404 /len=1556 


NM 006743 


H<5 ?u14u4 

1 la.OU 1 tu^ 


NP_006734 


6496 


0.041254 


TATA element modulatory factor 1 
(TMF1), mRNA /cds=(1. 3282) 
/ab=NM 007114/ai=6005903 
/ua=Hs 267632 /len=3282 


NM_007114 


Hs.267632 


NP_009045 


6519 


0.03489 


eukaryotic translation initiation factor 2B, 
subunit 4 delta, 67kDa (EIF2B4), 
transcript variant 1, mRNA 
/cds=(20,1588) /gb=NM_015636 
/ai=26986531 /ua=Hs 169474 /len=1643 


NM_015636 


Hs. 169474 


NP 056451 


6532 


0.010015 


LCNIbgene 


Y10826 






6535 


4.93E-04 


Similar to cerebellar degeneration-related 
2, clone MGC:23119 IMAGE:4873337, 
mRNA, complete cds /cds=(324,1655) 
/gb=BC01 7503 /gi=1 7028382 
/ug=Hs.75124 /len=2713 


BC017503 


Hs.75124 




6544 


0.032959 


matrix metalloproteinase 1 1 (stromelysin 
3) (MMP11), mRNA /cds=(23, 1489) 
/gb=NM_005940 /gi=1 3027795 
/ug=Hs. 155324 /len=2260 


NM_005940 


Hs. 155324 


NP_005931 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


6548 


0.041254 


TANK-binding kinase 1 (TBK1), mRNA 
/cds=(63 2252Wab=NM 013254 
/gi=19743810/ug=Hs.21712/len=2982 


NM_013254 


Hs.21712 


NP_037386 


6570 


0.014931 


VAMP (vesicle-associated membrane 
oroteinVassociated Drotein A 33kDa 
(VAPA), mRNA/cds=(25,753) 
/gb=NM_003574 /gi=20070155 
/ua=Hs 9006 /len=1390 


NM_003574 


Hs.9006 


NP_003565 


6577 


0.036914 


ornithine decarboxylase antizyme 1 
(OAZ1), mRNA/gb=NM_004152 
/ai=9845504 /ua=Hs 281960 /len=986 


NM_004152 


Hs.281960 


NP_004143 


6590 


0.003332 


mRNA for KIAA0981 protein, partial cds. 
/cds=(1,1738) /gb=AB023198 
/ai=4589605 /ua=Hs 158135 /len=5182 


AB023198 


Hs.158135 




6594 


0.012262 


lactate dehydrogenase A (LDHA), mRNA 
/cds=(98 1096Wab=NM 005566 
/gi=5031856/ug=Hs.2795 /len=1661 


NM_005566 


Hs.2795 


NP_005557 


6595 


0.039034 


H factor 1 (complement) (HF1), mRNA 
/cds=(74,3769) /gb=NM_000186 
/ai=4504374 /ua=Hs 250651 /len=3926 


NM_000186 


Hs.250651 


NP_000177 


6598 


0.001128 


phosphomannomutase 2 (PMM2) gene 
(5e-10 match) 


AF 157794 






6599 


0.021781 


N-myc downstream regulated gene 1 
(NDRG1), mRNA /cds=(1 11,1295) 
/ab=NM 006096 /ai=51 74656 
/ug=Hs.75789 /len=3020 


NM_0G6096 


Hs.75789 


NP_006087 


6603 


0.00489 


tm68a09.x1 NCI_CGAP_Brn25 cDNA 
clone IMAGE:2163256 3', mRNA 
sequence /clone=IMAGE:2163256 
/clone end=3' /ab=AI4Q880'5 lni=41Q{\7R7 
/ug=Hs.436349 /len=460 


AI498805 


Hs.436349 




6604 


0.020482 


splicing factor, arginine/serine-rich 1 
(splicing factor 2, alternate splicing factor) 
(SFRS1 ), mRNA /cds=(36,782) 
/ab=NM 006924 /ai=1 9923382 
/ug=Hs.73737 /len=2708 


NM_006924 


Hs.73737 


NP_008855 


6607 


0.011469 


eukaryotic translation initiation factor 2, 
subunit 1 alpha, 35kDa (EIF2S1), mRNA 
/cds=(100 1047Wab=NM 004094 
/gi=1 9923248 /ug=Hs.151777 /len=2992 


NM_004094 


Hs. 151 777 


NP_004085 


6618 


0.014931 


eukaryotic translation elongation factor 1 
gamma (EEF1G), mRNA /cds=(38, 1351) 
/gb=NM_001404 /gi=25453475 
/ug=Hs.256184/len=1429 


NM_001404 


Hs.256184 


NP_001395 


6622 


0.036914 


aquaporin 1 (channel-forming integral 
protein, 28kDa) (AQP1 ), mRNA 
/cds=(39,848) /gb=NM_000385 
/gi=4755121 /ug=Hs.76152 /len=1662 


NM_000385 


Hs.76152 


NP_000376 
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No. 


6635 


0.021781 


mitochondrial ribosomal protein L19 
(MRPL19), nuclear gene encoding 
mitochondrial orotein mRNA 
/cds=(59,901) /gb=NM_014763 
/gi=2 1735600 /ug=Hs.75574 /len=1347 


NM_014763 


Hs.75574 


NP_055578 


6636 


0.023148 


DEAD/H (Asp-Glu-Ala-Asp/His) box 
polypeptide 1 5 (DDX1 5), mRNA 
/cds=M62 2603* /ab=NM 001358 
/gi=4557516 /ug=Hs.5683 /len=3028 


NM_001358 


Hs.5683 


NP_001349 


6642 


0.0261 


runt-related transcription factor 1 (acute 
myeloid leukemia 1; amh oncogene) 

(RUNX1^ mRNA /rd^=^44*S 1887^ 
/gb=NMJD01754 /gi=19923197 
/ug=Hs.129914/len=6212 


NM_001754 


Hs.129914 


NP_001745 


6643 


0.00527 


proteasome (prosome, macropain) 
subunit bpta tvnp 3 (PSMR^ mRNA 
/cds=(79,696) /gb=NM_002795 
/gi=22538464 /ug=Hs.82793 /len=784 


NM_002795 


Hs.82793 


NP_002786 


6646 


0.007056 


protein phosphatase 1 , regulatory 
(inhibitor^ subunit 12A (PPP1R12A* 
mRNA /cds=(1 ,3093) /gb=NM_002480 
/gi=4505316 /ug=Hs. 16533 /len=4613 


NM_002480 


Hs.16533 


NP_002471 


6650 


0 00420? 


tptratrir'n hp nti Hp rpnppt Hnmain 1 ("X~TC\'\\ 
icu an ivs\j|jc}juuc i cpca i uui i ion i i ^ i i w i j , 

mRNA /cds=(51, 929) /gb=NM 003314 
/gi=4507710 /ug=Hs.7733 /len=1407 


NM 00T^14 


1 lO. / 1 \J\J 


NP_003305 


6661 


0.008722 


stromal antigen 1 (STAG1), mRNA 
/cds=(401,4177) /gb=NM_005862 
/ni=*i0^90fi? /un=H<5 9fifi14ft l\^n-AXK7 


NM_005862 


Hs.286148 


NP_005853 


6677 


0.001344 


solute carrier family 25 (mitochondrial 
carrier; adenine nucleotide translocator), 
member 5 (SLC25A5), nuclear gene 

pn^nriinn mitnr^hrinririal nrotpin mPMA 

CllUUUIIiy 1 1 lllVJL/l IUI IUI ICM plwLClll, llirxtNAA 

/cds=(69,965) /gb=NM_001 152 
/gi=4502098 /ug=Hs.79172 /len=1225 


NM_001152 


Hs.79172 


NP 001143 


6678 


0 006566 


x/p^iMp-^i^^nriatprl mpmhranp nrntpin ft 

(endobrevin) (VAMP8), mRNA 
/cds=(54,356) /gb=NM_003761 
/ai=14043025 /ua=Hs 172684 /lpn=702 


NM 00^761 

INI VI UV/Oi U 1 


1 lO. If tUU*t 


NP_003752 


6679 


0.018081 


hypothetical protein PP1057 (PP1057), 
mRNA/cds=(498,971) /gb=NM_031285 
/gi=13775195 /ug=Hs.108557 /len=2030 


NM_031285 


Hs. 108557 


NP_1 12575 


6680 


0.027691 


KIAA1483 protein (KIAA1483), mRNA 
/cds=(136,1680) /gb=NM_020861 
/gi=24308240 /ug=Hs.24106 /len=3105 


NM 020861 


Hs 24106 


NP_065912 


6691 


0.043576 


runt-related transcription factor 3 
(RUNX3), mRNA /cds=(1 0,1 257) 
/gb=NM_004350 /gi=4757917 
/ug=Hs.170019/len=3809 


NM_004350 


Hs.170019 


NP_004341 
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Mccession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


6692 


0.008722 


mitochondrial ribosomal protein S18B 
(MRPS18B), nuclear gene encoding 
mitnrhnnririal nrotpin mRNA 
/cds=(38,814) /gb=NM_014046 
/gi=16554601 /ug=Hs.274417 /len=1439 


NM_0 14046 


Hs.274417 


NP_054765 


6693 


0.002054 


PHD finger protein 1 (PHF1), transcript 

variant ? mRNA /cds=f216 1Q1Q^ 
/oh=NM 09416*5/01=1^4^^6 
/ug=Hs. 166204 /len=2260 


NM_024165 


Hs. 166204 


NP_077084 


6707 


0.005674 


NADH dehydrogenase (ubiquinone) 1 
beta suheomnlex 6 17kDa fNDUFRFrt 
mRNA /cds=( 104,490) /gb=NM_002493 
/gi=20149518 /ug=Hs.109646 /len=733 


NM_002493 


Hs. 109646 


NP_002484 


6708 


0.007578 


erythroid differentiation-related factor 1 


AF040247 






6713 


0 00489 


cDNA FL I?^fi48 fi<; Hnnp HOI 0471 R 
/gb=AK074228 /gi=18676772 
/ug=Hs.375782 /len=2295 


AKD74298 


Hs.375782 




6714 


0 006106 

\J . \J UU 1 \J\J 


rhrnmn^nmp 0C\ onpn reariinn framp 4^ 

Ul 11 Ul 1 IWOUI 1 IC £-\J \J ' 1 ICuUINU IICIIIIC tJ 

(C20orf43), mRNA /cds=(71 ,991 ) 
/gb=NM_016407 /gi=7705482 
/ug=Hs. 182281 /len=1639 


MM nifi4ri7 


Hs. 182281 


NP_057491 


6718 


0 00489 


nuclponorin 210 (NIUP?1fn mRNA 
/cds=(84,5747) /gb=NM 024923 
/gi=274771 33 /ug=Hs.270404 /len=71 91 


NM 094Q91 

INIVI Ut.t Ji. J 


Hs.270404 


NP_079199 


6728 


0.043576 


Kelch-like ECH-associated protein 1 

i'KFAPI^ mRNA /rH<:=M 1^ 1Qft7\ 

/gb=NM_012289/gi=22027641 
/ug=Hs.57729 /len=2513 


NM_012289 


Hs.57729 


NP_036421 


6734 


0.006566 


PAI-1 mRNA-binding protein (PAI-RBP1), 

mRNA /rdc;=i'ftfi 194Q\ /nh=NM m^fiAO 
iiir\iN/"\ /ouo~^oo, ifcHsj /yu—iNivi u luotu 

/gi=7661625 /ug=Hs.165998 /len=2201 


NM_0 15640 


Hs. 165998 


NP_056455 


6735 


7.88E-04 


DKFZp586J021 (from clone 

/gb=AL1 1 01 97 /gi=581 7115 /ug=Hs.6441 
/len=1896 


AL1 10197 


Hs.6441 


NP_003246 


6744 


0.031117 


ribosomal protein, large, P0 (RPLP0), 

trancrrint variant 0 mRNA 

LI C3I loUl I pi Val IO III 11 1 1\ 1 N AA 

/cds=(1 1 1 ,1064) /gb=NM_053275 
/gi=16933545 /ug=Hs.40651 1 /len=1148 


NM_053275 


Hs.406511 


NP_444505 


6750 


0.008722 


ADP-ribosylation-like factor 6 interacting 
protein 4 (ARL6IP4), mRNA 
/cds=(63,719) /gb=NM_016638 
/gi=7706183 /ug=Hs. 103561 /len=952 


NM 016638 


Hs. 103561 


NP_061164 


6752 


0.023148 


tumor endothelial marker 6 (TEM6), 
mRNA /cds=(93,3710) /gb=NM_022748 
/gi=17511208 /ug=Hs.12210/len=6702 


NM_022748 


Hs.12210 


NP_073585 
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Accession 

No. 


Protein 

Accession 

No. 


6755 


0.024587 


solute carrier familv 25 ( mitochondrial 
carrier; phosphate carrier), member 3 
(SLC25A3), nuclear gene encoding 
mitochondrial protein, transcript variant 
1b mRNA/cds=(49 1134) 

■ W, 1 1 II XI » » VVW I ~ W , 1 1 W~ 1 

/gb=NM_002635 /gi=4505774 
/ug=Hs.78713/len=1330 


NM 002635 


Hs.78713 


NP_005879 


6758 


0.039034 


proteasome (prosome, macropain) 26S 
subunit ATPase 2 fPSMC2^ mRNA 

wUUUI III, / » 1 1 uOC, £— \\ UIVIV£i j , III! \l 

/cds=(71,1372) /gb=NM_002803 
/gi=24430152 /ug=Hs.61153 /len=1545 


NM_002803 


Hs.61153 


NP_002794 


6760 


0.027691 


2-hydroxyphytanoyl-CoA lyase (HPCL2), 
mRNA/cds=M00 1836Wab=NM 012260 
/gi=6912417 /ug=Hs.63290 /len=1976 


NM_012260 


Hs.63290 


NP_036392 


6772 


0.018081 


hypothetical protein FLJ22301 
(FLJ22301), mRNA /cds=(696,2054) 
/gb=NM_024836 /gi=1 3376246 
/ug=Hs.181406 /len=2952 


NM_024836 


Hs. 181406 


NP_079112 


6774 


0.012262 


echinoderm microtubule associated 
orotein like 4 (EML4) mRNA 
/cds=(237,31 82) /gb=NM_01 9063 
/gi=1 9923496 /ug=Hs.333555 /len=5539 


NMJ)19063 


Hs.333555 


NP_061936 


6788 


0.004203 


S100 calcium binding protein A6 
(calcyclin) (S100A6), mRNA 
/cds=M03 375Wab=NM 014624 

/ vUw ^ i w w , w f \j i fvJk/ mivi \J i^wt,*t 

/ai=9845517 /ua=Hs 275243 /len=470 


NM_014624 


Hs.275243 


NP_055439 


6793 


0.018081 


transforming growth factor, beta receptor 
III (betaglycan, 300kDa) (TGFBR3), 
mRNA /cds=(349,2898) /gb=NM_003243 
/ai=4507470 /ua=Hs 342874 /len=4208 


NM_003243 


Hs 342874 


NP 003234 


6810 


0.003893 


KIAA0538 protein, partial cds 


AB011110 




NP 008920 


6811 


' 0.03489 


pleckstrin domain interacting protein 
fPHIP) mRNA /cds=(306 2429} 
/gb=NM_017934 /gi=20149647 
/ug=Hs.10177/len=2573 


NM_017934 


Hs.10177 


NP_060404 


6813 


0.013991 


constitutive Dhotomorohoaenic orotein 

Wl 1 w kl Lvl LI V w lt/1 1 1 1 IXy 1 1 1 ^^-4 w 1 1 1 VV 1*/ 1 V/ L w III 

(C0P1), mRNA /cds=(1, 2196) 
/gb=NM_022457 /gi=21 359962 
/ug=Hs. 1 05737 /len=2 1 96 


NM 022457 


Hs. 105737 


NP_071902 


6816 


0.00242 


oxysterol binding protein 1 (OSBP1) 
gene, exons 13 and 14, and complete cds 


AF 185705 






6821 


0.020482 


ribosomal protein L15 (RPL15), mRNA 
/cds=(37,651 ) /gb=NM_002948 
/gi=15431292 /ug=Hs.74267 /len=2018 


NM_002948 


Hs.74267 


NP_002939 
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No. 


Protein 
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6840 


0.031117 


FK506 binding protein 7 (FKBP7), mRNA 
/cds=(96,875) /gb=NM_016105 
/ai=23618828 /ua=Hs 344379 /len=1067 


NM_016105 


Hs. 344379 


NP_851939 


6850 


0.043576 


jumping translocation breakpoint (JTB), 
mRNA/cds=(433,873) /gb=NM_006694 
/gi=5729888 /ug=Hs.6396 /len=1040 


NM_006694 


Hs.6396 


NP_006685 


6862 


0 006566 


/cds=(27,3560) /gb=NM_012201 
/gi=6912389 /ug=Hs.78979 /len=3909 


NM 012201 


Hs.78979 


NP_036333 


6873- 


0 00189 


coated vesicle membranp nrotein 
(RNP24), mRNA/cds=(24,629) 
/gb=NM_006815 /gi=21314646 
/ug=Hs.75914/len=2060 


NM 006815 


Hs.75914 


NP_006806 


6875 


0.016974 


cDNAFLJ 12924 fis, clone 

NT2RP2004709. /gb=AK022986 

/ai= 10434694 /ua=Hs 38034 /len=2667 


AK022986 


Hs.38034 




6880 


0.023148 


cytochrome c oxidase subunit Vila 
polypeptide 1 (muscle) (COX7A1), 
nuclear gene encoding mitochondrial 
orotein mRNA /cds=(463 702} 
/gb=NM_001864 /gi=18105034 
/ug=Hs.421621 /len=783 


NM_001864 


Hs.421621 


NP_001855 


6889 


0.001232 


clone MGC:9929 IMAGE:3873001, 
mRNA mmnlptp rd<? /rds=M49 
/gb=BC040341 /gi=25955484 
/ug=Hs.314169 /len=5328 


BC040341 


Hs.314169 




6892 


0.020482 


hypothetical protein FLJ 10420 

(F[ 110490^ mRNA /rrte=fT4 fl? 1 ^ 
/gb=NM_01 8090 /gi=201 27581 
/ug=Hs.289087 /len=2046 


NM_018090 


Hs.289087 


NP_060560 


6897 


0.043576 


FLJ14613fis, clone NT2RP1001113, 
highly similar to Homo sapiens CTL2 
aene /cds=UNKNOWN /ab=AK027'i19 
/gi=14042254 /ug=Hs.105509 /len=3310 


AK027519 


Hs. 105509 


NP_065161 


6903 


8.63E-04 


Similar to expressed sequence 
AU043625, clone MGC:48919 
IMAGE'5575580 mRNA eomnlete cds 
/cds=(1 70,2206) /gb=BC041 167 
/gi=27371019 /ug=Hs.72242 /len=4941 


BC041167 


Hs.72242 


NPJD65824 


6906 


0.00489 


polymerase (RNA) II (DNA directed) 
polypeptide F (POLR2F), mRNA 
/cds=(79,462) /gb=NM 021974 
/gi=14602451 /ug=Hs.46405 /len=546 


NM_021974 


Hs.46405 


NP_068809 


6910 


0.043576 


Cip1 -interacting zinc finger protein (CIZ1), 
mRNA /cds=( 152,2692) /gb=NM_012127 
/gi=6912307 /ug=Hs.23476 /len=2821 


NM_012127 


Hs.23476 


NP_036259 
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Protein 

■ ■ \J V v III 

Accession 
No. 


6920 


0 043576 

w . V I v w 1 \J 


thioredoxin fTXN) mRNA /cds=f64 381} 
/gb=NM_003329 /gi=4507744 
/ug=Hs.432922 /len=501 


NM 00"??9Q 

1 ^1 IVI UvJOfc \J 


ilo.HO^icJ^.^. 


NP_003320 


6921 


0.002054 


drebrin 1 (DBN1), transcript variant 2, 
mRNA/cds=(611 2566Wab=NM 080881 
/gi=1 8426912 /ug=Hs.89434 /len=3383 


NM_080881 


Hs.89434 


NP_543157 


6930 


0 021781 


HMT1 hnRNP mpth\/ltr?inc;fprac;p-likp 1 

i ■ i vi i i i ii ii \ i ir 1 1 loiiiy ili ai ioi d cioc nr\c i 

(S. cerevisiae) (HRMT1L1), mRNA 
/cds=(166,1467) /gb=NM_001535 
/gj=4504494 /ug=Hs.235887 /len=2093 


nm noises 

l>ilVI wU 1 JOJ 




NP_001526 


6935 


0.014931 


FtsJ 3 (E. coli) (FTSJ3), mRNA 

/cdq=<72 2615Wab=NM 017R47 

/gi=1 701 7990 /ug=Hs.257486 /len=2999 


NM_017647 


Hs.257486 


NP_060117 


6938 


0.001737 


guanine nucleotide binding protein (G 

mRNA /cds=(333.1355) /gb=NM_002074 
/gi=20357526 /ug=Hs.215595 /len=3147 


NM_002074 


Hs.215595 


NP_002065 


6956 


0.001232 


DNA from chromosome 19-cosmid 
R30879 containing USF2, genomic 
^pmipnrp 


AD000684 






6957 


0.007578 


ATP synthase, H transporting, 
mitochondrial F1 complex, 0 subunit 
(oligomycin sensitivity conferring protein) 

/gb=NM_001697 /gi=4502302 
/ug=Hs.433960 /len=772 


NM_001697 


Hs.433960 


NP 001688 

1^1 WW 1 www 


U3JO 




r^rinin rornn n itio n r»ftmr\lDv ci iKi in if ^ lil^o 

uiiym i truuy i iiiiuf i uunipicx, ouuunii o-ni\e 
(yeast) (ORC5L), mRNA /cds=(89, 1396) 
/gb=NM_002553 /gi=4505524 
/ug=Hs.153138/len=1901 


kim nn9^^7 


He 

ns. i oo i oo 


NP_002544 


6973 


7.58E-05 


mRNA; cDNA DKFZp313P0434 (from 
rlonp DKF7n^1 "KP(SA'\A\ /nh=AI 8^970? 

/gi=21 733281 /ug=Hs.125019 /len=2995 


AL832702 


Hs.125019 




6987 


0.015924 


carnitine palmitoyltransferase II (CPT2), 

nuHparnpnp pnpnriinn mitnf*hnnrlrisil 

iiuuicai yci ic diwVJUiiiy 1 1 niUwiiui ivji icti 

protein, mRNA /cds=(51 7,2493) 
/gb=NM 000098 /gi=4503022 
/ug=Hs.274336 /len=3090 


NM_000098 


Hs.274336 


NP_000089 


6999 


0.024587 


ring finger protein 20 (RNF20), mRNA 
/cds=(91,3018) /gb=NM_019592 
/gi=16554452 /ug=Hs.168095 /len=3936 


NM 019592 


Hs 168095 

1 lw> 1wwwwv</ 


NP_062538 


7019 


2.63E-05 


hypothetical protein MGC 10986 
(MGC10986), mRNA /cds=( 145, 528) 
/gb=NM_030576 /gi=22095372 
/ug=Hs.50601 /len=3178 


NMJJ30576 


Hs.50601 


NP_085053 



70 



Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


d -value 


Descriotion 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7032 


0.01925 


NADH:ubiquinone oxidoreductase MLRQ 
subunit (LOC56901), mRNA 
/cds=(274,537) /gb=NM_020142 
/gi=201 27589 /ug=Hs.1 10024 /len=1284 


NM_020142 


Hs. 11 0024 


NP_064527 


7048 


0 031117 


twisted aastrulation 1 (DrosoDhila^ 
(TWSG1), mRNA /cds=(1 06,777) 
/gb=NM_020648 /gi=21 314788 
/ug=Hs.247302 /len=3693 


NM 020648 


Hs.247302 


NP_065699 


7052 


0 013991 


SUMO-1-SDecific Drotease (SUSP1^ 
mRNA /cds=(1,3339) /gb=NM_015571 
/gi=766231 1 /ug=Hs.27197 /len=4210 


NM 015571 

I^IIVI V 1 vvl 1 


Hs.27197 


NP_056386 


7092 


0.048543 


chromosome condensation 1 (CHC1), 
mRNA /cds=f 287 1552Wab=NM 001269 
/ai=20149512 /ua=Hs 84746 /len=2559 


NM_001269 


Hs. 84746 


NP_001260 


7103 


0.014931 


sialidase 1 flvsosomal sialidase) (NEU1) 
mRNA/cds=(130,1377)/gb=NM 000434 
/gi=4557790 /ug=Hs.1 18721 /len=1894 


NM 000434 

1 ll»l V/W~w~ 


Hs. 11 8721 


NP_000425 


7105 


0.001344 


PRO0657 


AAF24054 






7137 


0.018081 


DEAD (aspartate-glutamate-alanine- 
aspartate) box polypeptide 6 (Ddx6) 


NM_007841 






7142 


0.007578 


eukaryotic translation elongation factor 1 
alpha 1 (EEF1A1), mRNA/cds=(63,1451) 
/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


7149 


0 023148 


solute carrier familv 25 f mitochondrial 

wWIU Lw VsGII llwl 1 CJ 1 1 Illy £— \J t|| NlUvl 1 \J 1 IUI 1 CI 1 

carrier; phosphate carrier), member 3 
(SLC25A3), nuclear gene encoding 
mitochondrial protein, transcript variant 
1b mRNA /cds=f49 1134^ 
/gb=NM_002635 /gi=4505774 
/ug=Hs.78713/len=1330 


NM 002635 


Hs.78713 


NP_005879 


7159 


0.021781 


myosin, heavy polypeptide 3, skeletal 
muscle embrvonic (MYH3^ mRNA 

1 1 iuouio, ci I I VJ% y \jt i IV/ yivi I I \\jjy \\\\\Wr\ 

/cds=(85,5907) /gb=NM_002470 

/gi=1 1342671 /ug=Hs. 173084 /len=6032 


NM_002470 


Hs. 173084 


NP_002461 


7163 


0.032959 


KIAA0652 gene product (KIAA0652), 
mRNA /cds=(309, 1 862) /gb=NM 014741 
/gi=7662225 /ug=Hs.79672 /len=4040 


NM_014741 


Hs.79672 


NP_055556 


7165 


0.0261 


zinc finger protein 25 (KOX 19) (ZNF25), 
mRNA/cds=(106,1476)/gb=NM 145011 
/gi=24462252 /ug=Hs.5856 /len=3736 


NM_145011 


Hs.5856 


NP_659448 



71 



Genes Corresponding To Differentially Expressed Genes in Figure 12 - Hypertension 




Spot 


p-value 
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Gene 

Accession 

No. 


Unigene 

nUUcoolUI 1 

No. 


Protein 

Accession 

No. 


7177 


0.005674 


aminomethyltransferase (glycine 
cleavage system protein T) (AMT), mRNA 
/cds=M46 1357} /ab=NM 000481 
/gi=4502082 /ug=Hs.102 /len=2119 


NM_000481 


Hs.102 


NP_000472 


7199 


8.63E-04 


putative dimethyladenosine transferase 
(HSAQ761} mRNA /cds=f79 1020^ 
/gb=NM_014473 /gi=7657197 
/ug=Hs.125819/len=1505 


NM_014473 


Hs. 12581 9 


NP_055288 


7216 


0.046005 


cDNA FLJ37923 fis, clone 
CTONG1 000283, weakly similar to BETA- 
CATFNIN /ah=AK0Q'i?42 /ni=917 ( i44 I i t i 
/ug=Hs.382858 /len=2791 


AK095242 


Hs.382858 




7221 


0.041254 


602410168F1 NIH_MGC_92 cDNA clone 
IMAGE:4538560 5', mRNA sequence 
/clone=IMAGE 4538560 /clone end=5' 
/gb=BG394022/gi=1 3287470 
/ua=Hs 42 1 597 /len=1 059 


BG394022 


Hs.421597 

• 




7224 


0.046005 


hypothetical protein FLJ20312 
(FLJ20312), mRNA/cds=(384,803) 
/gb=NM_017761 /gi=20127576 
/ua=Hs 7862 /len=2382 


NM_017761 


Hs.7862 


NP_060231 


7228 


3.02E-04 


hypothetical protein FLJ10254 (RefSeq 
aa 7e-30) 


NP_060511 






7231 


0.048543 


clone MGC:29744 IMAGE:3347567, 

/gb=BC021250 /gi=20987353 
/ug=Hs.29645 /len=2712 


BC021250 


Hs.29645 


NP_612373 






piULdll lyivJolllC yJ\ lUopi IctldoC, HUM 

receptor type 12 (PTPN12), mRNA 
/cds=(30,2372) /gb=NM_002835 
/gi=18375651 /ug=Hs.62 /len=3161 


mm nn^ft^s 




NP_002826 


7240 


0.03489 


block of proliferation 1 (BOP1), mRNA 
/rd<;=f43 2283Wnh=NM 015201 
/ai=21 389316 /ua=hte 30736 /le>n=23Q6 


NM_015201 


Hs.30736 


NP_056016 


7245 


0.005674 


cDNA FLJ90297 fis, clone 
NT2RP2000447, moderately similar to 
GOLGIN-95 /cds=(333 728} 
/gb=AK074778 /gi=22760446 
/ug=Hs.405809 /len=2520 


AK074778 


Hs.405809 




7282 


0.018081 


glutaminase isoform C mRNA, 3'UTR 


AF097494 




NP 055720 


7283 


0.031117 


HSPC056 protein (HSPC056), mRNA 
/cds=(145,972) /gb=NM_014154 
/gi=7661763 /ug=Hs.422287 /len=2879 


NM_014154 


Hs.422287 


NP_054873 


7284 


0.048543 


GK003 protein (GK003), mRNA 
/cds=(1 0,690) /gb=NM 020192 
/gi=21281666 /ug=Hs.83313 /len=901 


NM_020192 


Hs.83313 


NP_064577 
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Spot 


p-value 
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Gene 
No. 


Unigene 
Accession 

No 


Protein 

Accession 

No. 


7306 


0 043576 


onlni autnantinpn aoloin subfamilv b 
macrogolgin (with transmembrane 
signal), 1 (GOLGB1), mRNA 

/gi=4758453 /ug=Hs.7844 /len=10300 


NM 004487 


Hs.7844 


NPJ304478 


7315 


0.013102 


Hypothetical protein(cDNA: FLJ20994 fis, 
rlonp nAE0?45^ 


AK024647 






7319 


0.010015 


mRNA for KIAA0276 gene, partial cds. 
/cds=(1,932) /gb=D87466 /gi=1665816 
/ug=Hs.240112/len=4185 


D87466 


Hs 240112 




7327 


0.012262 


tumor endothelial marker 6 (TEM6), 
mRNA /rd<5=i / Q3 371 0^ /nh=NM 02274ft 
/gi=1 751 1208 /ug=Hs. 12210 /len=6702 


NM_022748 


Hs.12210 


NP_073585 


7332 


0.027691 


a disintegrin-like and metalloprotease 

I'rpnrnlv^in tvnp^ with thrnmhnQnnnHin 

type 1 motif, 1 (ADAMTS1). mRNA 
/cds=(294,3146) /gb=NM_006988 
/gi=1 1038653 /ug=Hs.8230 /len=4459 


NMJ306988 


Hs.8230 


NP_008919 


7367 


0 009349 


cDNA - FLJ21488 fis clonp COl 0«544«i 
/gb=AK025141 /gi=10437599 
/ug=Hs,406852 /len=2677 


AK025141 


Hs.406852 




7372 


0 032959 


mRNA- rDNA DKFZD727IO I i1 ffrnm rlnnp 

DKFZp727l051); partial cds 
/cds=(1 ,2099) /gb=AL1 1 7478 
/gi=5911952 /ug=Hs.239370 /len=2480 


Al 11747ft 


Hs.239370 


NP_056412 


7376 


0 016Q74 


KIAAIRfTi nrntpin fKIAAIftO 1 ^ mRNA 
/cds=(55,1758) /gb=NM_032434 
/gi=24308327 /ug=Hs.294122 /len=2873 


INIVI_UO^*tO*t 


Hs.294122 


NP_1 15810 


7383 


0.006566 


mannose receptor, C type 1 (MRC1), 

mRNA /rd<;=M04 AA1A\ /nh=MM 00943ft 

/gi=4505244 /ug=Hs.75182 /len=5185 


NM_002438 


Hs.75182 


NP_002429 




0 flf)4 I ?3fi 

U.UUtwwU 


V 1 1 ICI 1 1 1 lUotUIUdpUl ICUI ULIU IIUI UOdl OUI l la 

oncogene (avian) (MAF), mRNA 
/cds=(808,2019) /gb=NM_005360 
/gi=5453735 /ug=Hs,30250 /len=2145 


mm nn^fin 

IN IVI UUjODU 


Hs.30250 


NP_005351 


7392 


0.031117 


cDNA FLJ30250 fis, clone 
BRACE2002304. /gb=AK054812 
/ai=1fi^4Q424 /nn=H<; 318Q77 /lpn=?14fi 


AK054812 


Hs.318977 




7394 


7.18E-04 


cDNA FLJ 10785 fis, clone 
NT2RP4000457, weakly similar to 
UBIQUITIN CARBOXYL-TERMINAL 
HYDROLASE 15 (EC 3.1.2.15). 
/cds=(383,3424) /gb=AK001647 
/gi=7023028 /ug=Hs.96513 /len=3424 


AK001647 


Hs 96513 




7395 


0.006106 


PDZ domain protein (Drosophila inaD- 
like) (INADL), mRNA /cds=(1, 5406) 
/gb=NM_1 70605 /gi=248501 1 8 
/ug=Hs.321197 /len=5406 


NM_1 70605 


Hs.321197 


NP_795353 
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Gene 

ArrpQQ inn 

No. 


Unigene 

nUvvOglUI 1 

No. 


Protein 

Accession 

No. 


7407 


4.48E-04 


myosin phosphatase target subunit 2 
(MYPT2) gene, exons 1 1 through 24, and 
complete cds 


AF324892 






7409 


0.046005 


similar to glycoprotein 330 (H. sapiens) 
(LOC127827) mRNA 


XMJD60698 






7425 


0.013991 


FLJ32759 fis, clone TESTI2001 793, 
moderately similar to Human B219/OB 
receptor isoform HuB219.1 precursor 
mRNA /cds=UNKNOWN /gb=AK057321 
/ai=16552966 /ua=Hs 351657 /len=1763 


AK057321 


Hs.351657 




7435 


0.039034 


spastic paraplegia 7, paraplegin (pure 
and complicated autosomal recessive) 
(SPG7) mRNA/cds=n3 2400) 
/gb=NM_0031 19 /gi=4507172 
/ug=Hs.296847 /len=3087 


NM_003119 


Hs.296847 


NP_003110 


7452 


7.88E-04 


hypothetical protein PRO1051 
(PRO1051) mRNA /cds=(755 1003) 
/gb=NM_01 8572 /gi=8924004 
/ug=Hs.326548/len=1393 


NM_018572 


Hs. 326548 


NP_061042 


7459 


0 004536 


Droteasome fnrosome macronain) 26S 
subunit, non-ATPase, 13 (PSMD13), 
mRNA/cds=(70,1200)/gb=--NM 002817 
/gi=4506222 /ug=Hs.279554 /len=1584 


NM 002817 


Hs 279554 


NP_787128 


7471 


0 013102 


clone I MAGE- 510? 140 mRNA 
/gb=BC041960 /gi=27469467 
/ug=Hs.442622 /len=1510 


RP041Q6n 


l-te 442622 




7473 


0 043576 


pnhanrpr nf nnlvrnmh 1 iTlrnQnnhila^ 

(EPC1 ), mRNA /cds=(271 ,2781 ) 
/gb=NM_025209 /gi=24475703 
/ug=Hs. 129998 /len=2913 


MM 02^20Q 


no. I^,c?c7i70 


NP_079485 


7490 


0 00489 


troDonin T2 rarriiar n"NNT2^ mRNA 
/cds=(51,917) /gb=NM_000364 
/gi=4507626 /ug=Hs.296865 /len=1 124 


NM 000364 

INIVI UVJUJUt 


H<; 2Q6R65 


NP_000355 


7491 


0.031117 


chromosome 20 open reading frame 149 
(C20orf149), mRNA /cds=(1 50,494) 
/gb=NM_024299 /gi=1 3236523 
/ug=Hs.79625 /len=803 


NM_024299 


Hs.79625 


NP_077275 


7492 


0.046005 


ni59g06.s1 NCI_CGAP_Ov2 cDNA clone 
IMAGE:981 178 similar to contains Alu 
repetitive element;, mRNA sequence 
/clone=IMAGE:981 178 /gb=AA526325 
/gi=2268394 /ug=Hs.404464 /len=503 


AA526325 


Hs.404464 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7498 


0.036914 


UI-H-DF1-auj-l-12-0-Ul.s1 
NCI_CGAP_DF1 cDNA clone 
IMAGE:5870363 3', mRNA sequence 
/clone=IMAGE 5870363 /clone end=3' 
/qb=BM991698/qi=1 971 1087 ~ 
/ug=Hs.355489/len=1105 


BM991698 


Hs. 355489 




7508 


0.021781 


mRNA for RCC1-like protein (TD-60 
gene) /cds=(236.1804) /gb=AJ421269 
/ai=27526612 /ua=Hs 284146 /len=4114 


AJ421269 


Hs.284146 


NP_061185 


7515 


4.06E-04 


FLJ11708 fis, clone HEMBA1005123 


AK021770 




NP 803882 


7518 


0.023148 


FLJ21950 fis, clone HEP04949 


AK025603 




NP 054900 


7520 


0.008133 


hypothetical protein FLJ10350 
(FLJ10350), mRNA/cds=(676,2340) 
/qb=NM 01 8067 /qi=21 361 780 
/ug=Hs. 177596 /len=2811 


NM_018067 


Hs. 177596 


NP_060537 


7532 


0.011469 


a disintegrin and metalloproteinase 
domain 33 (ADAM33), transcript variant 
1, mRNA /cds=(88,2529) 
/gb=NM_025220 /gi=24041037 
/ug=Hs.173716/len=3594 


NM_025220 


Hs.173716 


NP_694882 


7535 


0.046005 


hypothetical protein MGC5242 
(MGC5242), mRNA /cds=(267, 656) 
/gb=NM_024033/gi=13162284 - 
/ug=Hs.77365/len=1498 


NM_024033 


Hs. 77365 


NP_076938 


7536 


0.039034 


inhibitor of growth family, member 1 
(ING1) mRNA /cds=(433 1701} 
/gb=NM_005537 /gi=1 9923770 
/ug=Hs.46700 /len=2886 


NM_005537 


Hs.46700 


NP_005528 


7543 


0.032959 


hypothetical protein FLJ20255 
(FLJ20255} mRNA /cds=M46 1090) 
/gb=NM_017728 /gi=8923229 
/ug=Hs. 1 5797 /len=1 769 


NM_017728 


Hs. 15797 


NP_060198 


7548 


0.048543 


methionine adenosyltransferase II, beta 
(MAT2B) mRNA /cds=(73 1077) 
/gb=NM_013283 /gi=20127525 
/ua=Hs 54642 /len=2054 


NM_013283 


Hs.54642 


NP_037415 


7553 


0.023148 


hypothetical protein FLJ 10276 
(FLJ10276), mRNA/cds=(18,1310) 
/gb=NM_018045 /gi=8922323 
/ug=Hs.333149 /len=2826 


NM_018045 


Hs.333149 


NP_060515 


7554 


0.01072 


mRNA IRO40627 full length insert cDNA 
clone EUROIMAGE 40627 


AL1 09779 




NP_075379 


7564 


0.018081 


paired basic amino acid cleaving system 
4 (PACE4), transcript variant 1, mRNA 
/cds=(31 5,3224) /gb=NM_002570 
/gi=20336178 /ug=Hs.170414 /len=4553 


NM_002570 


Hs.170414 


NP_612198 
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VJCIIC 

Accession 
No. 


1 Jninpnp 

Accession 
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Protein 
No. 


7591 


0 002844 


nlinma tumnr ^unnrp^or r^nrJiftotp 

Mllwl 1 la IUIIIUI OU|J|JI tOOUl bal lUIVJGlL^ 

region gene 2 (GLTSCR2), mRNA 
/cds=(53,1489) /gb=NM_015710 
/ai=21^^QQ0^ /ua=H<? 421Q07 /lpn=1610 


NM 015710 


hk4?1Q07 


NP_056525 


7592 


0.012262 


KIAA1221 protein (KIAA1221), mRNA 
/cds=(1 29,4037) /gb=NM_032186 


NM_032186 


Hs. 173001 


Kip 115562 


7599 


0.01072 


fibrinogen, B beta polypeptide (FGB), 
mRNA /cds=(9,1484) /gb=NM_005141 
/gi=1 1761630 /ug=Hs.7645 /len=1918 


NM_005141 


Hs.7645 


NP 005132 


7608 


0 002844 


WW4"i nrntpin fWW45^ mRNA 
/cds=(339,1490) /gb=NM_021818 
/gi=1 886091 3 /ug=Hs.288906 /len=3031 


NM 091818 




NP_068590 


7618 


0.031117 


hypothetical protein FLJ11240 

fFLJ11240^ mRNA /rri<i=r?fi 1848^ 
/gb=NM_018368 /gi=8922955 
/ug=Hs.339833 /len=1947 


NM_018368 


Hs.339833 


NP_060838 


7630 


8 63E-04 


^vnant'nnpmal rnrnnlpy nrntpin 9 

Oyi lupivl ICI 1 1GI l/VJI 1 IjJICA |JI UlCII 1 £- 

(SYCP2), mRNA/cds=(14,4606) 
/gb=NM_014258 /gi=7657634 
/ug=Hs.202676 /len=4967 


NM 01495ft 




NP_055073 


7631 


2.47E-04 


mRNA for KIAA0794 protein, partial cds. 

/cds=f1 1473^ /nh=ARD18^'V7 
/gi=3882308 /ug=Hs. 127287 /len=4656 


AB018337 


Hs. 127287 




7632 


0.020482 


nuclear factor of kappa light polypeptide 
gene enhancer in B-cells inhibitor, alpha 
(NFKBIA), mRNA/cds=(95,1048) 
/nh=NM 09n^9Q /ni=10nQ9R1ft 

/ug=Hs.81328 /len=1550 


NM_020529 


Hs.81328 


NP_065390 


7637 


0.008722 


serum response factor (c-fos serum 

rPQnnnQP pIpmpnt-hinHinn tranQprintinn 

ICOpvjIldC CICI 1 ICI 11 LIII IUII ly 11 Gl lOOl l|JUUI 1 

factor) (SRF), mRNA /cds=(359, 1885) 
/gb=NM_003131 /gi=4507204 
/ug=Hs. 155321 /len=4201 


NM_003131 


Hs. 155321 


NP_003122 


7640 


0.002625 


clone IMAGE:5264837, mRNA 
/ug=Hs.247309 /len=2127 


BC035149 


Hs.247309 


NP_003839 


7647 


0.0261 


BCL2/adenovirus E1B 19kD interacting 
orotein Vlikp DKF7n^fifiF0^4 I'frnm 
clone DKFZp566E034); complete cds 
/cds=UNKNOWN /gb=AL1 32665 
/gi=61 37021 /ug=Hs. 132955 /len=3481 


AL1 32665 


Hs. 132955 


NP_004322 


7663 


0.001737 


cDNA FLJ10131 fis, clone 
HEMBA1 003041. /gb=AK000993 
/gi=7021996 /ug=Hs.274128 /len=2065 


AK000993 


Hs.274128 




7665 


0.002625 


putatative 28 kDa protein (LOC56902), 
mRNA /cds=(21 ,779) /gb=NM 020143 
/gi= 100471 39 /ug=Hs. 193384 /len=1194 


NM_020143 


Hs. 193384 


NP_064528 
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Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7666 


5.38E-05 


FLJ14102 fis, clone MAMMA1 000940 
/cds=UNKNOWN /gb=AK024164 
/gi=10436477 /ug=Hs.301811 /len=1878 


AK024164 


Hs.301811 




7673 


0.024587 


hypothetical protein FLJ 10970 
(FLJ10970), mRNA/cds=(229,633) 
/ab=NM 018286 /a i=8922795 
/ug=Hs.?73233 /len=1670 


NM_018286 


Hs. 173233 


NP_060756 


7675 


0.013991 


polymerase (DNA directed), gamma 
(POLG), nuclear gene encoding 
mitochondrial orotein mRNA 
/cds=(283,4002) /gb=NM_002693 
/gi=4505936 /ug=Hs.80961 /len=4465 


NM_002693 


Hs.80961 


NP_002684 


7678 


0.031117 


hypothetical protein FLJ 14007 
(FLJ14007), mRNA /cds=(1 5,821) 
/ab=NM 024699 /ai=1 3375984 
/ug=Hs.99519/len=1793 


NM_024699 


Hs.99519 


NP_078975 


7684 


0.039034 


UI-CF-FN0-aeu-d-04-0-Ul.s1 UI-CF-FN0 
cDNA clone UI-CF-FN0-aeu-d-04-0-UI 3', 
mRNA sequence /clone=UI-CF-FN0-aeu- 
d-04-0-UI /clone_end=3' /gb=BU607402 
/gi=23270719 /ug=Hs.405846 /len=1176 


BU607402 


Hs.405846 




7685 


0.003416 


lymphocyte antigen 75 (LY75), mRNA 
/cds=(54,5222) /gb=NM_002349 
/ai=4505052 /ua=Hs 153563 /len=6928 

' yi ^wwwww^ / wvj i i w . i v/vvvv siwii ww^w 


NM_002349 


Hs. 153563 


NP_002340 


7692 


0.012262 


ribosomal protein L41 (RPL41), mRNA 

/cds=(84,161) /gb=NM_021104 

/ai= 10863874 /ua=Hs 356795 /len=478 

/ H' * vvu / r / w. w i i o . www f ww / Iwl I t r w 


NM_021104 


Hs.356795 


NP_066927 


7693 


9.44E-04 


KIAA1396 protein, partial cds 
/cds=UNKNOWN /gb=AB037817 
/ai=7243172 /ua=Hs 230188 /len=5041 


AB037817 


Hs.230188 




7694 


0.0261 


cDNA FLJ25013 fis, clone CBL01365. 
/ab=AK057742 /ai=16553667 

'yu *« 1 Nw w 1 1 ~ £— *y 1 wwwwW I 

/ug=Hs.380091 /len=2200 


AK057742 


Hs.380091 




7699 


3.02E-04 


mRNA full length insert cDNA clone 
EUROIMAGE 239714. /gb=AL109691 
/gi=5689821 /ug=Hs.306330 /len=1453 


AL1 09691 


Hs. 306330 




7716 


0.001232 


IFNAR gene (HSIFNAR) for interferon 
alDha/beta receDtor 


X60459 






7719 


0.013102 


endothelial differentiation, 
lysophosphatidic acid G-protein-coupled 
receptor, 2 (EDG2), transcript variant 2, 
mRNA /cds=(394, 1488) /gb=NM_057159 
/gi=16950637 /ug=Hs.75794 /len=2732 


NM_057159 


Hs.75794 


NP_476500 


7722 


8.63E-04 


Similar to hypothetical protein MGC4707, 
clone MGC: 19860 IMAGE:3349493, 
mRNA, complete cds /cds=(38,1051) 
/gb=BC013988 /gi=1 5559264 
/ug=Hs.348323 /len=1684 


BC013988 


Hs. 348323 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7724 


0.007056 


tumor necrosis factor receptor 
superfamily, member 11b 
(osteoprotegerin) (TNFRSF11B), mRNA 
/cds=(252,1457) /gb=NM_002546 
/gi=22547122 /ug=Hs.81791 /len=2291 


NM_002546 


Hs.81791 


NP_002537 


7731 


0.043576 


cDNA FLJ14844 fis, clone 
PLACE1000133, highly similar to 
TRANSCRIPTION FACTOR BTF3 
/cds=(91,567) /gb=AK027750 
/gi=14042660 /ug=Hs.93748 /len=2203 


AK027750 


Hs. 93748 




7732 


0.01925 


hypothetical protein FLJ20265 
(FLJ20265) mRNA /cds=(40 1854} 
/gb=NM_017733 /gi=8923239 
/ug=Hs.7099 /len=2039 


NM_017733 


Hs.7099 


NP_060203 


7748 


0.024587 


Hypothetical protein HSPC232, clone 
IMAGE:4893383, mRNA, partial cds 
/cds=UNKNOWN /gb=BC025306 
/gi=1 9263704 /ug=Hs.281428 /len=3392 


BC025306 


Hs.281428 ' 


NP_057572 


7753 


0.007056 


SAC1 suppressor of actin mutations 1- 
like (yeast) (SACM1L), mRNA 
/cds=(70,1833) /gb=NM_014016 
/gi=7662337 /ug=Hs.5867 /len=3572 


NM_014016 


Hs.5867 


NP_054735 


7765 


0.041547 


hvDOthetical Drotein LOC51234 
(LOC51234), mRNA/cds=(72,623) 
/gb=NM_016454 /gi=24475963 
/ug=Hs.250905 /len=1013 


NM 016454 


Hs.250905 


NP_057538 


7773 


0.004536 


SM-11044 binding protein (SMBP), 
mRNA/cds=(20 1780Wab=NM 020123 

1 1 1 1 \ ■ ' / \ 1 V-/V-J \-J l €— \S y I t \J\J f 1 VJ Mill VfaU \ £—\J 

/gi=10047129 /ug=Hs.8203 /len=3389 


NM_020123 


Hs.8203 


NP_064508 


7801 


0.03489 


bx02b08.x1 Iris cDNA (Un-normalized, 
unamplified): BX cDNA clone bx02b08 3', 
mRNA sequence /clone=bx02b08 
/clone_end=3' /gb=BF724206 
/ai=12040115 /ua=Hs 221024 /len=645 


BF724206 


Hs.221024 




7802 


0.043576 


EST 380589 MAGE resequences, MAGJ 
cDNA= (xj42h09.x1 

Soares_NFL T_GBC S1)=( «93e04.x1 
NCLCGAP_Pr28 

)=(SoaresJetaLheart_NbHH19W)=( 
Soares melanocyte 2NbHM ) 


AW968513 




NP_057251 


7812 


0.001232 


EST(nw29b03.s1 NCI_CGAP_GCB0 
clone IMAGE: 1241 837 contains Alu 
repeat) 


AA714698 






7825 


0.01925 


retinol dehydrogenase 14 (all-trans and 9- 
cis) (RDH14), mRNA/cds=(64,1074) 
/gb=NM_020905 /gi=1 01 90745 
/ug=Hs.288880 /len=1538 


NM_020905 


Hs.288880 


NP_065956 
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Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 
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7830 


0 016974 

W . W 1 Vv/I 1^ 


BX096472 

Soares_fetal_liver_spleen_1 NFLS_S1 
cDNA clone IMAGp998P16979, mRNA | 
sequence 

/clone=IMAGD998P16979 * IMAGE4184 
31 /gb=BX096472 /gi=27842824 
/ug=Hs.20799 /len=696 


BX096472 


Hs.20799 




7839 


0 013102 


EST(xc43h04 x1 NCI CGAP Co20 clone 
IMAGE:2587063 3* gb:M99436 
TRANSDUCIN-LIKE ENHANHFR 
PROTEIN 2) 


AW081723 

ryv Ww i 1 1- o 




NP_003251 


7843 


9 48E-05 

v^.^UL. V/w 


ESTCau23h09 x1 NCI CGAP Rr1? rlnnp 
IMAGE: 1965665 contains Alu repeat) 


AI?fi4R4n 

AM tO*rO*tU 






7854 


0.001596 


EST fetal brain (TFujiwara) Human 
sapiens cDNA clone GEN-425D02 5' 


D81944 




NP 079215 


7857 


0 013102 


EST(PM4-SN0016-030400-002-c05 

k— 1 ll l¥l~ 1 T| W w iw Vww~ww w W £— WWW 

SN0016) 


AW864432 






7862 


0.020482 


EST(ap61c03.x1 Stanley Frontal SN 
individual clone IMAGE 2022052} 

II IUI VIUUOI vlUI It 1 1 V l/\w l_ . £-\J£-L- \J \J £- J 


AI272136 






7871 


0.046005 


clone IMAGE:5267224, mRNA 
/gb=BC045644 /gi=28279007 
/ug=Hs.425116/len=4064 


BC045644 


Hs 4251 16 




7889 


0 039034 


Diwi-likp 2 /Dro«;nnhila^ M\\N\0\ mRNA 
/cds=(1 52,2710) /gb=NM_152431 
/gi=22748904 /ug=Hs.58248 /len=3138 


NM 1*594^1 


Hs.58248 


NP_689644 


7890 


0.00189 


likely ortholog of Xenopus dullard 

fHSA011916^ mRNA /rri«s=ni 7R^ 
/gb=NM_01 5343 /gi=7661 721 
/ua=H<; R43SQ /lf»n=1TSfi 

/ U ^ 1 lO.UtJJS /ICII 1 www 


NM_015343 


Hs.84359 


NP_056158 


7895 


0.015924 


EST(zw54g08.r1 

Scares Jotal_fetus_Nb2HF8_9w clone 
IMAGE:773918 5' contains Alu and 
MER22 repeat) 


AA463590 






7908 


0 029363 


EST EST43399 Fetal brain I cDNA 3' end 


AA3^844R 




NP_1 12577 


7922 


0.017885 


oa19h06.s1 NCI_CGAP_GCB1 cDNA 
clone IMAGE: 1305467 3', mRNA 
senuenrp /rlonp=IMAGF"13nS4R7 
/clone_end=3' /gb=AA736852 
/gi=2768086 /ug=Hs.318618 /len=315 


AA736852 


Hs.318618 




7925 


0.039034 


EST(ng19d12.s1 NCLCGAP_Lip2 cDNA 
clone IMAGE:929879 similar to contains 
Alu repetitive element;contains element 
MSR1 repetitive element) 


AA501823 






7930 


0.048543 


EST (nz09e04.s1 NCI CGAP GCB1 
IMAGE:1287294 3') 


AA761167 
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Kin 


Unigene 

Accession 

No 


Protein 

Accession 

No. 


7938 


9.44E-04 


UI-H-EU1-bai-b-07-0-UI s1 

NCI CGAP Ct1 cDNA clone UI-H-EU1- 

bai-b-07-0-UI 3', mRNA sequence 

/clone=UI-H-EU1-bai-b-07-0-UI 

/clone end=3' /ab=BQ4481 1 7 

/gi=21251229 /ug=Hs.8705 /len=1 171 


BQ448117 

t-J SX 1 IS/ III 


Hs 8705 




7939 


2.47E-04 


EST (I L-BT003-22 1198-003 BT003) 


AI902209 






7947 


0.013102 


EST (AV690707 GKC H.sapiens cDNA 


AV690707 




NP 004577 


7948 


0.039034 


mRNA; cDNA DKFZp686J072 (from 
clone DKFZd686J072^ /ab=AL832207 
/gi=21732752 /ug=Hs.255938 /len=7028 


AL832207 


Hs.255938 




7956 


0.039267 


EST(zu24g05.s1 Soares_NhHMPu_S1 
cDNA clone IMAGE738968 3' similar to 

WL»/ 1 \ Vlvl Iw 1 1 V It l\J 1— . f \J \J \J \J Oil 1 1 MQI WJ 

gb:Z13009_rna1 EPITHELIAL- 
CADHERIN PRECURSOR;contains Alu 
repetitive element;) 


AA421768 






7961 


0 00527 


FtsJ 2 (E coli) (FTSJ2} mRNA 
/cds=(30,770) /gb=NM_013393 
/gi=7019376 /ug=Hs.279877 /len=1605 


NM 013393 

1 11 VI \J 1 \w/ Xw/ \f V*/ 


Hs 279877 


NP_803191 


7983 


0.006106 


proteasome (prosome, macropain) 26S 
subunit non-ATPase 5 fPSMD5^ mRNA 
/cds=(20,1534)/gb=NM 005047 
/gi=2577761 3 /ug=Hs. 193725 /len=341 1 


NM_005047 


Hs. 193725 


NP_005038 


8017 


0.01925 


secreted frizzled-related protein 5 
(SFRP5} mRNA /cds=M 82 1135^ 
/gb=NM_00301 5 /gi=8400734 
/ug=Hs.279565/len=1905 


NM_003015 


Hs.279565 


NP_003006 


8037 


0.013991 


hypothetical protein DKFZp564C236 
(DKFZp564C236), mRNA 
/cds=(1 590,2003) /gb=NM_1 52392 
/ai=22748838 /ua=H<5 378856 /Ien=21fi1 


NM_1 52392 


Hs.378856 


NP_689605 


8039 


0.020482 


BX090877NCI CGAP Ut3 cDNA clone 
IMAGp998N 165642 ; IMAGE:2278479, 
mRNA sequence 

/clone= I MAG D998N 165642 ■ IMAGE 227 
8479 /gb=BX090877 /gi=27824565 
/ug=Hs.359704 /len=471 


BX090877 


Hs.359704 




8050 


0.004536 


hypothetical protein FLJ22557 
(FLJ22557), mRNA /cds=(87, 1001) 
/ab=NM 024713 /ai=13376012 
/ug=Hs.106101 /len=2676 


NM_024713 


Hs.106101 


NP_078989 


8056 


0.001344 


ADP-ribosyltransferase (NAD ; poly (ADP- 
ribose) polymerase) (ADPRT), mRNA 
/cds=(160,3204) /gb=NM_001618 
/gi=11496989 /ug=Hs.177766 /len=3859 


NM_001618 


Hs. 177766 


NP_001609 


8062 


0.014481 


p53-induced protein PIGPC1 (PIGPC1), 
mRNA /cds=(73,654) /gb=NM_022121 
/gi=11545842 /ug=Hs.303125 /len=1098 


NM_022121 


Hs.303125 


NP_071404 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


8069 


0.027691 


Similar to nuclear localization signals 
binding protein 1, clone MGC:21810 
IMAGE:41 83576, mRNA, complete cds 
/cds=(58,375) /gb=BC016981 
/gi=16877469 /ug=Hs.244624 /len=2059 


BC016981 


Hs.244624 




8079 


0.01072 


tripartite motif-containing 38 (TRIM38), 
mRNA /cds=(436 1833) /ab=NM 006355 
/gi=24497622 /ug=Hs. 59545 /len=3286 


NM_006355 


Hs.59545 


NP_006346 


8095 


8 63E-04 


DEAD/H (AsD-Glu-Ala-AsD/His) box 
polypeptide 21 (DDX21), mRNA 
/cds=(266,2413) /gb=NM_004728 
/gi=1 3787208 /ug=Hs. 169531 /len=3319 


mm 004728 

I'll VI \J\J~T 1 L— \J 


Hs. 169531 


NP_004719 


8157 


0 048543 


Drotection of telomeres 1 (POT1^ mRNA 

vlwvllvi I \y 1 iwlwlllvlww 1 11 V-/ 1 l/| till \ 1 ^1 / A 

/cds=(24,1928) /gb=NM_015450 
/gi=13123773 /ug=Hs.31968 /len=2631 


MM 015450 

1 N 1 V 1 \J \\J^\J\J 


Hs.31968 


NP_056265 


8166 


0.031117 


epidermal growth factor (beta- 
urogastrone) (EGF), mRNA 
/cds=(443,4066) /gb=NM_001963 
/gi=6031163 /ug=Hs.2230 /len=4877 


NM_001963 


Hs.2230 


NP_001954 


8180 


0.027691 

i 


wn97f10x1 NCI CGAP Ut1 cDNA clone 
IMAGE:2453803~3 t similar to TR:O76003 
076003 THIOREDOXIN-LIKE PROTEIN. 
;, mRNA sequence 

/clone=IMAGE 2453803 /clone end=3' 
/gb=AI9341 54 /gi=5673024 
/ug=Hs.215019/len=425 


AI934154 


Hs.215019 




8182 


0 036914 


nenpral tran^criotion fartor IIH 
polypeptide 2, 44kDa (GTF2H2), mRNA 
/cds=(1 , 1 1 88) /gb=NM_001 51 5 
/gi=6681 761 /ug=Hs. 1 91 356 /len=1 1 88 


MM 001515 


Hs. 191 356 


NP_001506 


8186 


0.029363 


Arkadia (ARK), mRNA/cds=(374,1486) 
/ab=NM 017610 /ai=241 11 229 
/ug=Hs. 12504 /len=3010 


NM_017610 


Hs. 12504 


NP_060080 


8187 


0.026033 


calcium channel, voltage-dependent, L 
tvoe alDha 1C subunit (CACNA1C} 
mRNA /cds=(266,6682) /gb=NM 000719 
/gi=27597079 /ug=Hs.89925 /len=8374 


NM_000719 


Hs. 89925 


NP_000710 


8194 


8 63E-04 


mRNA for KIAA0876 nrotpin nartial cds 
/cds=( 150,3509) /gb=AB020683 
/gi=14133222 /ug=Hs.301011 /len=5595 


AB020683 


Hs.301011 




8198 


0.031117 


PHD zinc finger protein XAP135 
(XAP135), transcript variant 2, mRNA 
/cds=(222,1448) /gb=NM_1 33325 
/gi=19747275 /ug=Hs.7759 /len=1583 


NM_1 33325 


Hs.7759 


NP_579866 


8206 


677E-05 


mRNA for KIAA0640 protein, partial cds. 
/cds=(1,1813) /gb=AB014540 
/gi=3327093 /ug=Hs. 153026 /len=4824 


AB014540 


Hs. 153026 


NP_055870 
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Unigene 
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No. 
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8215 


0.010015 


zinc finger protein 141 (clone pHZ-44) 
(ZNF141} mRNA /cds=M 57 1581} 
/gb=NM_003441 /gi=4507992 
/ug=Hs. 193677 /len=2985 


NM_003441 


Hs. 193677 


NP_003432 


8220 


0 008133 


hvoothetical orotein FLJ23*560 
(FLJ23560), mRNA/cds=(1 85,640) 
/gb=NM_024685 /gi=1 3375955 
/ug=Hs.96322 /len=2050 


NM 024685 


Hs.96322 


NP_078961 


8231 


0 031117 


npntirip-hi^tiHinp trpn^nnrtpr 4 ^PTR4^ 

|JC|^UUC 1 1 IO V\\J IMC LI CI 1 lO^Jwl ICI *t i r\*-r y , 

mRNA /cds=(59,1792) /gb=NM_145648 
/gi=21717815 /ug=Hs.355660 /len=2807 


NM 145R48 


Hs.355660 


NP_663623 


8232 


0.01072 


earlv henriatonoiptir 7\r\c finnpr fFH7F^ 
mRNA /cds=( 150,4085) /gb=NM_015461 
/ai=24308068 /ua=Hs 26799 /len=4869 


NM 015461 


Hs.26799 


NP_056276 


8269 


0 012262 


clone IMAGE'5243705 mRNA 
/gb=BC043383 /gi=27695948 
/ug=Hs.439631 /len=2177 


RC043383 


Hs.439631 




8271 


2.47E-04 


EST ( RC3-OT0091-1 70300-01 1-d 2 
OT0091) 


AW887541 






8272 


0 004536 


ESTf PM4-BT0650-0 1 0400-002-a06 
BT0650) 


RF083882 




NP_060487 


8278 


1.81E-04 


EST(wf82e10.x1 

Snarp«; NFI T f^RH S1 rlnnp 
IMAGE:2362122 3') 


AI873423 






8296 


0.014931 


EST(zk44a1 1.r1 Soares pregnant uterus 
NbHPU clone 485660 5') 


AA040238 




NP_057250 


8298 


0 008722 


SoaresjsJSF_F8_9W_OT_PA_P_S1 

I MAf5F ■ 1 565459 








8307 


0.003603 


protein tyrosine phosphatase, receptor 
type, K (PTPRK), mRNA /cds=(221 ,4543) 
/gb=NM_002844 /gi=1 8860901 
/ug=Hs.79005 /len=5982 


NM_002844 


Hs 79005 

1 IO. 1 \j\J\J\J 


MP 002835 


8308 


0 001232 


EST7h/24pOQ x1 NCI CRAP IIH rlnnp 
IMAGE:2280040 3' contains Alu repeat) 








8310 


0 036914 


DhosDhatidvlino^itnl-^ nhnsnhatp ^~ 
phosphatase adaptor subunit (3PAP), 
mRNA/cds=M32 2375Wab=NM 019061 
/gi=27477131 /ug=Hs.93872 /len=5064 


NM 01Q0R1 

IN IVI W 1 1 


Hs.93872 


NP_061934 


8329 


0.00242 


EST(EST12632 Uterus tumor I 5' 
transaldolase) 


AA300027 






8339 


0.007056 


EST (Clontech human placenta polyA 
mRNA (#6572)GEN-51 1 B02 


D63238 




NP_067635 


8340 


0.031156 


hypothetical protein MGC5306 
(MGC5306), mRNA /cds=(207, 1043) 
/gb=NM_0241 16 /gi=13129135 
/ug=Hs.301732 /len=2336 


NM_024116 


Hs.301732 


NP_077021 
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Protein 

Accession 

No. 


8360 


0.003603 


EST(zf51 hi 1 .M Soares retina N2b4HR 
clone IMAGE:38051 7 5' contains j 
MER17.D2 MER1 7 repeat) 


AA044938 






8365 


0.048543 


hypothetical protein FLJ 10702 
(FLJ10702), mRNA/cds=(1 75,735) 
/gb=NM_018184 /gi=8922600 
/ug=Hs. 104222 /len=2944 


NM_018184 


Hs. 104222 


NP_060654 


8373 


0.002625 


NISC_gj17d11.x1 NCI_CGAP_Pr28 
cDNA clone IMAGE:3272108 3', mRNA 
sequence /clone=IMAGE:3272108 
/clone_end=3' /gb=CB050438 
/gi=27788725 /ug=Hs.435309 /len=534 


CB050438 


Hs.435309 




8382 


8.63E-04 


hypothetical protein clone 23745 mRNA, 
complete cds 


U79260 






8395 


0.003079 


EST xp73h1 1 x1 NCI_CGAP_Ov40 cDNA 
clone IMAGE:2746053 3' similar to 
contains Alu repetitive element;contains 
element MER32 repetitive element ; 


AW270457 






8399 


0.006566 


EST(nc26d02.r1 NCI_CGAP_Pr1 cDNA 
clone IMAGE:1009251 similar to contains 
Alu repetitive element) 


AA226526 






8404 


1.81E-05 


Hypothetical protein(cDNA sequence 
FLJ11049 fis, clone PLACE1 004548) 


AK001911 




NP_065870 


8406 


0.00489 


erythroblast membrane-associated 
protein (ERMAP), mRNA /cds=(1 67, 1594) 
/gb=NM_018538 /gi=1 9923535 
/ug=Hs.410294 /len=3381 


NM_018538 


Hs.410294 


NP_061008 


8407 


0.00223 


EST (cDNA clone I MAGE: 344 153 3" 
similar to 


W69999 






8411 


0.003079 


UI-1-BB1p-aya-d-12-0-Ul.s1 

NCI CGAP PI6 cDNA clone UI-1-BB1D- 

aya-d-12-0-UI 3", mRNA sequence 

/clone=UI-1-BB1p-aya-d-12-0-UI 

/clone_end=3' /gb=BU754499 

/ai=23713459 /ua=Hs 432873 /len=1196 


BU754499 


Hs.432873 




8417 


0.029363 


EST QV4-FT0005-1 10500-203-e03 
FT0005 


AW949100 






8420 


0.001033 


hypothetical protein FLJ 10774 
(FLJ10774), mRNA/cds=(207,3284) 
/gb=NM_024662 /gi=13399321 
/ug=Hs.71472 /len=4002 


NM_024662 


Hs.71472 


NP_078938 


8422 


2.47E-04 


CDNAFLJ1 3792 fis, clone 
THYROI 000072, weakly similar to 
MYOSIN LIGHT CHAIN KINASE, 
SMOOTH MUSCLE AND NON-MUSCLE 
ISOZYMES (EC 2.7.1.117). /cds=(9,1337) 
/gb=AK023854 /gi=1 043591 8 
/ug=Hs. 154751 /len=2184 


AK023854 


Hs.154751 
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8423 


0.014931 


Ot96g10.s1 

Soaresjotal fetus_Nb2HF8_9w cDNA 
clone IMAGB1624674 3'. mRNA 
sequence /clone=IMAGE:1624674 
/clone_end=3' /gb=AA993566 
/gi=31 801 1 1 /ug=Hs.369984 /len=498 


AA993566 


Hs.369984 




8436 


0.003603 


EST 7e76f05.x1 NCI_CGAP_Pr28 cDNA 
clone IMAGE 3288417 3' similar to 
contains element MER36 repetitive 
element; 


BE645808 j 




NPJD65105 


8437 


0.010015 


EST (yl83h07.M Soares infant brain 1NIB 
IMAGE:44845 5') 


H06795 






8438 


0.003893 


mRNA sequence /gb=L26969 
/gi=16905391 /ug=Hs.362852 /len=1738 


L26969 


Hs.362852 




8448 


0.003603 


EST MR1-UM0111-030400-002-h07 
UM0111 


AW806236 






8449 


0.043576 


hypothetical protein FLJ10619 
(FLJ10619), mRNA/cds=(65,1894) 
/gb=NM_018156 /gi=8922552 
/ug=Hs.191436 /len=3989 


NM_018156 


Hs. 191436 


NP_060626 


8451 


0.003332 


EST (PM1-HT0422-170100-005-C12 
HT0422) 


BE160711 






8454 


0.018081 


EST ae93d05.s1 Stratagene schizo brain 
S1 1 H. sapiens cDNA clone 
IMAGE:1020489 3' 


AA780434 






8456 


0.00223 


EST (CM0-ST01 89-081 099-074-f09 
ST0189) 


AW813135 






8458 


0.020482 


cDNA FLJ35666 fis, clone 
SPLEN2017781. /gb=AK092985 
/gi=21751702 /ug=Hs.233382 /len=2153 


AK092985 


Hs 233382 




8465 


2.23E-04 


likely ortholog of Xenopus dullard 
(HSA011916), mRNA /cds=(31, 765) 
/ab=NM 015343 /ai=7661 721 
/ug=Hs.84359 /len=1356 


NM 015343 


Hs 84359 


NPJ)56158 


8472 


0.002844 


cDNA FLJ14188 fis, clone 

NT2RP2005980. /gb=AK024250 

/gi=1 0436579 /ug=Hs.288671 /len=2289 


AK024250 


Hs.288671 




8482 


0.002678 


EST (7q71c12.x1 NCI_CGAP_Lu24 
cDNA clone IMAGE:3703702 3") 


BF433956 






8489 


0.041254 


CLK4 mRNA sequence /cds=(154,1515) 
/gb=AF212224 /gi=9437514 
/ug=Hs.406557 /len=1865 


AF2 12224 


Hs.406557 




8499 


0.041254 


hypothetical protein FLJ30999 
(FLJ30999), mRNA /cds=(302,703) 
/gb=NM_1 52461 /gi=22748964 
/ug=Hs.129166 /len=2067 


NM_1 52461 


Hs.129166 


NP_689674 
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8500 


0.00189 


EST375644 MAGE resequences, MAGH 
cDNA, mRNA sequence /gb=AW963571 
/gi=8 153407 /ug=Hs. 182962 /len=672 


AW963571 


Hs. 182962 




8522 


0.023148 


EnahA/asp-like (EVL), mRNA 
/cds=(62,1318) /gb=NM_016337 
/gi=7706686 /ug=Hs.241471 /len=1833 


NM_016337 


Hs.241471 


NP_057421 


8525 


0.00223 


7f26a06.x1 NCI_CGAP_CLL1 cDNA 
clone IMAGE'3295762 3' similar to 
contains Alu repetitive element;contains 
element MER22 repetitive element ;, 
mRNA seauence /clone=IMAGE*3295762 
/clone_end=3' /gb=BE676253 
/gi=1 0036794 /ug=Hs.436350 /len=492 


BE676253 


Hs.436350 




8531 


0.00223 


cDNAFLJ40915fis, clone 
UTERU2005450. /gb=AK098234 
/ai=21 758205 /ua=Hs 207079 /len=2739 


AK098234 


Hs.207079 


• 


8537 


0.048539 


BX1 10006 Soares fetal liver spleen 
1NFLS cDNA clone IMAGp998K05525, 
mRNA sequence 

/clone=IMAGp998K05525 ; IMAGE:2439 
64 /gb=BX1 1 0006 '/gi=278361 30 
/ua=Hs 440742 /len=683 


BX1 10006 


Hs.440742 




8559 


0.008722 


clone MGC:5564, mRNA, complete cds 
/cds=(227,304) /gb=BC003697 
/ai=13277575 /ua=Hs 188757 /len=2145 


BC003697 


Hs. 188757 




8560 


0.024587 


ribosomal protein L28 (RPL28), mRNA 

/cds=(43 456) /ab=NM 000991 

/gi=1 3904865 /ug=Hs.356371 /len=500 


NM_000991 


Hs 356371 


NP 000982 


8565 


0.01925 


EST(DKFZp313E1524_r1 313 (synonym: 
hlcc2) Homo sapiens cDNA clone 
DKFZp313E1524 5') 


AL599090 






8574 


0.01072 


EST7EST386869 MAGE reseauences 
MAGN) 


AW974779 




NP_061008 


8584 


0.003603 


AGENCOURT_6417307 NIH_MGC_67 
cDNA clone IMAGE:5492062 5', mRNA 
seauence /clone=IMAGE'5492062 
/clone_end=5' /gb=BM799896 
/ai=19116719 /ua=Hs 304926 /len=913 


BM799896 


Hs.304926 




8586 


0.039034 


UPF3 regulator of nonsense transcripts A 
(yeast) (UPF3A), transcript variant 1, 
mRNA /cds=(38,1468) /gb=NM 02301 1 
/gi=1 8375523 /ug=Hs.399740 /len=2381 


NM_023011 


Hs.399740 


NP 542418 


8588 


0.011469 


EST(hz62d05.x1 NCI_CGAP_Lu24 cDNA 
clone IMAGE:3212553 3') 


BE467153 




NP_059996 


8590 


0.001344 


EST (601 509721 F1 NIH_MGC_71 cDNA 
clone IMAGE:3911140 5') 


BE886324 




NP_777581 
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8593 


9.44E-04 


cs26g08.y1 Retinal pigment 
epithelium/choroid cDNA (Un-normalized, 
unamplified): cs cDNA clone cs26g08 5', 
mRNA seauence /clone=cs26a08 
/clone end=5* /gb=CA392625 
/gi=24725520 /ug=Hs.389253 /len=648 


CA392625 


Hs.389253 




8594 


0.0261 


EST(nh89a01.r1 NCI_CGAP_Br1.1 cDNA 
clone IMAGE:965640 5' similar to 
contains Alu reDetitive elements 


AA513780 






8595 


0.011469 


ribosomal protein L3 (RPL3), mRNA 

/cds=(27,1238) /gb=NM_000967 

/gi=1 6507968 /ug=Hs. 1 1 9598 /len=1 31 1 


NMJ)00967 


Hs. 11 9598 


NP_000958 


8619 


0.015924 


FLJ11481 fis, clone HEMBA1001803 

/cds=UNKNOWN /gb=AK021543 

/gi=1 0432744 /ug=Hs.135159 /len=1539 


AK021543 ! 


Hs. 1351 59 




8621 


7.88E-04 


ah42f05.s1 Soares testis NHT cDNA 
clone 1292193 3' similar to P54687 
BRANCHED-CHAIN AMINO ACID 

1 W » ■ ' 1 1 Lp UmS 1 1 / ill* / \1 Villi \S t 1 L-/ 

AMINOTRANSFERASE, CYTOSOLIC ;, 
mRNA sequence /clone=1292193 
/clone end=3' /gb=AA705851 
/gi=2715769 /ug=Hs.443872 /len=412 


AA705851 

# V \9 wwww 1 

- 


Hs.443872 




8631 


7.18E-04 


clone IMAGE:4615963, mRNA 


BC017826 






8632 


0.01072 


cDNA clone IMAGE 4769918 5' 


BG623330 




NP 777568 


8635 


9.44E-04 


ESTs, cDNA, 3' end /clone_end=3' 
/gb=BI7891 08 /gi=1 5816833 
/ug=Hs.304928 /len=529 


BI789108 


Hs.304928 




8646 


0.032959 


cDNA FLJ39413fis, clone 
PLACE6015729 /ab=AK096732 
/gi=21 756291 /ug=Hs. 194339 /len=1957 


AK096732 


Hs. 194339 




8647 


0.001344 


tm62d04.x1 NCI_CGAP_Brn25 cDNA 
clone IMAGE:21 62695 3\ mRNA 
sequence /clone=IMAGE:2 162695 
/clone_end=3' /gb=AI475033 /gi=4328078 
/ug=Hs.36915/len=453 


AI475033 


Hs.36915 




8649 


0.031117 


nah90b12.x1 NCI_CGAP_HN19 cDNA 
clone IMAGE 4257766 similar to P39194 
ALU SUBFAMILY SQ SEQUENCE 
CONTAMINATION WARNING ENTRY. 
[1] ;contains Alu repetitive element;, 
mRNA sequence /clone=IMAGE:4257766 
/gb=BG272785 /gi=1 2982288 
/ug=Hs.440690 /len=360 


BG272785 


Hs.440690 




8650 


0.021781 


ah55e1 1 .s1 SoaresJestisJMHT cDNA 
clone 1309580 3\ mRNA sequence 
/clone=1 309580 /clone_end=3' 
/gb=AA757094 /gi=2804957 
/ug=Hs.191365 /len=379 


AA757094 


Hs. 191 365 
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8653 


0.00527 


EST, cDNA/clone=DKFZp586F2021 j 
/gb=AL047579 /gi=4728575 
/ug=Hs.310753 /len=431 


AL047579 


Hs. 31 0753 




8660 


0.002844 


nk74h02.s1 NCI_CGAP_Sch1 cDNA 
clone I MAGE - 101 9283 3' similar to 
contains Alu repetitive element; contains 
element LTR5 repetitive element ;, mRNA 
sequence /clone=IMAGE:1019283 
/clone_end=3' /gb=AA551072 
/gi=2321324 /ug=Hs.368624 /len=477 


AA551072 


Hs. 368624 




8665 


0.03489 


Wk57f04.x1 NCI_CGAP_Pan1 cDNA 
clone IMAGE:2419519 3' similar to 
contains Alu reDetitive element* mRNA 

wV/l 1 \sji II Iv / 11 \A 1 w k/O LI LI V \^ wlwl II^IILji 1111X1 

sequence /clone=IMAGE:2419519 
/clone_end=3' /gb=AI829133 /gi=5449804 
/ug=Hs.226780 /len=518 


AI829133 


Hs.226780 




8669 


0.014931 


cDNA FLJ10190 fis, clone 
HEMBA1 004753. /gb=AK001052 
/ai=7022081 /ua=Hs 274546 /len=1318 


AK001052 


Hs.274546 




8672 


6.55E-04 


FLJ22781 fis, clone KAIA1958 
/cds=UNKNOWN /gb=AK026434 , 
/gi=1 0439298 /ug=Hs.213236 /leh=2599 


AK026434 


Hs.213236 




8674 


0 012262 


EST nu27f02 s1 NCI CGAP Pr2 cDNA 
clone IMAGE: 121 1931 similar to contains 
Alu repetitive element; 


AA687557 






8688 


0.008722 


mitogen-activated protein kinase kinase 
kinase 12 (MAP3K12} mRNA 
/cds=(99,2678) /gb=NM_006301 
/gi=21735551 /ug=Hs.211601 /len=3365 


NM_006301 


Hs.211601 


NP_006292 


8689 


0.002054 


ESTs, cDNA, 3' end 
/clone=DKFZp434l2028/clone_end=3* 
/ab=AL044007 /ai=5432235 
/ug=Hs.95663 /len=535 


AL044007 


Hs.95663 




8694 


0.043576 


protein kinase, cAMP-dependent, 
reaulatorv tvoe 1 aloha (tissue soecific 
extinguisher 1) (PRKAR1A), mRNA 
/cds=(88,1233) /gb=NM_002734 
/gi=4506062 /ug=Hs. 183037 /len=3036 


NM_002734 


Hs. 183037 


NP_002725 


8699 


0.00242 


clone IMAGE:3909623, mRNA, partial 
cds /cds=(1 , 1 78) /gb=BC01 5894 
/gi=161 98445 /ug=Hs.33264 /len=2980 


BC015894 


Hs. 33264 




8707 


0.015924 


tc93c11.x1 NCI_CGAP_CLL1 cDNA 
clone IMAGE:2073716 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2073716 
/clone_end=3' /gb=AI475669 /gi=4328714 
/ug=Hs. 309348 /len=487 


AI475669 


Hs. 309348 
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8714 


0.031117 


eukaryotic translation elongation factor 1 
alpha 1 (EEF1A1), mRNA/cds=(63,1451) 
/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 ! 


NM_001402 


Hs.422118 


NP_001393 


8719 


3.02E-04 


clone UWGC:y17c090 from 6p21, 
complete sequence 


AC004188 






8725 


0.024587 


clone IMAGE:5288537, mRNA 
/gb=BC0431 90 /gi=27693257 
/ua=Hs 108806 /len=3270 


BC043190 


Hs. 108806 




8728 


0.002054 


DKFZp547N166_r1 547 (synonym: hfbrl) 
cDNA clone DKFZp547N166 5', mRNA 
sequence /clone=DKFZp547N166 
/clone end=5' /ab=AL1 34698 
/gi=6602885 /ug=Hs.272048 /len=586 


AL1 34698 


Hs.272048 




8734 


5.42E-04 


FLJ33148fis, clone 
UTERU2000238/cds=UNKNOWN 
/gb=AK05771 0 /gi=16553627 
/ua=Hs 61304/len=2347 


AK057710 


Hs.61304 




8738 


5.96E-04 


tb26b01.x1 NCLCGAP_Kid12cDNA 
clone IMAGE:2055433 3' similar to 
contains Alu repetitive element;, mRNA . 
sequence /clone=IMAGE:2055433 
/clone_end=3' /gb=AI308217 /gi=4002852 
/ua=Hs 177064 /len=421 


AI308217 


Hs. 177064 




8739 


0.039034 


UI-H-FG1-bgk-p-20-0-Ul.s1 

NCI CGAP FG1 cDNA clone UI-H-FG1- 

bgk-p-20-0-UI 3', mRNA sequence 

/clone=UI-H-FG1-bgk-p-20-0-UI 

/clone_end=3" /gb=BU624684 

/gi=23290899 /ug=Hs.235402 /len=1150 


BU624684 


Hs.235402 




8747 


0.0261 


EST(cDNAIL3-CT0674-210201-486-G12 
CT0674 cDNA mRNA ^f»riupnre^ 


BG956818 






8753 


0.039034 


UI-H-EU1-bai-b-07-0-Ul.s1 
NCI_CGAP_Ct1 cDNA clone UI-H-EU1- 
bai-b-07-0-UI 3", mRNA sequence 
/clone=UI-H-EU1-bai-b-07-0-UI 
/clone_end=3' /gb=BQ4481 17 
/gi=21251229 /ug=Hs.8705 /len=1 171 


BQ448117 


Hs.8705 




8754 


0.021781 


602072454F1 NCI_CGAP_Brn67 cDNA 
clone IMAGE:4215325 5', mRNA 
sequence /clone=IMAGE:4215325 
/clone_end=5' /gb=BF530944 
/gi=1 1618307 /ug=Hs.319823 /len=686 


BF530944 


Hs.319823 
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8756 


0.007578 


7m95c07.x1 NCI_CGAP_Brn23 cDNA 
clone IMAGE:3562764 3' similar to 
contains Alu repetitive element; contains 
element MER33 repetitive element ;, 
mRNA sequence /clone=IMAGE:3562764 
/clone_end=3' /gb=BF197659 
/ai=1 1086958 /ua=Hs 289387 /len=516 


BF1 97659 


Hs.289387 




8757 


0.0261 


602319564F1 NIH_MGC_;89 cDNA clone 
IMAGE 4415078 5' mRNA seauence 
/clone=IMAGE:4415078/clone_end=5 , 
/gb=BG249501 /gi=1 2759329 
/ug=Hs.281067 /len=976 


BG249501 


Hs.281067 




8758 


0.01072 


ESTs, cDNA, 3' end /clone end=3' 
/gb=BM314871 /gi=1 8049216 
/ug=Hs.352487 /len=451 


BM314871 


Hs. 352487 




8761 


0.041254 


UI-H-DT1-awb-g-1 1-0-Ul.sl 
NCI_CGAP_DT1 cDNA clone 
IMAGE:5887138 3", mRNA sequence 
/clone=IMAGE:58871 38 /clone_end=3' 
/gb=BQ016101 /gi=19751378 
/ug=Hs.438666 /len=800 


BQ016101 


Hs.438666 




8766 


0.020482 


BX1 07527 Soares testis NHTcDNA 
clone IMAGp998E231862, mRNA 
sequence 

/clone=IMAGp998E231862 ; IMAGE:757 
246 /gb=BX1 07527 /gi=27847429 
/ug=Hs.187615/len=775 


BX107527 


Hs. 1876 15 




8767 


0.01925 


UMP-CMP kinase (UMP-CMPK), mRNA 
/cds=(31,717) /gb=NM_016308 
/ai=7706496 /ua=Hs 1 1463 /len=2836 


NM_016308 


Hs.11463 


NP_057392 


8772 


0.01925 


UI-1-BB1p-avb-a-02-0-Ul.s1 
NCI_CGAP_PI6 cDNA clone UI-1-BB1p- 
avb-a-02-0-UI 3', mRNA sequence 
/clone=UI-1 -BB1 p-avb-a-02-0-UI 
/clone_end=3" /gb=BQ023333 
/gi=19758612 /ug=Hs.222365 /len=1 133 


BQ023333 
« 


Hs.222365 




8773 


0.012262 


nn16d07.s1 NCI_CGAP_Co12 cDNA 
clone IMAGE1084045 3' similar to 
contains Alu repetitive element;contains 
element MER26 reoetitive element * 
mRNA sequence /clone=IMAGE:1084045 
/clone_end=3' /gb=AA593988 
/gi=2409338 /ug=Hs.270630 /len=560 


AA593988 


Hs.270630 




8788 


0.008133 


ESTs, cDNA/gb=AW978555 
/gi=8169822 /ug=Hs.92448 /len=754 


AW978555 


Hs.92448 




8816 


2.01 E-04 


mRNA; cDNA DKFZp586G1922 (from 
clone DKFZp586G1922) 


AL080110 




NP_803236 
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8827 


0.039034 


Ob11d04.s1 NCI_CGAP_Kid3 cDNA 
clone IMAGE: 1 323367 3* similar to 
contains Alu repetitive element;contains 
element LTR5 repetitive element ;, mRNA 
sequence /clone=l MAGE: 1323367 
/clone_end=3* /gb=AA872730 
/gi=2968852 /ug=Hs.125229 /len=586 


AA872730 


Hs. 125229 




8832 


0.01072 


yz39c12.s1 Morton Fetal Cochlea cDNA 
clone IMAGE:285430 3\ mRNA 
seauence /clone=IMAGE'285430 
/clone_end=3' /gb=N63237 /gi=121 1066 
/ug=Hs.269296 /len=444 


N63237 


Hs 269296 




8837 


0.039034 


no significant match 


SEQ.ID.No.39 






8845 


0.024587 


No significant match 


SEQ.ID.No.82 






8851 


0.012016 


No significant match 

(ORF:+3:3~1 67[1 66]; +1:49-1 67[1 20]) 


SEQ.ID.No.14 






8856 


0.046005 


control 








8863 


0.01925 


EST(cDNA clone IMAGE:2901 15 3' 
similar to contains Alu repetitive 
element;contains element MSR1 
repetitive element ; ) 


N63269 






8874 


0.002625 


No significant match 
(ORF:+1:256~491[237]) 


SEQ.ID.No.26 






8899 


0 019424 


mRNA for KIAA1503 Drotein oartial cds 
/cds=( 1350,3833) /gb=AB040936 
/gi=7959266 /ug=Hs.284274 /len=41 19 


AB040936 


Hs 284274 

1 1 O . £_ Wit- / 




8900 


0 013102 


hvDothetical Drotein FLJ10252 
(FLJ 10252), mRNA /cds=(99, 1685) 
/ab=NM 018040 /ai=8922312 
/ug=Hs.53913/len=2338 


NM 018040 


Hs 53913 


NP_060510 


8903 


0.01925 


EST(xg71d09.x1 NCI_CGAP_Ut4 cDNA 
clone IMAGE 2633777 3' similar to 
contains Alu repetitive element) 


AW167136 






8904 


4.06E-04 


EST vx44d02 s1 Scares melanocvte 
2NbHM cDNA clone IMAGE:264579 3' 


N20222 






8911 


0 00633 


cDNA seauence fcDNA seauence 
DKFZp727M031 (from clone cDNA 
sequence DKFZp727M031) 


AL1 22062 




NP_060691 


8917 


0.007056 


EST (hs96b03.x1 NCI_CGAP_Kid13 
IMAGE:31 45037 3') 


BE463624 






8922 


0.03489 


EST RC3-CT0197-100999-021-F10 
CT0197 H. sapiens cDNA 


AW1 77654 






8923 


0.029363 


cDNA sequence (cDNA FLJ11671 
fis.clone HEMBA1 004730) 


AK021733 
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8924 


0.008722 


BX1 12599 Soares fetal liver spleen 
1NFLS cDNA clone IMAGp998N 15537, 
mRNA sequence 

/clone=IMAGp998N15537_;_IMAGE:2486 
54 /gb=BX1 12599 /gi=27837735 
/ug=Hs.424205 /len=606 


BX1 12599 


Hs.424205 




8926 


0 001232 


clone IMAGE 5001 859 mRNA 
/gb=BC040072 /gi=25303948 
/ug=Hs. 194051 /len=3016 


UwutUU f £- 


Hs. 194051 




8932 


0.026033 


PTEN induced putative kinase 1 (PINK1), 
mRNA/cds=(95 1840Wab=NM 032409 

1 1 1 1 M Till / vVJ W ^ \J , 1 \J~ \J J IUU 1 >t 1 V 1 u Jt.TwC 

/gi=14165271 /ug=Hs.6163 /len=2700 


NM_032409 ! 


Hs.6163 


NP_1 15785 


8942 


0.041254 


mRNA for Sec24 protein (Sec24A 
isoform^ nartia! /cds=M 3237^ 
/gb=AJ131244 /gi=3947687 
/ug=Hs.211612/len=5967 


AJ 131 244 


Hs.211612 




8943 


9.44E-04 


hypothetical protein FLJ13213 
(FLJ13213) mRNA /cds=f234 1670) 
/gb=NM_024755 /gi=1 3376087 
/ua=Hs 331328 /len=2617 

rUU 1 1 w • WW I W^W / Ivl 1 £»w I 1 


NM_024755 


Hs.331328 


NP_079031 


8946 


0.043576 


hypothetical protein FLJ33282 
(FLJ33282), mRNA /cds=(225, 1523) 
/nb=NM 152388 /ni=22748830 
/ug=Hs.346509 /len=2078 


NM_1 52388 


Hs 346509 




8947 


0.046005 


EST (SsS0759 Suaeda salsa ZAP cDNA) 


BF145070 






8948 


0.010015 


ribosomal protein, large, P1 (RPLP1), 
mRNA /cds=( 130,474) /gb=NM_001003 
/ai=1 690551 1 /ua=H<; 424999 /lpn=S17 


NM_001003 


Hs.424299 


NP_000994 


8962 


1.23E-05 


U l-H-B W0-ajq-g-03-0-U I.s1 
NCI CGAP Sub6 cDNA clone 
IMAGE:2732740 3', mRNA sequence 
/clone=IMAGE:2732740 /clone end=3' 
/gb=AW298806 /gi=6705442 
/ua=Hs 438211 /len=615 

/Uy 1 IO.tvU&i 11/ ICI 1 w 1 w 


AW298806 


Hs 438211 

i ■ o . r w w ^ i i 




8966 


0.001941 


EST (AV764100 MDS cDNA clone 
MDSBAE09 5') 


AV764100 






8967 


0.003505 


hypothetical protein FLJ13231 
(FLJ13231), mRNA/cds=(134,1255) 
/gb=NM_023073 /gi=1 2751 482 
/ug=Hs. 156148 /len=2642 


NM_023073 


Hs.156148 


NP_075561 


8968 


0.013102 


xc57a09.x1 NCI_CGAP_Eso2 cDNA 
clone IMAGE:2588344 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2588344 
/clone_end=3' /gb=AW084739 
/gi=6039891 /ug=Hs.445134 /len=509 


AW084739 


Hs.445134 
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Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


8970 


0.031117 


on43h10.y5 NCI_CGAP_Co8 cDNA clone 
IMAGE:1559491 5', mRNA sequence 
/clone=IMAGE: 1559491 /clone_end=5" 
/gb=AI793153 /gi=5340869 /ug=Hs.58262 
/len=521 


AI793153 


Hs.58262 




8971 


0.041254 


EST (yr72f10.r1 Soares fetal liver spleen 
1NFLS cDNA clone IMAGE 210859 5' 
similar to contains MER1 repetitive 
element) ; 


H65663 






8983 


0.048543 


eukaryotic translation elongation factor 1 
alpha 1 (EEF1A1), mRNA /cds=(63,1451) 
/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


8987 


0.007086 


hypothetical protein MGC4562 
(MGC4562), mRNA/cds=(166,3081) 
/gb=NM_1 33375 /gi=1 91 1 5965 
/ug=Hs.269496 /len=3694 


NM_1 33375 


Hs.269496 


NP_588616 


9000 


9.48E-05 


hd05h05.y1 Retina cDNA (Un-normalized, 
unamplified): hd/he cDNA clone hd05h05 
5', mRNA sequence /clone=hd05h05 
/clone_end=5' /gb=BQ636204 
/gi=21 760663 /ug=Hs.135613 /len=544 


BQ636204 


Hs. 13561 3 




9011 


0.00223 


EST(yb62b08.r1 Stratagene ovary 
(#937217) cDNA clone IMAGE75735 5') 


T58561 




NP_002088 


9015 


0.018081 


ubiquitin C (UBC), mRNA 
/cds=(1 36,21 93) /gb=NM_021009 
/gi=201 49305 /ug=Hs. 183704 /len=2309 


NM_021009 


Hs. 183704 


NP_066289 


9019 


0.023027 


EST(UI-H-BW0-aiu-h-04-0-Ul.s1 
NCI_CGAP Sub6cDNA clone 
IMAGE:2730846 3') 


AW296071 






9029 


0 007056 


ol54a01 s1 Soares NFL T GBC S1 
cDNA clone IMAGE: 1527240 3' similar to 
contains Alu reDetitive element* mRNA 
sequence /clone=IMAGE: 1527240 
/clone_end=3' /gb=AA917705 
/gi=3057595 /ug=Hs. 190264 /len=515 


AA9 17705 


Hs. 190264 




9030 


0.001465 


EST(cDNA RC0-NT01 1 3-300500-01 1 - 
g05 NT0113) 


BF366806 






9041 


0.027691 


7l40g01.x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
cDNA clone IMAGE:3524136 3', mRNA 
sequence /clone=IMAGE:3524136 
/clone_end=3' /gb=BF112131 
/gi=10941821 /ug=Hs.288083 /len=620 


BF112131 


Hs.288083 




9048 


0.010015 


SR rich protein (DKFZp564B0769), 
mRNA /cds=(33,2450) /gb=NM_032870 
/gi= 18699723 /ug=Hs. 18368 /len=2663 


NM_032870 


Hs. 18368 


NP_1 16259 
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Soot 


p-value 


DescriDtion 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
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9051 


0.012262 


EST384051 MAGE resequences, MAGL 
cDNA, mRNA sequence /gb=AW972067 
/gi=8161808 /ug=Hs.443703 /len=640 


AW972067 


Hs.443703 




9053 


0.003332 


UI-H-FL1-bgw-f-18-0-Ul.s1 
NCI_CGAP_FL1 cDNA clone UI-H-FL1- 
baw-f-18-0-UI 3' mRNA seauence 
/clone=UI-H-FL1-bgw-f-18-0-UI 
/clone_end=3' /gb=BU634141 
/gi=23301 396 /ug=Hs.32163 /len=1 068 


BU634141 


Hs.32163 




9061 


0 001915 


cDNA FLJ33960 fis clone ! 
CTONG2018843 /ab=AK091279 
/gi=21749612 /ug=Hs.126465 /len=2849 


AK091279 


Hs. 126465 




9072 


0.002625 


clone MGC:20469 IMAGE:4554554, 
mRNA comDlete cds /cds=/208 1 149^ 
/gb=BC01 21 82 /gi=1 5082546 
/ug=Hs.82508 /len=1862 


BC012182 


Hs.82508 




9082 


0.041254 


EST(cDNA clone IMAGE:2062168 3' ) 


AI343411 






9088 


0.012016 


clone IMAGE:3875308, mRNA, partial 
cds /cds=UNKNOWN /gb=BC013784 
/ai= 15489380 /ua=Hs 351379 /len=2872 


BC013784 


Hs.351379 




9095 


4.48E-04 


EST381228 MAGE resequences, MAGK 
cDNA, mRNA sequence /gb=AW9691 51 
/ai=81 58992 /ua=Hs 178604 /len=623 


AW969151 


Hs. 178604 




9098 


0.001596 


cDNA clone IMAGE: 1045828 similar to 
contains Alu 


AA559186 






9102 


0.009349 


cDNA FLJ10071 fis, clone 
HEMBA1001702. /gb=AK000933 
/ai=7021908 /ua=Hs 28661 /len=2570 


AK000933 


Hs.28661 




9124 


6.55E-04 


UI-H-EZ1-bbf-l-14-0-Ul.s1 
NCI_CGAP_Ch2 cDNA clone UI-H-EZ1- 
bbf-l-14-0-UI 3* mRNA <*pnupnrp 
/clone=UI-H-EZ1-bbf-l-14-0-UI 
/clone end=3' /gb=BQ575680 
/gi=21478997 /ug=Hs.257044 /len=1036 


BQ575680 


Hs 257044 




9130 


0.01072 


CGI-18 protein (CGI-18), mRNA 
/cds=(421 ,1491) /gb=NM_015947 
/ai=7705601 /ua=Hs 121599 /len=2305 


NM_015947 


Hs.121599 


NP_057031 


9133 


0.036914 


UI-H-BW1-anh-g-07-0-Ul.s1 
NCI_CGAP_Sub7 cDNA clone 
IMAGE:3082548 3', mRNA sequence 
/clone=IMAGE:3082548 /clone end=3' 
/gb=BF514691 /gi=1 1599870 
/ug=Hs.437157 /len=608 


BF514691 


Hs 437157 




9135 


0.039034 


hypothetical protein DKFZp762D096 
(DKFZP762D096), mRNA /cds=(1 23,356) 
/gb=NM_031448 /gi=2430831 1 
/ug=Hs.54320/len=1925 


NM_031448 


Hs. 54320 


NP_1 13636 
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No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


9137 


0.032959 


cDNAFLJ31919fis, clone 
NT2RP7004964. /gb=AK056481 
/gi=16551895 /ug=Hs.400872 /len=4013 


AK056481 


Hs.400872 




9143 


0.015704 


mRNA; cDNA DKFZp434N185 (from 
clone DKFZp434N185) /gb=AL1 17645 
/gi=5912235 /ug=Hs.33032 /len=1641 


AL1 17645 


Hs.33032 


NP_079481 


9151 


0.01072 


mRNA; cDNA DKFZp564A2164 (from 
clone DKFZp564A2164) /gb=AL1 17611 
/gi=591 21 87 /ug=Hs. 1 91 50 /len=1 908 


AL1 17611 


Hs.19150 




9152 


0.023148 


cDNA FLJ31610fis, clone 
NT2RI2002865 /ab=AK056172 
/gi=16551502 /ug=Hs.196379 /len=2194 


AK056172 


Hs. 196379 




9156 


0.004536 


AV700727 GKC cDNA clone GKCGRD12 
3', mRNA sequence /clone=GKCGRD1 2 
/clone_end=3' /gb=AV700727 
/gi=1 0302698 /ug=Hs.446006 /len=494 


AV700727 


Hs.446006 




9166 


0.039034 


FLJ23172 fis, clone 
LNG10005/cds=UNKNOWN 
/gb=AK026825 /gi=10439771 
/ug=Hs.306885/len=1882 


AK026825 


Hs.306885 




9169 


0.013102 


EST(placenta Nb2HP cDNA clone 
IMAGE 132920 3' similar to contains Alu 
reDetitive element'contains L1 renetitive 

1 w y~/ k 1 VI V V> V^ 1 1 \^ 1 1 1 V—*- r 1 L| Uwl 1 I Will Iv 1^ 1 1 w Ly *w LI LI V w 

element ;) 


R25670 




••- 


9173 


7.58E-05 


EST381780 MAGE resequences, MAGK 
cDNA mRNA seauence /ab=AW969703 
/gi=81 59547 /ug=Hs. 142074 /len=651 


AW969703 


Hs. 142074 




9178 


0 043576 


ESTfcDNA clone IMAGE 2954041 3' ) 


AW612522 




NP 065898 


9180 


0.018081 


cDNA FLJ30816fis, clone 
FEBRA2001571. /gb=AK055378 
/gi=16550091 /ug=Hs.350229 /len=2296 


AK055378 


Hs 350229 




9187 


0.048543 


LL5 beta (LL5beta) mRNA 
/cds=(1 16,3748) /gb=NM_145753 
/gi=21955171 /ug=Hs.7378 /len=5491 


NM 145753 

1 11*1 1 T \J 1 <S 


Hs.7378 


NP_665696 


9190 


0.027691 


DKFZP564D1 16 protein 
(DKFZP564D116), mRNA 
/cds=(676,1965) /gb=NM_015631 
/gi=24308108 /ug=Hs.181185 /len=2637 


NM_015631 


Hs.181185 


NP_056446 


9196 


0.048543 


7n20h11.x1 NCI_CGAP_Lu24 cDNA 
clone IMAGE:3565316 3', mRNA 
sequence /clone=IMAGE:3565316 
/clone_end=3' /gb=BF1 95340 
/g i= 1 1 082 1 34 /ug=Hs.2791 93 /len=463 


BF1 95340 


Hs.279193 
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Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


9213 


0.0261 


BX1 061 22 Soares fetal liver spleen 
1NFLS cDNA clone IMAGp998l 16420, 
mRNA sequence 

/clone=IMAGp998H6420_;_IMAGE:2139 
75 /gb=BX106122 /gi=27833926 
/ug=Hs. 194290 /len=747 


BX106122 


Hs. 194290 




9222 


0.014931 


EST(cDNA clone CS0DI054YF18 5 prime 
) 


AL549795 




NP_003109 


9225 


1.06E-04 


UI-H-DT0-atx-c-08-0-Ul.s1 
NCI_CGAP_DT0 cDNA clone 
IMAGE:5865535 3', mRNA sequence 
/clone=IMAGE:5865535/clone_end=3' 
/gb=BM992885 /gi=1 971 2274 
/ua=Hs 436581 /len=1301 


BM992885 


Hs.436581 




9228 


0.039267 


wn36h11.x1 NCI_CGAP_Gas4 cDNA 
clone IMAGE:2447589 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2447589 
/clone_end=3' /gb=AI888818 /gi=5593982 
/ug=Hs.213958 /len=538 


AI888818 


Hs.213958 




9230 


0 031117 


hn49c02 x1 NCI CGAP Co17cDNA 
clone IMAGE:3026978 3* similar to 
contains MER5.fc>1 MER5 repetitive 
element ■ mRNA seauence 
/clone=IMAGE:3026978 /clone end=3' 
/gb=AW770800 /gi=7702847 
/ug=Hs.371969 /len=463 


AW770800 


Hs.371969 




9232 


0.01925 


clone IMAGE:5265853, mRNA 
/gb=BC037736 /gi=23337068 
/ua=Hs 397840 /len=381 1 


BC037736 


Hs.397840 




9233 


0.009349 


AGENCOURT_10227215NIH MGC 141 
cDNA clone IMAGE:6565196 5', mRNA 
seauence /clonp=IMAGFfi'Sfi £ S1Q6 
/clone_end=5' /gb=BU536672 
/ai=228471 13 /ua=Hs 380933 /len=1275 


BU536672 


Hs. 380933 




9245 


0 001232 


EST cDNA 5' end /clone=ADCAVF02 

/clone_end=5" /gb=AV708876 

/gi=1 0726141 /ug=Hs.330985 /len=414 


AV708876 


Hs.330985 




9246 


3.34E-04 


EST(T-cells V Homo sapiens cDNA 5' 
end ) 


AA355092 






9252 


0.00489 


cDNA FLJ31169 fis, clone 
KIDNE2000026 


AK055731 






9257 


0.014931 


602246637F1 NIH_MGC_62 cDNA clone 
IMAGE:4331985 5', mRNA sequence 
/clone=IMAGE:4331985/clone_end=5' 
/gb=BF690692 /gi=1 19761 00 
/ug=Hs.442332 /len=929 


BF690692 


Hs.442332 
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Unigene 
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No. 


Protein 
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No. 


9259 


0.021781 


th92f12.x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
cDNA clone IMAGE:2126159 3' similar to 
SW DOC2 MOUSE P98078 MITOGEN- 
RESPONSIVE PHOSPHOPROTEIN 
ISOFORMS P96, P93 AND P67. ;, mRNA 
sequence /clone=IMAGE:2126159 
/clone end=3' /ab=AI435504 /ai=4303646 
/ug=Hs.443955 /len=545 


AI435504 


Hs.443955 




9267 


8.63E-04 


ESTs, cDNA, 3' end 
/clone=IMAGE:2263506/clone_end=3' 
/gb=AI683884 /gi=4894066 
/uo=Hs 213763 /len=485 


AI683884 


Hs.213763 




9287 


0.03489 


UI-H-DT1-avz-k-14-0-Ul.s1 
NCI_CGAP_DT1 cDNA clone 
IMAGE:5886469 3', mRNA sequence 
/clone=l MAGE: 5886469 /clone_end=3' 
/gb=BQ015886 /gi=1 9751 163 
/ug=Hs.22607 /len=1207 


BQ015886 


Hs.22607 




9294 


0 007886 


mRNA; cDNA DKFZp761J1112 (from 
clone DKFZp761J1 1 12) /gb=AL353944 
/gi=7669984 /ug=Hs.501 1 5 /len=3563 


AL353944 


Hs.50115 




9295 


0.046005 


EST(fetal liver spleen 1NFLS Homo 
sapiens cDNA clone IMAGE:206946 3' 
similar to contains L1 repetitive element ; 

) 


R98733 






9298 


0.032959 


ad47h05.s1 Stratagene lung carcinoma 
937218 cDNA clone IMAGE:884889 3' 
similar to ab X51 956 ma1 GAMMA 
ENOLASE Alu repetitive element;contains 
element TAR1 reoetitive element * 

VICI 1 IUI II 1 / VI \ 1 1 v^^/V*U LIVC- CICIIICI 11 

mRNA sequence /clone=IMAGE:884889 
/clone end=3 , /ab=AA669458 
/gi=2630957 /ug=Hs.445542 /len=926 


AA669458 


Hs.445542 




9302 


4.06E-04 


No significant match, ORF- 
1(1~102 214-317) 

iii i \y j i r w iff 


SEQ ID No 11 






9319 


0.020482 


No sianificant match 

1 ^ V vviy 1 1 1 1 1 Wl It II 1 1—4 Iwl 1 

(ORF:+2:2~226[225]) t low complexity 


SEQ.ID.No.17 






9320 


0.00223 


No significant match 
(ORF:+1:208~366[159]) 


SEQ.ID.No.62 






9330 


0.01286 


EST(CM4-CT031 0-1 70300-1 14-TO6 
CT0310 cDNA, MRNA sequence) 


AW861413 






9337 


0.043576 


Novel 


SEQ.ID.No.7 






9341 


0.020482 


No significant match 


SEQ.ID.No.43 
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9362 


0.010015 


UI-E-CR1-adz-a-04-0-ULr1 UI-E-CR1 
cDNA clone UI-E-CR1-adz-a-04-0-UI 5\ 
mRNA sequence /clone=U!-E-CR1 -adz-a- 
04-0-UI /clone_end=5' /gb=BM706524 
/ai=19019782 /ua=Hs 42106^ /lpn=114Q 


BM706524 


Hs.421063 




9368 


0.03489 


fms-related tyrosine kinase 1 (vascular 
endothelial growth factor/vascular 
permeability factor receptor) (FLT1), 
mRNA /cds=(250,4266) /gb=NM_002019 

/ni=4^n^7dft /nn=l-lQ IRIHCn /lon-7fiftn 
' y i "JUv i ho /uy-na. 00 i ucjo /ici i — / oou 


NM_002019 


Hs.381093 


NP 002010 


9383 


0.00189 


phosphoinositide-3-kinase, regulatory 
subunit, polypeptide 2 (p85 beta) 

/gb=NM_005027 /gi=4826907 
/ug=Hs.211586/len=3201 


NM_005027 


Hs.2 11586 


NP_005018 


9385 


0.005674 


ATP-binding cassette, sub-family F 

/cds=(95,2518) /gb=NM_001090 
/gi=10947134 /ug=Hs.9573 /len=3141 


NM_001090 


Hs.9573 


NP_001081 


9388 


0.041254 


Hpall tiny fragments locus 9C (HTF9C), 

mRNA /rffc=f^40 ">C09,\ /nh=NM 099797 
/gi=21 361611 /ug=Hs.63609 /len=2498 


NM_022727 


Hs.63609 


NP_073564 


9396 


0.020482 


fenestrated-endothelial linked structure 

nrntoirv P\/_1 nrnfoin fP\/1\ mPKIA 
fJi ULclll, rV" l pruicin (rV I ), I T IfAlNM 

/cds=(51,1379) /gb=NM_031310 
/gi=13775237 /ug=Hs.107125 /len=2317 


NM_031310 


Hs.107125 


NP_1 12600 


9416 


0.010015 


striatin, calmodulin binding protein 4 

\0 1 r\IN'+^ l lllrxIN/A /L.Uo-\ 1 ,Z^OZj 

/gb=NM_013403 /gi=7019572 
/ug=Hs. 108665 /len=3188 


NM_013403 


Hs. 108665 


NP_037535 


9443 


0.00223 


synapse associated protein 1, SAP47 

^UlUoUpi Ilia/ T nr I ), IIirxINM 

/cds=(94.1 152) /gb=NM_032796 

/gi= 19923854 /ug=Hs.47334 /len=2030 


NM_032796 


Hs.47334 


NP_1 16185 


9459 


0 01072 


i ihim Hnnl-Px/tophrnmp p rpHiir*taQP hinHinn 
uuiLfuiiiui oyiuoi ii uii ic o icuuoidoc uuiuniy 

protein (UQCRB), mRNA/cds=(54,389) 
/gb=NM_006294 /gi=20070231 
/ug=Hs.131255 /len=965 


NIM nnR9Q4 


no. 1 o I ^jj 


NP_006285 


9460 


0.002054 


FLJ 1 0254 (FLJ 10254) mRNA 
/cds=(1 72,993) /gb=NM 018041 
/gi=8922314 /ug=Hs.326551 /len=2134 


NM 018041 


Hs 326551 




9475 


0.039034 


hypothetical protein FLJ20624 
(FLJ20624), mRNA /cds=(80, 1255) 
/gb=NM_017906 /gi=8923576 
/ug=Hs.52256 /len=1554 


NM_017906 


Hs.52256 


NP_060376 
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9478 


0.0261 


FLJ23558 (FLJ23558), mRNA 

/cds=(498 959) /ab=NM 025095 

/gi=1 3376657 /ug=Hs.288552 /len=2365 


NM_025095 


Hs.288552 


NP_079371 


9479 


0.002625 


ALS2CR18 mRNA (=cDNA FLJ 12667 
fis) 


AB053320 




NP_079528 


9482 


0 007578 


mRNA for KIAA1367 nmtpin oartial rH«; 
/cds=(1 , 1 741 ) /gb=AB037788 
/gi=7243114 /ug=Hs.224961 /len=4196 


ARD3778R 


He 924961 




9504 


0 009349 


^pnim/nlumrnrticniH rpnnlatpri kinp^p 
oci ui i i/v^iuv/U^ui ULrUiu i u la idi imiicioc 

(SGK), mRNA /cds=(58, 1353) 
/gb=NM_005627 /gi=251 68262 
/ug=Hs.296323 /len=2386 


niwi nnsfi97 

INIVI UxJOkJ^. f 


He 9QR197 


NP_005618 


9518 


2.73E-04 


knni rpnpat mrna frdna Honp nrri-knni-8^ 
3 1 end. /gb=K00627 /gi=337653 
/ug=Hs.203776/len=2126 




l-k 90T776 




9530 


0 036914 


hvDothetical nrotpin FLJ 10856 
(FLJ10856), mRNA/cds=(148,1233) 
/gb=NM_018247 /gi=8922719 
/ua=Hs 108530 /len=3720 

/Uy 1 IO. 1 UvwwW (ICI 1 \J 1 £-\J 


NM 018947 


hk 108^0 


NP_060717 


9534 


0.006106 


codanin 1 mRNA, partial cds. 
/cds=(1,3798) /gb=AF525398 
/gi=27451597 /ug=Hs.334834 /len=4725 


AF525398 


Hs.334834 




9545 


0 048543 


mRNA- rDIMA DKF7nfiftRC117 ffrnm 
clone DKFZp686C117) /gb=AL832773 
/gi=21 733355 /ug=Hs.433512 /len=5984 


Al 8^977^ 


Uc 519 




9568 


0.00489 


estrogen receptor binding site associated, 
antiaen Q (FRARQ'l mRNA 

ClllU^dl, ZJ ^ U_ UrWJ C7 J , II 1 1 \ 1 

/cds=(362,1003) /gb=NM_004215 
/gi=14577926 /ug=Hs.9222 /len=1182 


NM_004215 


Hs.9222 


NP_004206 


. 9584 


3.69E-04 


hypothetical protein FLJ20522 
(FLJ20522), mRNA /cds=(21 3,866) 
/gb=NM_017861 /gi=23680884 
/ua=H<; 35406 /Ipn=1fi76 


NM_017861 


Hs.35406 


NP_060331 


9594 


0.027691 


serine (or cysteine) proteinase inhibitor, 
clade E (nexin, plasminogen activator 

inhihitnr h/np 1 ^ mpmhpr 9 /^FRPINF9^ 

IIIIIIUIIAJI Ly[JC If, IMCIIIUCI t- \OLI\l II N 1 £- J y 

mRNA/cds=(210,1406)/gb=NM 006216 
/gi=24307906 /ug=Hs.21858 /len=2129 


NM_006216 


Hs.21858 


NP 006207 


9596 


0.012262 


vimentin (VIM), mRNA /cds=( 123, 1523) 
/gb=NM_003380 /gi=4507894 
/ug=Hs.297753 /len=1851 


NM_003380 


Hs.297753 


MP 000995 


9617 


0.002625 


mRNA; cDNA DKFZp761B0823 (from 
clone DKFZp761B0823) /gb=AL1 57462 
/gi=7018477 /ug=Hs.306484 /len=5085 


AL1 57462 


Hs 306484 




9619 


7.18E-04 


hypothetical protein MGC14817 
(MGC14817), mRNA/cds=(53,442) 
/gb=NM_032338 /gi=14150123 
/ug=Hs.124813/len=1010 


NM_032338 


Hs.124813 


NP_1 15714 
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9627 


0.029363 


hypothetical protein DKFZp564B1162 
(DKFZP564B1162), mRNA 
/cds=(661,2628)/gb=NM 031305 
/gi=13775229 /ug=Hs.93589 /len=4593 


NM_031305 I 


Hs.93589 


NP_1 12595 


9628 


0 048543 


similar to weaklv similar to alutathione 

vii ■ mull kw Vf VwiiM j wll 1 1* v#/ M 1 U LI IIV-/I lv 

peroxidase 2, clone MGC:32677 
IMAGE:4285958 t mRNA, complete cds 
/cds=(35,664) /gb=BC029424 
/ai=20810222 /ua=Hs 283072 /len=1398 


BC029424 


Hs.283072 




9661 


0.003332 


EST(ty69h03.x1 NCI_CGAP_Kid11 clone 
IMAGE 2284373 3'} 


AI6 13080 




NP_65941 1 


9662 


0.031117 


hypothetical protein FLJ33282 
(FLJ33282) mRNA /cds=(225 1523} 
/gb=NM_1 52388 /gi=22748830 
/ug=Hs.346509 /len=2078 


NM_1 52388 


Hs. 346509 




9665 


0.036914 


EST(df64h05.y1 Morton Fetal Cochlea 
clone IMAGE 2488569 5') (5e-06 match) 


AW024055 | 






9677 


6.03E-05 


EST(QV3-N N 1 023-260400-1 68-a04 
NN1023) 


AW902143 




NP_065960 


9680 


0.004536 


clone 1 14 tumor rejection antigen mRNA, 
complete cds /cds=(3482,3544) 
/gb=AF445027/gi=1 7386079 
/ua=Hs 24723 /len=3648 


AF445027 


Hs.24723 




9682 


0.010015 


BX091044 Soares retina N2b4HR cDNA 
clone IMAGp998D18828 ; 
IMAGE'360161 mRNA seauence 
/clone=IMAGp998D18828 ; IMAGE:3601 
61 /gb=BX091044/gi=27826224 
/ua=Hs 435655 /len=644 


BX091044 


Hs 435655 




9683 


1.63E-04 


cDNAFLJ12246fis, clone 
MAMMA1001343. /gb=AK022308 
/ai=1 0433677 /ua=Hs 188853 /len=1766 


AK022308 


Hs 188853 




9684 


0 003893 


cDNA FLJ40989 fis clone 
UTERU2015108. /gb=AK098308 
/gi=21758297 /ug=Hs.325568 /len=2316 


AK098308 


Hs 325568 




9697 


2.32E-05 


EST(wc77f09.x1 NCI_CGAP_Pan1 clone 
IMAGE:2324681 3' contains Alu repeat) 


AI674873 






9702 


0.020482 


EST(yz87a01.s1 cDNA clone 289992 3') 


N64638 






9712 


0 039034 


wl54c05 x1 NCI CGAP Brn25 cDNA 
clone IMAGE:2428712 3', mRNA 
seauence /clone=IMAGF*2428712 
/clone_end=3' /gb=AI864553 /gi=5528660 
/ug=Hs.371597/len=474 


AI864553 


Hs.371597 




9717 


0.01047 


EST(yu74g03.s1 clone 239572 3" 
contains Alu repeat) 


H81306 






9719 


0.021781 


EST(qp43d06.x1 NCI_CGAP_Co8 clone 
IMAGE: 1925771 3') 


Al 346089 






9721 


0.008722 


EST(yj01e06.r1 clone 147490 5") 


R81297 




NP 057707 
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9723 


4.48E-04 


yx53g06.s1 Soares melanocyte 2NbHM 
cDNA clone IMAGE:265498 3", mRNA 
sequence /clone=IMAGE:265498 
/clone end=3' /ab=N21311 /ai=1126481 
/ug=Hs.43301 1 /len=570 


N21311 


Hs.433011 




9724 


0.03489 


hypothetical protein BC012010 
(LOC113174), mRNA /cds=(30, 1457) 
/gb=NM_1 38421 /gi=1 9923942 
/ua=Hs 183733 /len=1527 


NM_1 38421 


Hs. 183733 


NP_6 12430 


9729 


0 005674 

W . W W W W 1 T 


unknown 

Ul 1 1\ 1 1 W VV 1 1 


AAD^8784 

i\f\VJ \J\J 1 W" 






9732 


0.021781 


AV719651 GLC cDNA clone GLCEBH07 
5\ mRNA sequence /clone=GLCEBH07 
/clone end=5* /ab=AV719651 

/ viwi ic ciiu w i y w nv # i www i 

/gi=10816803 /ug=Hs.337318 /len=680 


AV7 19651 


Hs.337318 




9739 


0.027691 


ribosomal protein L5 pseudogene 


U66589 




NP 000960 


9741 


0 046005 


EST UI-H-BI0D-aau-a-05-0-UI s1 

I— wr 1 VI ■ ■ UIUI/ WJUU w4 WW W VI.V 1 

NCI_CGAP_Sub2 Human sapiens cDNA 
clone IMAGE:271 0544 3' 


AW0 15507 

f\ V V w 1 WWW f 




NP_037442 


9743 


0 004203 


hvDothetical orotein FLJ20507 

1 1 J WWII IWIIWUI Wl VlVll 1 ■ ^ISibWWW I 

(FLJ20507), mRNA /cds=(258,974) 
/gb=NM_017849 /gi=8923465 
/ug=Hs.202955 /len=4223 


MM 017849 

1 ilvl W 1 f w t w 


Hs 202955 


NP_060319 


9746 


0 027691 

W. \J £— 1 UC 1 


clone IMAGE 41 82947 mRNA 
/gb=BC016962 /gi=16877432 
/ug=Hs.16193 /len=1866 




1 1 0. 1 Vj 1 WW 




9749 


0.016974 


TBC1 domain family, member 2 
fTBC1D2^ mRNA /cd<5=M622 ^0?R\ 
/gb=NM_018421 /gi=8922166 
/ug=Hs.135917/len=3431 


NM_0 18421 


Hs. 13591 7 


NP_060891 


9762 


0 023148 


nol\/^A^ hinriinn nrotpin p\/tnnl£i<imir ^ 

(PABPC5), mRNA /cds=(441 ,1589) 
/gb=NM_080832 /gi=18201887 
/ug=Hs.190614/len=3521 


NM DADR^? 

INIVI UOUOOl 


no. 1 OUU 1 *+ 


NP_543022 


9763 


0 005674 


EST(ze13e01 r1 

l— V— * 1 W 1 WWW I.I 1 

Soares_fetal_heart_NbHH 1 9WcDNA 
clone IMAGE:358872 5') 


V V W"TWWW 






9772 


0.043576 


hypothetical protein FLJ30596 
(FLJ30596), mRNA /cds=(223, 1062) 
/ab=NM 153013 /ai=23308514 

/WW 1 ll»l ■ WWW 1 W (Ul ^WWWWW 1 l 

/ug=Hs.81907 /len=1978 


NM_153013 


Hs.81907 


NP_694558 


9774 


0.010015 


cDNA FLJ36605 fis, clone 
TRACH2015316, highly similar to 
VIMENTIN. /cds=(631,1317) 
/gb=AK093924 /gi=2 1752883 
/ug=Hs.379100 /len=2665 


AK093924 


Hs.379100 




9783 


5.34E-04 


EST(tx54b12.x1 NCI_CGAP_Lu24 clone 
IMAGE:2273375 3' contains L1.t2 L1 
repeat) 


AI630984 
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9805 


0.043576 


EST (qh12h02.x1 
Soares NFL_T_GBC_S1 
IMAGE: 1844499 3') 


AI240516 






9807 


0.01072 


UI-E-CK0-aap-a-05-0-Ul.s1 UI-E-CK0 
cDNA clone UI-E-CK0-aaD-a-05-0-UI 3' 

w i— ✓ i ^ / \ viv/i i w Vf/ 1 i— wj • xw uu w wj ww w w? • w | 

mRNA sequence /clone=UI-E-CK0-aap-a- 
05-0-UI /clone_end=3' /gb=BU726073 
/qi=23645560 /uq=Hs 170264 /len=1266 

' yi ww i w w w w / w w^ i iw> i f w w r f iui i i £_ww 


BU726073 


Hs. 170264 




9808 


0.002844 


EST HS_5436_B2_H08_T7A RPCI-11 
Human Male BAC Librarv aenomic clone 

1 IWIIIWJII IVIwj Iv L^/ \w 1— 1 w 1 ul y ww 1 1 w 1 1 1 1 w Vlvl 1 w 

Plate=1012 Col=16 Row=P 


AQ670656 j 






9812 


1.06E-04 


mRNA; cDNA DKFZp313C1042 (from 
clone DKFZp313C1042) /gb=AL833436 
/ai=21734078 /ua=Hs 376859 /len=2103 

» JJ • 1 ' W~W f V /UVj 1 1 W ■ W 1 VVvv / 1 W 1 1 £— 1 WW 


AL833436 


Hs.376859 ! 




9819 


0.03489 


EST (yq42a05.r1 Soares fetal liver spleen 


R94397 






9823 


0.013991 


hypothetical protein MGC2560 
(MGC2560), mRNA/cds=(195,551) 
/gb=NM_031452 /gi=1 3899288 
/ug=Hs.80624 /len=1229 


NM_031452 


Hs.80624 


NP_1 13640 


9827 


0.001465 


EST CB H. sapiens cDNA clone 
CBCCHD05 5' 


AV743921 






9850 


0 003893 


cDNA FLJ11946 fis clone 
HEMBB1000709. /gb=AK022008 
/gi=1 0433321 /ug=Hs.323231 /len=3241 


AK022008 

#11 \wLi W W W 


Hs.323231 




9856 


0.029363 


repressor of estrogen receptor activity 
(REA) mRNA/cds=(81 980) 

\ 1 \ l — / * f | 1 111 \ 1 ^ / \ / WW W \ \J ■ , JUU 1 

/gb=NM_007273 /gi=201 49589 
/ug=Hs.7771 /len=1342 


NM_007273 


Hs.7771 


NP_009204 


9883 


0 024587 

W . w r w w f 


chromosome 1 1 ooen readina frame2 

wi ii ui i iwowi i iw i i i i t>oun i y iiciiiiw£_ 

(C11orf2), mRNA /cds=(40,2388) 
/gb=NM 013265 /gi=8393008 
/ug=Hs.5258 /len=2546 


NM 013265 


Hs.5258 


NP_008917 


9890 


0.041254 


FKSG64 (FKSG64) mRNA, complete cds 
/cds=f66 440) /ab=AF338199 
/gi=12802898 /ug=Hs.143740 /len=916 


AF338199 


Hs. 143740 




9891 


0.003332 


isocitrate dehydrogenase 2 (NADP ), 
mitochondrial (IDH2), nuclear gene 
encoding mitochondrial protein, mRNA 
/cds=(87,1445)/gb=NM 002168 
/gi=28178831 /ug=Hs.5337 /len=1740 


NM_002168 


Hs.5337 


NP_002159 


9928 


2.47E-04 


LIM domain containing preferred 
translocation partner in lipoma (LPP), 
mRNA /cds=(247 I 2085) /gb=NM_005578 
/gi=5031886 /ug=Hs.180398 /len=5656 


NM_005578 


Hs. 180398 


NP_005569 
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No. < 


9940 


2.47E-04 


BRF2, subunit of RNA polymerase III 
transcription initiation factor, BRF1-like 
(BRF2), mRNA/cds=(11 1.1370) 
/□b=NM 018^10 /ai=220'35561 
/ug=Hs.274136 /len=1978 


NM_018310 


Hs.274136 


NP_060780 


9960 


0.011469 


similar to weakly similar to glutathione 
peroxidase 2, clone MGC:32677 
IMAGF'4?85Q5R mRNA rnmnlptp rd<; 
/cds=(35,664) /gb=BC029424 
/gi=20810222 /ug=Hs.283072 /len=1398 


BC029424 


Hs.283072 




9990 


0.041254 


hypothetical protein FLJ23467 

fFLJ23467^ mRNA /rd^=M0^ fi57^ 
/gb=NM_024575/gi=1 3375749 
/ug=Hs.16179 /len=1196 


NM_024575 


Hs.16179 


NP_078851 


10019 


0.01072 


seroloaicallv dpfinpd rolon canrpr antiaen 
33 (SDCCAG33), mRNA /cds=(295,2358) 
/gb=NM_005786 /gi=1 5451 922 
/ug=Hs.284217/len=2858 


NM 005786 


Hs 284217 


NP_005777 


10049 


7.18E-04 


FLJ 12209 fis clone MAM MA1 000962 

/cds=UNKNOWN /gb=AK022271 

/gi=1 0433630 /ug=Hs.366548 /len=1239 


AK022271 


Hs 366548 






0 01925 


similar tn hv/nrjthptir^il nrntpin Fl Hnftft^ 

oil) Midi LU 1 \yvJ\JW ICUwhI |JI UlCII 1 1 1— U IUUUJ 

(L0C1 15294), mRNA/cds=(98,1171) 
/ab=NM 052937 /ai=24308385 
/ug=Hs.60293 /len=3967 


NM 052937 

INIVI UJ49u 1 


Hs 60293 


NP_443169 


10058 


0.029363 


ribosomal protein L36a-like (RPL36AL), 
mRNA /cds=(95,41 5) /gb=NM_001 001 
/ni=1fi^r)R55Q /nn=H<5 41Q4R5 /lpn=5^7 


NM_001001 


Hs.419465 


NP_000992 


10064 


7.18E-04 


KIAA0570 gene product (KIAA0570), 
mRNA 


XM_002692 






10087 


2.23E-04 


cDNA FLJ30064 fis, clone 
ADRGL2000323. /cds=(1 18,516) 
/ah=AK054R2fi /ai=1fi54Q205 
/ug=Hs.1 88504 /len=2081 


AK054626 


Hs. 188504 




10094 


1.81 E-04 


nuclear factor of kappa light polypeptide 
gene enhancer in B-cells inhibitor-like 
2fNFKBIL2^ mRNA /cds=(473 4132} 

£- y 1 >i 1 l\UI \ *. } , fill \ 1 \ 1 O \J-t ( 0,*T 1 \J£- J 

/gb=NM_013432/gi=1 571 8771 
/ug=Hs.323834 /len=4501 


NM_013432 • 


Hs.323834 


NPJ338460 


10100 


0.015924 


hypothetical protein FLJ22662 
(FLJ22662), mRNA /cds=(66, 1586) 
/gb=NM 024829 /gi=1 3376231 
/ug=Hs.178470 /len=1707 


NM_024829 


Hs. 178470 


NP_079105 


10103 


0.018081 


eukaryotic translation elongation factor 1 
gamma (EEF1G), mRNA /cds=(38,1 351) 
/gb=NM 001404 /gi=25453475 
/ug=Hs.256184/len=1429 


NM_001404 


Hs.256184 


NP_001395 
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1 Inifipnp 
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10108 


0.008722 


myosin, heavy polypeptide 9, non-muscle 
(MYH9) mRNA/cds=M 5883} 
/gb=NM_002473 /gi=22507396 
/ug=Hs. 1 46550 /len=7274 


NM_002473 


Hs. 146550 


NP_002464 


10111 


0.016974 


ubiquitin-conjugating enzyme E2G 2 
fUBC7 veastt fURE2G2^ mRNA 
/cds=(56,553) /gb=NM_003343 
/ni=4507780 /un=H<; 1Q?8^ /lpn=9Qn0 


NM_003343 j 


Hs. 192853 


NP_003334 


10133 


0.001737 


hypothetical protein FLJ 13576 
(FLJ13576), mRNA/cds=(365,2458) 
/nb=NM 029484 /ni=91^fi? 101 
/ug=Hs.334335 /len=3973 


NM_022484 


Hs.334335 


NP 071929 


10145 


9 48E-05 


FST7fi?1aOS y1 Sunann Kawakami 
zebrafish DRA clone 2601776 3') 


nvv i iuouu 






10146 


0.006106 


EST qz90a06.x1 

Soares_pregnant_uterusJMbHPU cDNA 
clone IMAGE:2041810 3' 


AI493872 




NP_008878 


10148 


0 004203 


FST7ao26n10 x1 NCI CGAP Lu5 rlonp 
IMAGE: 1909698 3' contains Alu repeat) 


An4?8fi1 

/\io*tt.yuw 






10151 


0.01925 


cDNA FLJ36605 fis, clone 
TRACH2015316 hiahlv similar to 
VIMENTIN./cds=(631,1317) 
/ah=AK0Q^Q94 /ni=2 17^288^ 

/ug=Hs.379100 /len=2665 


AK093924 


Hs.379100 








clone IMAGE: 1307064 contains Alu 
repeat) (low match) 


AA7fifi^QQ 
r\r\i WOW 






10170 


0.001033 


EST(ts95a10.x1 NCI_CGAP_GC6 cDNA 


AI635513 






10179 


0.009349 


EST (wq27e08.x1 NCI CGAP Kid11 
IMAGE:2472518 3 1 ) 


AI953360 




NP 620149 


10186 


0.023148 


transmembrane 4 superfamily member 6 

n~M49Ffi} mRNA /rrte=M04 841 \ 

/gb=NM_003270 /gi=212651 15 
/ug=Hs.121068 /len=2069 


NM_003270 


Hs. 121 068 


NP_003261 


10194 


0 00879? 


hvnrithptiral nrntpin Fl I111H1 

(FLJ11101), mRNA /cds=(1, 552) 
/gb=NM_018322 /gi=8922866 
/ug=Hs.58382/len=1920 


mm ma^99 




NP_060792 


10195 


0.003079 


mRNA for KIAA1586 protein, partial cds. 
/cds=(1481 ,3700) /gb=AB046806 
/gi=1 0047246 /ug=Hs. 180663 /len=4061 


AB046806 


Hs.1 80663 




10196 


0.001737 


UI-CF-DU1-aav-k-08-0-Ul.s1 UI-CF-DU1 
cDNA clone UI-CF-DU1-aav-k-08-0-UI 3', 
mRNA sequence /clone=UI-CF-DU1-aav- 
k-08-0-UI /clone_end=3' /gb=BM983293 
/gi=1 9607660 /ug=Hs.424609 /len=684 


BM983293 


Hs.424609 
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10197 


0.007056 


CDA02 protein (CDA02), mRNA 
/cds=(3,1832) /gb=NM_032025 
/gj=14042940 /ug=Hs.332404 /len=2179 


NM_032025 


Hs.332404 


NP_1 14414 


10204 


0.020482 


BX1 09229 NCI_CGAP_GCB1 cDNA 
clone IMAGp998K073291, mRNA 
sequence 

/clone=IMAGD998K073291 • IMAGE 130 
6110 /gb=BX1 09229 /gi=27835680 
/ug=Hs. 136841 /len=468 


BX1 09229 


Hs.136841 




10212 


0.014931 


EST(ye51h07.s1 Soares fetal liver spleen 
1NFLS clone IMAGE: 121 309 3* similar to 
contains Alu repetitive element;contains 
L1 repetitive element) 


T96639 






10214 


0.036914 


DNA sequence (chromosome 8 clone 
RP11-463G10map8) 


AC090131 






10226 


0 006106 

W. WWW 1 WW 


wm98f08 x1 NCI CGAP Ut2 cDNA clone 
IMAGE:2444007 3' similar to contains Alu 
repetitive element; contains element MIR 
repetitive element ;, mRNA sequence 
/clone=IMAGE:2444007 /clone end=3' 
/gb=AI889396 /gi=5594560 
/ug=Hs.212245 /len=434 


Al 889396 


Hs 212245 




10228 


0.006566 


hypothetical protein FLJ 10342 
(FLJ10342), mRNA /cds=(534,1 145) 
/gb=NM_Q18064 /gi=14149717 
/ug=Hs.101514/len=1506 


NM_018064 


Hs.101514 


NP_060534 


10232 


0 002844 


BX094256 

Soares_fetal_heart_NbHH19W cDNA 
clone IMAGD998B20783 mRNA 

/clone=IMAGp998B20783_;_IMAGE:3428 
35 /ab=BX094256 /ai=27841884 
/ug=Hs.407356 /len=477 


BX094256 


Hs 407356 




10241 


0.027691 


EST(nc21a04.r1 NCI_CGAP_Pr1 cDNA 
clone IMAGE - 1008750^ 

wlUI IC 1 1 V 1 1 \\ — > 1 — . \ \J\J\JI \J\J J 


AA225070 






10247 


0.013991 


vimentin (VIM) gene 


M18895 






10272 


5.42E-04 


ESTyc21h02.r1 Stratagene lung 
(#937210) cDNA clone IMAGE:81363 5' 


T63815 






10276 


0.043576 


Hvoothetical oroteinfcDNA seouence 
FLJ 11 311 fis, clone PLACE1010102) 
(=cDNA sequence DKFZp566J2146) 


AK002173 




NP_689971 


10277 


0.006106 


likely ortholog of mouse embryonic 
epithelial gene 1 (EEG1), mRNA 
/cds=(31 9,1794) /gb=NM_01761 1 
/gi=1 8252046 /ug=Hs.274453 /len=2630 


NM_017611 


Hs.274453 


NP_060081 


10289 


0.027691 


EST RC3-HT0593-1 70300-01 1-C10 
HT0593 


BE1 77303 
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Accession 

No. 


Protein 
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10291 


0.021781 


cDNA FLJ33775 fis, clone 
BRSSN2000498. /gb=AK091094 
/gi=21 749382 /ug=Hs.325625 /len=2431 


AK091094 


Hs.325625 




10293 


0 023148 


BX102130NCI CGAP Pr3 cDNA clone 
IMAGp998P072795, mRNA sequence 
/clone=IMAGD998P072795 ■ IMAGEH1 
5766 /gb=BX102130 /gi=27831621 
/ug=Hs.433046 /len=450 


BX102130 


Hs 433046 




10294 


0.01072 


unnamed nrotein nroduct THorno saDiensl 


AK002129 




NP_062553 


10296 


4.25E-05 


cDNA seauence (cDNA seauence 
FLJ1 1603 fis, clone HEMBA1 003926) 


AK021665 

#\l 1 \J\J\J 






10304 


0 015924 


cDNA FLJ14175 fis clone 

NT2RP2002979. /gb=AK024237 

/gi=1 0436564 /ug=Hs.288613 /len=3493 


AK024237 


Hs 288613 




10307 


0.00189 


EST(ti95f04.x1 NCI_CGAP_Gas4 cDNA 
clone IMAGE:21 39775 3") 


AI445690 






10322 


0.00489 


cDNA seauence FLJ1 1479 fis clone 
HEMBA1001784 


AK021541 






10325 


0.006106 


EST IL2-UM0076-130500-084-A01 
UM0076 cDNA 


AW802834 






10330 


8.48E-05 


EST xa58b09.x1 NCI_CGAP_HSC2 
cDNA clone IMAGE 2570969 3' similar to 
contains Alu repetitive element; 


AW073612 






10331 


7.18E-04 


EST QV4-UM0094-060400-159-f1 1 
UM0094 


AW804948 




NPJ12180 


10344 


0 002625 


clone I MAGE- 52609 18 mRNA 
/gb=BC035085 /gi=23958865 
/ug=Hs.250448 /len=3052 


BC035085 


Hs 250448 




10350 


0.039034 


hypothetical protein FLJ90013 
(FLJ90013), mRNA/cds=(15,1703) 
/ab=NM 153365 /ai=235033 10 
/ug=Hs.25119/len=3382 


NM_1 53365 


Hs.25119 


NP_699196 


10356 


0.008722 


602541427F1 NIH_MGC_59 cDNA clone 
IMAGE 4672494 5' mRNA seauence 
/clone=IMAGE:4672494/clone_end=5' 
/gb=BG4941 13 /gi=1 3455627 
/ug=Hs.47122 /len=744 


BG494113 


Hs.47122 




10357 


0 012262 


ribosomal Drotein L23 (RPL23'} mRNA 

1 1 k-» w JWI 1 IUI UI %•/ Iw III I— £— w II M 1 r. V</i| II II M 1 / \ 

/cds=(27,449) /gb=NM_000978 
/gi=14591907 /ug=Hs.234518 /len=493 


NM 000978 

i * IV] WWW f v 


Hs 234518 


NP_000969 


10372 


0.00242 


C05683 pancreatic islet cDNA clone 
hbc5035, mRNA sequence 
/clone=hbc5035 /gb=C05683 /gi=1 502459 
/ug=Hs.323472 /len=428 


C05683 


Hs.323472 




10379 


0.011469 


EST(tc71e05.x1 Soares NhHMPu S1 
cDNA clone IMAGE:2070080 3') 


AI804457 




NP_002067 
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No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


10392 


5.42 E-04 


ribosomal protein, large, P1 (RPLP1), 
mRNA /cds=( 130,474) /gb=NM_001003 
/gi=16905511 /ug=Hs.424299 /len=512 


NM_001003 


Hs.424299 


NP_000994 


10400 


0.001128 


EST (60261 6324F1 NIH_MGC_79 cDNA 
clone IMAGE:4730333 5') 


BG619143 






10401 


0.001232 


EST (Clontech human aorta polyA 
mRNA (#6572) cDNA clone GEN-041E02 

fill XI ™ # A ITTv f i V> 1 ^ / \ w IV-/ f 1 W \^ L_ 1 ^ \J T 1 WV^ 

5') 


C14262 






10430 


0.046005 


EST(ha63a03.x1 NCI_CGAP Pan1 
cDNA clone IMAGE:2878348 3' ) 


AW338626 




NP_006826 


10433 


0.018081 


clone IMAGE:5275753, mRNA ! 
/gb=BC044623 /gi=27882398 
/ug=Hs.418416/len=1997 


BC044623 


Hs.418416 




10436 


0.00223 


Indian hedgehog (Drosophila), clone 
MGC:34815 IMAGE:51 82642,' mRNA, 
complete cds /cds=(74,955) 
/gb=BC034757 /gi=21961329 
/ug=Hs. 115274 /len=1760 


BC034757 


Hs 1 1 5274 




10452 


0.0261 


EST(nf83g03.s1 NCI_CGAP_Co3 cDNA 
clone IMAGE:926548 3') 


AA535420 






10460 


0.004536 


neuroepithelial cell transforming gene 1 
(NET1), mRNA/cds=(147,1775) 
/gb=NM_005863 /gi=1 9923326 
/ug=Hs.25155 /len=3236 


NM_005863 


Hs.25155 


NP_005854 


10471 


0.013102 


hypothetical protein FLJ 14596 
(FLJ14596), mRNA/cds=(1324,1968) 
/ab=NM 032809 /ai=1 9923651 
/ug=Hs.325309 /len=3597 


NM_032809 


Hs.325309 


NP_116198 


10488 


3.34E-04 


FLJ11842 fis, clone HEMBA1006652, 
weakly similar to 60S RIBOSOMAL 
PROTEIN L7 /cds=UNKNOWN 
/gb=AK021904 /gi=10433196 
/ua=Hs 26966 /len=1861 


AK021904 


Hs.26966 




10491 


6.55E-04 


UI-H-DH0-aul-j-10-0-Ul.s1 
NCI_CGAP_DH0 cDNA clone 
IMAGE:5871081 3', mRNA sequence 
/clone=IMAGE:5871 081 /clone_end=3' 
/gb=BM994461 /gi=1 971 9362 
/ug=Hs.434057 /len=2059 


BM994461 


Hs.434057 




10495 


0.002844 


7q35h07.x1 NCI_CGAP_GC6 cDNA 
clone IMAGE:3700476 3' similar to 
contains element MER4 MER4 repetitive 
element ;, mRNA sequence 
/clone=IMAGE:3700476 /clone end=3' 
/gb=BF478238 /gi=1 1549065 
/ug=Hs.356203 /len=400 


BF478238 


Hs.356203 
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p-value 


Description 


Gene 

Accession 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


10497 


8.59E-04 


UI-H-DF0-bek-n-06-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
bek-n-06-0-UI 3', mRNA sequence 
/clone=UI-H-DF0-bek-n-06-0-UI 
/clone_end=3* /gb=CA426336 
/gi=24789062 /ug=Hs.2O300 /len=1060 


CA426336 


Hs.20300 




10498 


3.44E-05 


wo45d05 x1 NCI CGAP Gas4 cDNA 
clone IMAGE:2458281 3' similar to 
contains element XTR repetitive element 
;, mRNA sequence 

/clone=IMAGE:2458281 /clone_end=3" 
/gb=AI926493 /gi=5662457 
/ug=Hs.213840 /len=509 


AI926493 


Hs.213840 




10499 


0.01122 


cDNA: FLJ21545 fis, clone COL06195. 
/gb=AK025198 /gi=1 0437662 
/ug=Hs.83623 /len=2176 


AK025198 


Hs.83623 




10506 


0.032959 


K-EST0187941 L14ChoiCK0 cDNA clone 
L14ChoiCK0-30-C05 5', mRNA sequence 
/clone=L14ChoiCK0-30-C05 
/clone_end=5' /gb=CB1 35678 
/gi=28102621 /ug=Hs.4351 10 /len=419 


CB 135678 


Hs.435110 




10509 


3.02E-04 


UI-H-DF0-bek-k-02-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0-. 
bek-k-02-0-UI 3', mRNA sequence 
/clone=UI-H-DF0-bek-k-02-0-UI 
/clone_end=3' /gb=CA426088 
/qi=24788814 /ua=Hs 285174 /len=1052 


CA426088 


Hs.285174 




10510 


0.046432 


3-5' RNA exonuclease (OLD35), mRNA 
/ods=(1 9,2370) /gb=NMJ)33109 
/ai=24308347 /ua=Hs 392004 /len=2616 


NM_033109 


Hs.392004 


NP_149100 


10511 


0.00113 


cDNA FLJ34603 fis, clone 

KIDNE2013388 /qb=AK091922 

/gi=21 750400 /ug=Hs.304130 /len=1992 


AK091922 


Hs.304130 




10520 


0.015924 


ribosomal protein L35a (RPL35A), mRNA 
/cds=(74,406) /gb=NM_000996 
/gi=161 17790 /ug=Hs.288544 /len=511 


NM_000996 


Hs.288544 


NP_000987 


10523 


0.014931 


clone FLB6914 PR01821 mRNA, 
complete cds (=AL050083.1) 


AF1 30061 




NP_060783 


10524 


0.018079 


hypothetical protein FLJ30656 
(FLJ30656), mRNA /cds=(52,639) 
/gb=NM_1 52344 /gi=22748746 
/ug=Hs. 349887 /len=2212 


NM_1 52344 


Hs.349887 


NP_689557 


10525 


0.011469 


UI-H-DF0-beq-g-04-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
beq-g-04-0-UI 3', mRNA sequence 
/clone=UI-H-DF0-beq-g-04-0-UI 
/clone_end=3' /gb=BU617513 
/gi=23283728 /ug=Hs.25566 /len=1170 


BU617513 


Hs.25566 
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10526 


0.009349 


UI-H-FH0-bch-m-20-0-Ul.s1 

NCI_CGAP_FH0 cDNA clone UI-H-FH0- 

bch-m-20-0-UI 3', mRNA sequence 

/clone=UI-H-FH0-bch-m-20-0-UI 

/clone_end=3' /gb=BQ775028 

/gi=21 983504 /ug=Hs.445395 /len=1059 


BQ775028 


Hs.445395 




10536 


0 01286 


nascent-nolvDeDtide-associated coitidIpx 
alpha polypeptide (NACA), mRNA 
/cds=(26,673) /gb=NM_005594 
/ai=5031930 /ua=Hs 32916 /len=797 


mm 005594 


Hs.32916 


NP_005585 


10539 


0.027691 


ribosomal protein, large, P1 (RPLP1), 
mRNA /cds=(1 30,474) /gb=NM_001003 
/ai=1 690551 1 /ua=Hs 424299 /len=512 


NM_001003 


Hs.424299 


NP_000994 


10546 


0.024587 


cDNA FLJ 13585 fis, clone 
PLACE1009150. /gb=AK023647 
/gi=1 0435632 /ug=Hs.43047 /len=3430 


AK023647 


Hs.43047 




10547 


2.01 E-04 


mRNA; cDNA DKFZp564B032 (from 
clone DKFZp564B032) /gb=AL049975 
/ai=4884225 /ua=Hs 274510 /len=1943 


AL049975 


Hs.274510 




10549 


0.007056 


UI-H-FH0-bcl-g-09-0-Ul.s1 
NCI_CGAP_FH0 cDNA clone UI-H-FH0- 
bcl-a-09-0-UI 3' mRNA seauence 

w I \4 w v w 1 v | till \l 1/ 1 U w 1 1 

/clone=UI-H-FH0-bcl-g-09-0-UI 
/clone_end=3' /gb=CA419491 
/gi=24782146 /ug=Hs.293327 /len=693 


CA419491 


Hs.293327 




10550 


0.013991 


clone IMAGE:4694038, mRNA, partial 

cds /cds=(1 ,796) /gb=BC020891 

/ai=1 8088767 /ua=Hs 3Q0440 /|pn=1**^ 


BC020891 


Hs.390440 




10564 


0.00189 


UI-1-BB1p-akj-h-02-0-Ul.s1 
NCI_CGAP_PI6 cDNA clone UI-1-BB1 p- 
aki-h-02-0-UI 3' mRNA spnupnrp 
/clone=UI-1-BB1p-akj-h-02-0-UI 
/clone_end=3' /gb=BQ021906 
/gi=19757184 /ug=Hs.317762 /len=1296 


BQ021906 


Hs.317762 




10565 


0 003893 


clone IMAGE 5284350 mRNA 
/gb=BC037924 /gi=231 38690 
/ua=Hs 143061 /len=2659 


BC037924 


Hs.143061 




10569 


9.48E-05 


ESTs, cDNA, 5' end 
/clone=IMAGE:201 172 /clone_end=5' 
/ab=R98534 /ai=985051 /ua=Hs 293656 
/len=596 


R98534 


Hs.293656 




10572 


0 002678 


EST 602708659F1 NIH MGC 43 Human 

Uw l UULf v^VJwtsI 1 1^111 1 1 VI \~J V— ' "\J l IUIIIC1II 

cDNA clone IMAGE:4845302 5' 


BG749918 






10574 


0.002906 


cDNA FLJ38300 fis, clone 
FCBBF3017288. /gb=AK095619 
/gi=21754917 /ug=Hs.34969 /len=3695 


AK095619 


Hs.34969 




10591 


0.001596 


EST(Fetal Cochlea Homo sapiens cDNA 
clone IMAGE:2484509 3* ) 


BI492586 




NP_003109 


10592 


0.001232 


EST(cDNA clone IMAGE:3054307 3' ) 


AW575133 




NP 005162 
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10595 


0.001344 


FLJ14309 fis, clone PLACE3000221 
/cds=UNKNOWN /gb=AK024371 
/gi=10436741 /ug=Hs.129013 /len=4964 


AK024371 


Hs. 12901 3 




10597 


0 001344 


BX1 06681 

Soares_parathyroid_tumor_NbHPA cDNA 
clone IMAGd998F054235 mRNA 
sequence 

/clone=IMAGp998F054235_;JMAGE:166 
8484 /a b=BX 106681 /ai=27847079 
/ug=Hs.293334 /len=605 


BX 106681 


Hs 293334 




10621 


0.031117 


EST (383946 MAGE resequences MAGL) 


AW971857 






10623 


0.007578 


clone IMAGE:5276765, mRNA 
/cds=UNKNOWN /ab=BC031314 
/gi=21410747 /ug=Hs.26766 /len=1000 


BC031314 


Hs.26766 | 




10624 


0.001128 


AGENCOURT_6417307 NIH_MGC_67 
cDNA clone IMAGE:5492062 5', mRNA 
sequence /clone=IMAGE:5492062 
/clone_end=5' /gb=BM799896 
/gi=191 16719 /ug=Hs. 304926 /len=913 


BM799896 


Hs. 304926 




10628 


2.47E-04 


ESTs, cDNA, 3' end 
/clone=IMAGE:565677 /clone end=3' 
/gb=AI732470 /gi=5053583 
/ua=Hs 191157 /len=596 

'uy 1 1 0 . 1 C 1 1 \J I (ICII JJU 


AI732470 


Hs.191157 




10629 


0.00242 


ac74b05.x5 Stratagene lung (#937210) 
cDNA clone IMAGE:868305 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:868305 
/clone_end=3' /gb=AI791 153 /gi=5338869 
/un=Hs 444952 /len=498 


AI791153 


Hs.444952 




10630 


0.0261 


UI-H-DF0-bet-j-17-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
bet-j-17-0-UI 3', mRNA sequence 
/clone=UI-H-DF0-bet-j-1 7-0-UI 
/clone_end=3' /gb=BU626301 
/ai=23292516 /ua=Hs 443120 /len=1130 


BU626301 


Hs.443120 




10632 


0.020482 


UI-H-EI1-aze-g-21-0-Ul.s1 
NCI_CGAP_EI1 cDNA clone 
IMAGE'5847596 3' mRNA seauence 
/clone=IMAGE:5847596 /clone end=3' 
/gb=BQ003542 /gi=1 9728442 
/ug=Hs. 190642 /len=1086 


BQ003542 


Hs. 190642 




10636 


0.008722 


cDNA FLJ13571 fis, clone 

PLACE1 008405. /gb=AK023633 

/gi=1 043561 7 /ug=Hs.1 16278 /len=2484 


AK023633 


Hs. 11 6278 




10648 


0.0261 


EST, cDNA, 3' end 

/clone=IMAGE:5843665/clone_end=3' 
/gb=BQ002644 /gi=1 9727544 
/ug=Hs.364307 /len=762 


BQ002644 


Hs. 364307 
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10666 


0.012262 


EST384170 MAGE resequences, MAGL 
cDNA, mRNA sequence /gb=AW971961 
/gi=8161927 /ug=Hs.136340 /len=642 


AW971961 


Hs. 136340 




10669 


0.021781 


EST(Hippocampus SN pool 1 cDNA clone 
IMAGE: 1948863 similar to contains L1.t2 
L1 repetitive element ; ) 


AI217038 






10675 


0 036914 


cDNA FLJ11309 fis clone 
PLACE1010076. /gb=AK002171 
/gi=7023887 /ug=Hs.28005 /len=3232 


AK002171 


Hs.28005 




10676 


0.007578 


ESTs, cDNA, 3' end 
/clone=IMAGE:2354884/clone_end=3' 
/gb=AI735488 /gi=5057012 
/ug=Hs.111436/len=514 


AI735488 


Hs.1 11436 




10693 


0.036914 


7f77g07.x1 Lupski dorsal root ganglion 
cDNA clone IMAGE:3302989 3' similar to 
Q16465 HYPOTHETICAL PROTEIN ;, 
mRNA sequence /clone=IMAGE:3302989 
/clone_end=3' /gb=BG057970 
/qi= 12523993 /ua=Hs 405856 /len=363 


BG057970 

- 


Hs.405856 




10698 


0.015924 


cDNA FLJ37672 fis, clone 
BRHIP2012059. /gb=AK094991 
/ai=21754166 /ua=Hs 125419 /len=2342 


AK094991 


Hs.125419 




10705 


0.0261 


No significant match, 
ORF+2(386~529) +3(3-107) 


SEQ ID No 2 






10714 


0.02048 


No significant match, ORF-1 (226-461) 


SEQ.ID.No.69 






10715 


0.013991 


No significant match, low complexity 


SEQ.ID.No.73 






10777 


0.013991 


EST(wm51f05.x1 NCI_CGAP_Ut2 
IMAGE:2439489 3') 


AI871724 






10782 


0 001465 


EST (cDNA clone IMAGE- 120476 3' 
similar to 


T95469 






10787 


0.001465 


cDNA FLJ37147 fis, clone 
BRACE2025316, weakly similar to tRNA- 
splicing endonuclease subunit. 
/cds=(26 559) /ab=AK094466 
/gi=21753534 /ug=Hs.420088 /len=1738 


AK094466 


Hs.420088 




10792 


0.01072 


EST (hb87e12.x1 NCI_CGAP_Ut2 cDNA 
clone IMAGE:2890222 3' similar to 
contains Alu reDetitive elements 


AW439703 






10798 


0.021781 


EST(ta16g05.x1 NCI_CGAP_Lym5 
IMAGE:2044280 3") 


AI471814 






10800 


0.043576 


actin related protein M1 (ARPM1), mRNA 
/cds=(377,1495) /gb=NM_032487 
/gi=19549324 /ug=Hs.135411 /len=2002 


NM_032487 


Hs. 135411 


NP_1 15876 


10804 


0.001737 


EST (yr74c1 1 .s1 Soares fetal liver spleen 
1NFLSIMAGE:211028 3') 


H65780 
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10817 


0.01072 


EST(hz33h07.x1 NCI CGAP GC6 cDNA 
clone IMAGE:3209821 3') 


BE504880 






10820 


0.004203 


hypothetical protein MGC39497 
(MGC39497), mRNA /cds=(9,770) 
/qb=NM 1 52436 /qi=22748922 
/ug=Hs.406728 /len=1745 


NM_1 52436 


Hs.406728 


NP_689649 


10821 


0.008133 


601584240F1 NIH_MGC_7 cDNA clone 
IMAGE'3938912 5' mRNA seauence 
/clone=IMAGE:3938912/clone_end=5' 
/gb=BE798289/gi=10219487 
/ug=Hs.446578 /len=793 


BE798289 


Hs.446578 




10823 


0.023148 


ribosomal Drotein L28 (RPL28) mRNA 

/cds=(43,456) /gb=NM_000991 

/ai=1 3904865 /ua=Hs 356371 /len=500 

'y i www rwww ' uvj i iw.wwwwr I f ivi I www 


NM 000991 


Hs. 356371 


NP_000982 


10825 


0.016974 


ribosomal protein L13 (RPL13), transcript 
variant 2, mRNA /cds=(238,873) 
/gb=NM_033251 /gi=15431294 
/ua=Hs 431392 /len=1296 

» wy i i w . r w i wwc ' l w l l i^ww 


NM_033251 


Hs.431392 


NP_1 50254 


10831 


0.015924 


EST (QV0-CT01 79-240300-1 75-a03 
CT0179) 


AW846528 






10840 


0.001128 


hypothetical protein FLJ 11292 
(FLJ11292), mRNA/cds=(151,6.15) 
/ab=NM 018382 /ai=8922980 i 

» >4 w i nil w 1 WWw^ / W 1 w w f i f» w w W ' 

/ug=Hs.272246 /len=1948 


NM 018382 


Hs.272246 


NP_060852 


10843 


0.004536 


EST (QVO-ST0236-171299-075-C08 
ST0236 cDNA) 


AW816517 






10848 


0.012262 


EST(yu63g1 1 .r1 clone 238532 5') 


H65434 






10857 


0.018081 


EST(7n15h06.x1 NCI_CGAP_Brn23 
DNA clone IMAGF356489Q V\ 


BF195152 




NP_005315 


10861 


0 048543 


UI-CF-EC1-aea-a-11-0-UI s1 UI-CF-FC1 
cDNA clone UI-CF-EC1-aea-g-11-0-UI 3', 
mRNA sequence /clone=UI-CF-EC1-aea- 
a-11-O-lll /clone end=3' /ab=BU688263 

y 1 I w V-V 1 / wl wl 1 w ul IU w / y w UUUUU^-vU 

/gi=23544886 /ug=Hs.336400 /len=528 




Hs. 336400 




10862 


0.021781 


mitochondrion, complete genome 


NC 001807 






10865 


0.024587 


SCY1-like 1 (S. cerevisiae) (SCYL1), 
mRNA /cds=(40 2400) /ab=NM 020680 
/gi=1 9923565 /ug=Hs.238839 /ien=2580 


NM_020680 


Hs.238839 


NP_065731 


10868 


0.001737 


EST (wa28d06.x1 NCI_CGAP Kid11 
clone IMAGE:2299403 3') 


AI916588 






10869 


0.0261 


EST DKFZp434D1916_r1 434 
(synonym: htes3) cDNA clone 
DKFZp434D1916 5' 


AL041117 






10873 


2.01E-04 


601156470F1 NIH_MGC 21 cDNA clone 
IMAGE:3140104 5', mRNA sequence 
/clone=IMAGE:3140104 /clone end=5' 
/gb=BE279006 /gi=91 53993 
/ug=Hs.444551 /len=549 


BE279006 


Hs.444551 
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10876 


0.001737 


EST(HSC11G121 normalized infant brain 
cDNA H.sapiens cDNA clone c-11g12) 


Z43048 






10888 


0.006106 


UI-H-DH0-aul-j-10-0-Ul.s1 i 
NCI_CGAP_DH0 cDNA clone 
IMAGE:5871081 3', mRNA sequence 
/clone=IMAGE:5871081 /clone end=3' 
/gb=BM994461 /gi=1 971 9362 
/ug=Hs.434057 /len=2059 


BM994461 


Hs.434057 




10891 


0.007578 


EST(yh69b07.r1 Soares placenta Nb2HP 
cDNA clone I MAGE: 134965 5' similar to 
contains Alu repetitive element) 


R31623 




■ 


10899 


0.003603 


ad44d12.x5 Stratagene lung carcinoma 
937218 cDNA clone IMAGE:884567 3' 
similar to contains Alu repetitive 
element;contains L1 .t1 L1 repetitive 
element ;, mRNA sequence 
/clone=IMAGE:884567/clone_end=3' 
/gb=AI732123 /gi=5053258 
/ug=Hs.446065 /len=484 


AI732123 


Hs.446065 




10910 


0.006566 


EST (tg92b06.x1 NCI_CGAP_CLL1 i 
cDNA clone IMAGE:21 16211 3' similar to 
contains Alu repetitive element;) 


AI401289 






10931 


0.001737 


MR2-CI01 86-2911 00-01 0-a06 CI0186 
cDNA, mRNA sequence /gb=BF814502 
/gi=12147047 /ug=Hs.446594 /len=530 


BF814502 


Hs.446594 




10935 


0 029363 


ribosomal Drotein S20 CRPS20) mRNA 
/cds=( 128,487) /gb=NM_001023 
/gi=14591915 /ug=Hs.8102 /len=539 


NM 001023 

• 


Hs 8102 


NP_001014 


10937 


0.015924 


hypothetical protein MGC16384 
(MGC16384), mRNA/cds=(450,602) 
/gb=NM_053048 /gi=1 6596689 
/ug=Hs.274268 /len=1599 


NM 053048 


Hs 274268 


NP 444276 


10950 


0.043576 


cDNAFLJ38913fis, clone 
NT2NE2008017. /gb=AK096232 
/gi=21 755673 /ug=Hs.50094 /len=2555 


AK096232 


Hs.50094 


NP_835224 


10966 


0.013991 


mRNA; cDNA DKFZp586C1723 (from 
clone DKFZp586C1723) /gb=AL050192 
/gi=4884408 /ug=Hs.80285 /len=1797 


AL050192 


Hs.80285 




10967 


0.003603 


cDNA /clone=cD622 /gb=AF1 07454 
/gi=5052209 /ug=Hs. 107537 /len=4850 


AF 107454 


Hs. 107537 


NP_071903 


10970 


0.018081 


BX098252 Soares fetal liver spleen 
1 NFLS cDNA clone IMAGp998P03536, 
mRNA sequence 

/clone=IMAGp998P03536_; IMAGE:2483 
06 /gb=BX098252 /gi=27829319 
/ug=Hs.32171 /len=626 


BX098252 


Hs.32171 
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10973 


0.029363 


I L3-HT061 9-280600-1 91 -F06 HT0619 
cDNA, mRNA sequence /gb=BQ357271 
/gi=21022994 /ug=Hs.232093 /len=580 


BQ357271 


Hs.232093 




10976 


0.008133 


in56e04.x1 HR85 islet cDNA clone 
IMAGE:6126055 3', mRNA sequence 
/clone=IMAGE:61 26055 /clone_end=3' 
/gb=BU784825 /gi=23830229 
/ug=Hs.442971 /len=548 


BU784825 


Hs.442971 




10977 


3.34E-04 


602372975F1 NIH_MGC_93 cDNA clone 
IMAGE:4484347 5', mRNA sequence 
/clone=IMAGE 4484347 /clone end=5* 
/gb=BG261238/gi=12771054 " 
/ug=Hs.352289 /len=1003 


BG261238 


Hs.352289 




10985 


0.006106 


E1B-55kDa-associated protein 5 (E1B- 
AP5), transcript variant 1, mRNA 
/cds=(1 74,2744) /gb=NMJ)07040 
/gi=21 536325 /ug=Hs.155218 /len=3872 


NM_007040 


Hs. 15521 8 


NP_653335 


10999 


0.001465 


ax37a08.x1 Proliferating Erythroid Cells 
(LCB:ax library) cDNA clone ax37a08 
random, mRNA sequence 
/clone=ax37a08 /gb=BG943384 
/gj=14342756 /ug=Hs.339555 /len=555 


BG943384 


Hs. 339555 




11000 


0.001033 


ESKcDNA clone IMAGE'796136 5' 
similar to contains L1.t1 L1 repetitive 
element ; ) 


AA461279 






11010 


0.041254 


ESTs cDNA 3' end 
/clone=IMAGE:1690154 /clone end=3' 
/gb=A1 1 23563 /gi=3539329 
/ug=Hs. 166593 /len=530 


All 23563 


Hs. 166593 


NP_060035 


11012 


0.039034 


cDNAFLJ12135fis, clone 
MAMMA1 000307. /gb=AK022197 
/ai=1 0433541 /ua=Hs 130581 /len=2356 


AK022197 


Hs. 130581 




11013 


0.009349 


UI-H-FH0-bcl-g-09-0-Ul.s1 
NCI_CGAP_FH0 cDNA clone UI-H-FH0- 
bcl-a-09-0-UI 3' mRNAseauence 
/clone=UI-H-FH0-bcl-g-09-0-UI 
/clone_end=3' /gb=CA419491 
/gi=24782146 /ug=Hs.293327 /len=693 


CA419491 


Hs.293327 




11014 


2.05E-05 


cDNA FLJ14135 fis, clone 
MAMMA1 002728. /gb=AK024197 
/gi=1 043651 8 /ug=Hs.289037 /len=1784 


AK024197 


Hs.289037 




11015 


0.00489 


unidentified mRNA, partial sequence. 
/gb=U43604 /gi=1 171236 /ug=Hs. 159901 
/len=1677 


U43604 


Hs. 159901 




11019 


0.009349 


clone 23758 mRNA sequence 
/gb=AF052140 /gi=3360449 
/ug=Hs.141055 /len=1498 


AF052140 


Hs. 141 055 
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11021 


6.55E-04 


FLJ23302 fis, clone HEP1 1 143 

/cds=UNKNOWN /gb=AK026955 

/gi=1 0439937 /ug=Hs.287737 /len=2509 


AK026955 


Hs.367841 


NP_1 15652 


11027 


0.00189 


cDNA FLJ 12885 fis, clone 
NT2RP2003988. /gb=AK022947 
/ai=1 0434630 /ua=Hs 36093 /len=2000 


AK022947 


Hs.36093 




11031 


1.63E-04 


cDNA: FLJ21228 fis, clone COL00739. 
/gb=AK024881 /gi=1 0437293 
/ua=Hs 306716 /len=1869 


AK024881 


Hs.306716 




11033 


0.046005 


FLJ30661 fis, clone DFNES2000526 
/cds=UNKNOWN /gb=AK055223 
/ai=16549904 /ua=Hs 265540 /len=2514 


AK055223 


Hs.265540 


NP_057178 


11034 


0.003893 


mRNA; cDNA DKFZp667P1423 (from 
clone DKFZp667P1423) /gb=AL832809 
/gi=21 733392 /ug=Hs.288997 /len=3567 


AL832809 


Hs.288997 




11048 


0.005674 


EST(placenta Nb2HP Homo sapiens 
cDNA clone IMAGE:138431 5' similar to 
contains Alu repetitive element; ) 


R68614 






11049 


0.006566 


cs69c03.y2 Retinal pigment 
epithelium/choroid cDNA (Un-normalized, 
unamplified): cs cDNA clone cs69c03 5\ 
mRNA seauence /clone=cs69c03 
/clone_end=5* /gb=CA395789 
/gi=24731580 /ug=Hs.446106 /len=585 


CA395789 

\ »v 


Hs 446106 

1 Iw. ■ i w 1 W 




11052 


0.002625 


cDNA FLJ40815fis, clone 
TRACH2010600 /ab=AK098134 
/gi=21 758081 /ug=Hs.432620 /len=2814 


AK098134 


Hs.432620 




11058 


0.027691 


collagen, type XII, alpha 1 (COL12A1), 
transcript variant long, mRNA 
/cds=(1 14,9305) /gb=NM_004370 
/ai=1 8201922 /ua=Hs 101302 /len=11554 


NM_004370 


Hs. 101 302 


NP_542376 


11059 


4.93E-04 


U l-E-CQ 1 -aew-e-07-0-U I . s 1 U l-E-CQ 1 
cDNA clone UI-E-CQ1-aew-e-07-0-UI 3' 
mRNA sequence /clone=UI-E-CQ1-aew-e 
07-0-UI /clone_end=3' /gb=BU728934 
/gi=23651308 /ug=Hs.436272 /len=1 132 


BU728934 


Hs.436272 




11063 


0.024587 


clone alDha est218/52C1 mRNA 
sequence /gb=AF001 542 /gi=2529714 
/ug=Hs.356442 /len=2992 


AF001542 


Hs 356442 




11069 


0.043576 


ESTs, Stratagene ovarian cancer 
(#937219 cDNA clone IMAGE:595374 3' 
similar to TR:Q13129 Q13129 ZN-15 
RELATED ZINC FINGER PROTEIN ; 


AI732587 






11070 


0.00223 


cDNA FLJ34585 fis, clone 

KIDNE2008758. /gb=AK091904 

/gi=2 1750379 /ug=Hs. 104627 /len=2438 


AK091904 


Hs. 104627 
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11071 


0.041254 


cDNA FLJ31335 fis, clone 

MAMGL1000151. /gb=AK055897 

/gi= 16550738 /ug=Hs.406914 /len=2180 


AK055897 


Hs.406914 




11091 


0.015924 


BX091936 Soares placenta Nb2HP cDNA 
clone IMAGp998N02193 ; 
IMAGE:135745, mRNA sequence 
/clone=IMAGD998N02193 ■ IMAGE' 1357 
45 /gb=BX091936 /gi=27822661 
/ug=Hs.24598 /len=688 


BX091936 


Hs.24598 




11092 


0.003079 


ESTs, cDNA, 5' end 
/clone=IMAGE:4779957/clone_end=5 , 
/ab=BG741948 /ai=14052601 
/ug=Hs.355530 /len=948 


BG741948 


Hs.355530 


NP_068747 


11093 


0.039034 


UI-E-EJ1-aje-j-02-0-Ul.r1 UI-E-EJ1 cDNA 
clone UI-E-EJ1-aje-j-02-0-UI 5', mRNA 
sequence /clone=UI-E-EJ1-aje-j-02-0-UI 
/clone_end=5' /gb=BM929582 
/gi=19388755 /ug=Hs,159153 /len=1002 


BM929582 


Hs.159153 




11097 


0.008473 


ESTs, cDNA, 3' end /clone=UI-E-EJ0-ahj- 
f-02-0-UI /clone_end=3' /gb=BM674241 
/gi=18984139 /ug=Hs.354662 /len=684 


BM674241 


Hs.354662 




11104 


0.006106 


clone IMAGE:5268031, mRNA 
/gb=BC040578 /gi=26251832 
/ua=Hs 287864 /len=3284 


BC040578 


Hs.287864 




11106 


0.029363 


BX096783 Soares_testis_NHT cDNA 
clone IMAGp998M71794, mRNA 

/clone=IMAGp998H71794 ; IMAGE:731 
224 /gb=BX096783 /gi=27842978 
/ua=Hs 98322 /len=730 


BX096783 


Hs.98322 


t 


11116 


0.008722 


cDNA FLJ33668 fis, clone 
BRAMY2028565. /gb=AK090987 
/ai=21 749256 /ua=Hs 346796 /len=2294 


AK090987 


Hs.346796 




11126 


0.00223 


full length insert cDNA clone ZD64C04 
/gb=AF088052 /gi=3523258 
/ug=Hs.384557 /len=831 


AF088052 


Hs.384557 




11142 


9.44E-04 


cDNA: FLJ22447 fis, clone HRC09479. 
/gb=AK026100 /gi=1 0438841 
/ua=Hs 344000 /len=1659 


AK026100 


Hs.344000 




11163 


0.041254 


UI-H-DP0-avb-p-04-0-Ul.s1 
NCI_CGAP_Fs1 cDNA clone 
IMAGE:5877363 3', mRNA sequence 
/clone=IMAGE:5877363/clone_end=3' 
/gb=BQ020727 /gi=1 9756005 
/ug=Hs.446656 /len=1208 


BQ020727 


Hs.446656 




11178 


0.027691 


No significant match (ORF:none) 


SEQ.ID.No.23 
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11192 


0.013102 


RC4-HT0277-1 60200-01 3-d07 HT0277 
cDNA, mRNA sequence /gb=BE151126 
/gi=8613847 /ug=Hs. 158600 /len=571 


BE151126 


Hs. 158600 




11207 


0.007578 


cDNA FLJ31353 fis, clone 
MESAN2000264. /gb=AK055915 
/gi=16550762 /ug=Hs.352554 /len=2192 


AK055915 


Hs.352554 




11214 


7.88E-04 


No significant match 
(ORF:+1:1~147[147], +2:68-1 93[1 26]) 


SEQ.ID.No.25 






11220 


0.032959 


No significant match, ORF-1(3~442) 


SEQ.ID.No.80 






11237 


0 014931 


vesicle-associated membrane Drotein 2 
(synaptobrevin 2) (VAMP2), mRNA 
/cds=(95 445) /ab=NM 014232 
/gi=7657674 /ug=Hs.25348 /len=2159 


NM 014232 


Hs.25348 


NP_055047 


11241 


0.001232 


FLJ32072 fis, clone OCBBF1000130 

/cds=UNKNOWN /gb=AK056634 

/gi=1 6552092 /ug=Hs.350761 /len=2818 


AK056634 


Hs.350761 




11243 


0.041254 


apoA polymorphism Kringle IV gene, 
exons 1 and 2 


L14005 






11253 


0.013991 


hypothetical protein similar to beta- 
transducin family (FLJ 10458), mRNA 
/cds=(14,1471) /gb=NM_018096 
/gi=20070287 /ug=Hs.85570 /len=2593 


NMJD18096 


Hs.85570 


NP_060566 


11258 


0.014931 


ADP-ribosylation factor GTPase 
activatina orotein 1 (ARFGAP1) mRNA 
/cds=(1 13,1 333) /gb=NM 018209 
/gi=8922651 /ug=Hs.25584 /len=3248 


NM_018209 


Hs.25584 


NP_783202 


11266 


0.015924 


B-cell translocation gene 1 , anti- 
Droliferative (BTG1) mRNA 

%S • Wll 1 w 1 V4VI V 1 1 w '/} I'M XM/ X 

/cds=(309,824) /gb=NM_001731 
/gi=4502472 /ug=Hs.77054 /len=1783 


NM_001731 


Hs.77054 


NP_001722 


11277 


0 016974 


liaase I DNA ATP-deDendent (LIG1} 
mRNA /cds=(121 ,2880) /gb=NM_000234 
/gi=4557718 /ug=Hs.1770 /len=3083 


NM 000234 


Hs.1770 


NP_000225 


11278 


0.008722 


H2A histone family, member X (H2AFX), 
mRNA /cds=(74,505) /gb=NM_002105 
/gi=4504252 /ug=Hs.147097 /len=1585 


NM_002105 


Hs. 147097 


NP_002096 


11279 


0.036914 


CDNAFLJ1 1660 fis, clone 
HEMBA1 004610. /gb=AK021722 
/gi=10432962 /ug=Hs.281895 /len=1769 


AK021722 


Hs.281895 




11292 


0.012262 


DNA sequence from clone RP1 1-151 F5 
on chromosome 9 Contains 2 isoforms 
for part of the AKAP2 gene for A kinase 
(PRKA) anchor protein 2, a ribosomal 
protein L21 pseudogene and a CpG 
island, complete sequence [Homo 
sapiens] 


AL1 58823 
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11293 


0.048543 


hypothetical Drotein (FLJ20485) mRNA 
/cds=(1 12,729) /gb=NM_019042 
/gi=9506680 /ug=Hs.98806 /len=2021 


NM 019042 


Hs.98806 


NP_061915 


11308 


0.018081 


hypothetical protein MGC10702 
(MGC10702} mRNA /cds=M 36 1662} 
/gb=NM_032663 /gi=14249221 
/ug=Hs. 179520 /len=2126 


NM_032663 


Hs. 179520 


NP_1 16052 


11309 


0.001128 


mRNA; cDNA DKFZp566C114 (from 
clone DKFZp566C114); partial cds 
/cds=(1,951) /gb=AL1 37442 /gi=6808012 
/ua=Hs 286184 /len=3913 

/ UU | lOXUv / Ivl IOC 1 J 


AL1 37442 


Hs.286184 




11313 


0.020482 


NADH dehydrogenase (ubiquinone) 1 
alpha subcomplex, 1, 7.5kDa (NDUFA1), 
nuclear npnp encodina mitochondrial 

1 1 UOIUCI 1 M \Z> 1 IC V* 1 1 vUVJ 1 1 |U 1 1 1 1 lUvl I \J 1 IVJI ICt 1 

protein, mRNA /cds=(143, 355) 
/gb=NM_004541 /gi=1 3699820 
/ug=Hs. 74823 /len=479 


NM_004541 


Hs.74823 


NP_004532 


11316 


0 002268 


KIAA1721 orotein nartial cds 
/cds=UNKNOWN /gb=AB051508 
/gi=12697986 /ug=Hs.1 17102 /len=8047 


AB051508 


Hs. 117102 


NP_071904 


11319 


0.015924 


hypothetical protein MGC4276 similar to 
CG8198 (MGC4276), mRNA 
/cds=(70 462} /ab=NM 030940 
/gi=24475709 /ug=Hs.177776 /len=1978 


NM_030940 


Hs. 177776 


NP_1 12202 


11324 


0.031117 


endoplasmic reticulum stress-inducible, 
ubiquitin-like domain member 1 
(HERPUD'H mRNA /cds=i'96 1271^ 
/gb=NM_014685 /gi=7661869 
/ug=Hs. 146393 /len=1884 


NM_0 14685 


Hs. 146393 


NP_055500 


11343 


0.003332 


chromosome 1 open reading frame 33 

fC1orf33} mRNA /rd<;=(3? 7*51} 
/gb=NM_016183 /gi=18490986 
/ug=Hs.274201 /len=1185 


NM_016183 


Hs.274201 


NP_057267 


11344 


0.039034 


secretory carrier membrane protein 4 
fSCAMP-4} mRNA /cds=(82 771 ) 
/gb=NM_079834 /gi=1 7738286 
/ug=Hs.306019/len=2514 


NM_079834 


Hs.306019 


NP_524558 


11348 


0.007578 


AP1 gamma subunit binding protein 1 
(AP1GBP1), transcript variant 1, mRNA 
/cds=(44,21 1 3) /gb=NM_007247 
/gi=18105003 /ug=Hs.15384 /len=5115 


NM_007247 


Hs. 15384 


NP_542118 


11349 


0.024587 


hypothetical nuclear factor SBBI22 
(LOC57117), mRNA /cds=(207, 1595) 
/gb=NM_020395 /gi=21361850 
/ug=Hs.432952 /len=1716 


NM_020395 


Hs.432952 


NP_065128 
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11351 


0.020482 


type V preprocollagen alpha 2 chain 
(COL5A2) gene, exons 34 through 52 and 
partial cds; and type III preprocollagen 
alpha 1 chain (COL3A1) gene, exons 2 
through 52 


AY016295 






11365 


0.002084 


Rho-specific guanine-nucleotide 
exchange factor 164 kDa 
(P164RHOGEF), mRNA/cds=(16 > 6207) 
/gb=NM 014786 /gi=21 361457 
/ug=Hs.45180/len=7540 


NM_014786 


Hs.45180 


NP_055601 


11376 


0.041254 


a disintegrin-like and metalloprotease 
(reDrolvsin tvoe^ with thrombosoondin 

l i w l-' i w i y vii i IT mv / f f III 1 kill III Uwwuvi l VI III 

type 1 motif, 3 (ADAMTS3), mRNA 
/cds=(38,3655) /gb=NM_014243 
/gi=21265036 /ug=Hs.27916 /len=5821 


NM_014243 


Hs.27916 


NP_055058 


11383 


0.006106 


DKFZP586G011 protein (LAP1B), mRNA 
/cds=(56, 1 444) /gb=NM_01 5602 
/gi=24308098 /ug=Hs.234265 /len=3275 


NM_015602 


Hs.234265 


NP_056417 


11395 


0.048543 


LAG1 longevity assurance 2 (S. 
cerevisiae) (LASS2), mRNA 
/cds=(50,742) /gb=NM_013384 
/gi=9937997 /ug=Hs.285976 /len=1646 


NM_013384 


Hs.285976 


NP_071358 


11410 


0.015924 


ring finger protein 38 (RNF38), mRNA 
/cds=(563,1861) /gb=NM_022781 
/gi=21918874 /ug=Hs.77823 /len=4694 


NM 022781 


Hs.77823 


NP_073618 


11421 


0 039034 


DKFZd564J157 Drotein 
(DKFZP564J157), mRNA /cds=(78,524) 
/gb=NM_018457 /gi=8922156 
/ug=Hs.426359 /len=1132 


NM 018457 


Hs.426359 


NP_060927 


11442 


0 006566 

\J m W VWVWV 


cDNA FLJ23640 fis clone COL001 87 
/gb=AK074220 /gi=1 8676763 
/ug=Hs.241869 /len=2875 


AK074220 


Hs.241869 




11464 


0.01072 


hypothetical protein MGC17922 
(MGC17922) mRNA /cds=M 47 1034} 
/gb=NM_1 53207 /gi=23397453 
/ug=Hs.285833 /len=3595 


NM_1 53207 


Hs.285833 


NP_694939 


11469 


0.046005 


hypothetical protein FLJ 13920 
(FLJ13920), mRNA /cds=(28,462) 
/gb=NM_024558/gi=1 3375724 
/ua=Hs 13056 /len=1767 

' V* \M 1 |W* 1 WVVW / 1 \m* 1 1 If W I 


NM_024558 


Hs. 13056 


NP_078834 


11471 


0.0261 


prostaglandin E receptor 2 (subtype EP2), 
53kDa (PTGER2), mRNA 
/cds=(1 57,1 233) /gb=NM_000956 
/gi=4506254 /ug=Hs.2090 /len=2372 


NM_000956 


Hs.2090 


NP_000947 


11479 


0.03489 


B lymphocyte activation-related protein 
BC-2048 


AAL26788 






11485 


0.013102 


MADP-1 protein (MADP-1), mRNA 
/cds=(1 85,838) /gb=NM_0331 14 
/qi=21 314766 /ug=Hs.43847 /len=1834 


NM_033114 


Hs.43847 


NP_149105 
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Accession 

No. 


Protein 

Accession 
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11487 


0.01925 


hypothetical gene supported by U08191; 
X80878; AL512730; NM_006165 
(LOC94689), mRNA 


XM_050718 






11495 


0.020482 


leukocyte membrane antigen, clone 
MGC:40393 IMAGE:5218501, mRNA, 
complete cds /cds=(287,1 186) 
/gb=BC032352 /gi=2 1595376 
/ug=Hs.9688 /len=1876 


BC032352 


Hs.9688 




11496 


0.001232 


leucvl-tRNA synthetase (LARS^ mRNA 
/cds=(73,3603) /gb=NM_020117 
/gi=24496788 /ug=Hs.6762 /len=4248 


NM 020117 


Hs.6762 


NP_064502 


11498 


0.009349 


clone MGC:16614 IMAGE:4111344, 
mRNA comDlete cds /cds=(258 998) 
/gb=BC009313 /gi=14424569 
/ug=Hs.373515 /len=2052 


BC009313 


Hs. 193700 




11533 


0.002054 


hypothetical protein FLJ13213 
(FLJ13213), mRNA /cds=(234,1670) 
/gb=NM_024755 /gi=1 3376087 
/ug=Hs.331328 /len=2617 


NM_024755 


Hs.331328 


NP_079031 


11536 


0.031117 


EST(yh89e10.r1 cDNA clone 136938 5') 
8e-06 match 


R38461 




NP_001002 


11551 


0.013102 


EST(EST64315 Jurkat T-cells VI 5* 
ribosomal protein S21) 


AA355853 




NP_1 14107 


11552 


0.018081 


EST(zr43e07 M Soares NhHMPu S1 
clone 666180 5' contains Alu and OFR 
repeat) 


AA233635 






11556 


0.001232 


hypothetical protein FLJ36812 
(FLJ36812) mRNA /cds=f369 1088) 
/ab=NM 153260 /ai=23397553 
/ug=Hs. 194071 /len=2647 


NM_1 53260 


Hs. 194071 


NP_694992 


11569 


0 006566 


hvDothetical Drotein DKFZd434K1421 
(DKFZP434K1421), mRNA 
/cds=(29,1705) /gb=NMJD32141 
/gi=14149806 /ug=Hs.374609 /len=2547 


NM 032141 


Hs.374609 


NP_1 15517 


11585 


0.021781 


EST (yd08e03.r1 clone 24895 5') 


T80443 






11594 


0.003079 


unnamed protein product (=IDH gamma 
gene and TRAP delta gene) 


BAA91131 






11600 


0.013991 


similar to SDermatid WD-reDeat Drotein 
(LOC1 14987), mRNA /cds=(238, 1338) 
/gb=NM_145241 /gi=21687047 
/ug=Hs.133331 /len=3121 


NM 145241 


Hs. 133331 


NP_660284 


11604 


0.00189 


EST(ae50c06.s1 Stratagene lung 
carcinoma 937218 clone IMAGE:950314 
3' contains Alu repeat) 


AA600135 






11605 


6.03E-05 


hypothetical protein PRO1051 
(PRO1051), mRNA /cds=(756, 1004) 
/gb=NM_018572 /gi=8924004 
/ug=Hs.326548 /len=1393 


NM_018572 


Hs.326548 


NP_061042 
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11606 


0.01047 


UI-H-DT1-avz-k-14-0-Ul.s1 
NCLCGAP DT1 cDNA clone 
IMAGE:5886469 3', mRNA sequence 
/clone=IMAGE:5886469/clone_end=3' 
/ab=BQ015886 /ai=1 9751 163 
/ug=Hs.22607 /ien=1207 


BQ015886 


Hs.22607 




11608 


0.01072 


EST(M R0-HT0407-1 40300-0 1 3-h0 1 
HT0407) 

III \J T w f f 


BE1 59552 




NP_003751 


11618 


0.020482 


ESTox12c12.x1 

Soares_fetal_liver_spleen_1 NFLS S1 
IMAGE: 16561 18 3' 


Al 034084 






11638 


0.009349 


cDNA FLJ30301 fis, clone 
BRACE2003217. /gb=AK054863 
/ai=16549482 /ua=Hs 285728 /len=2186 


AK054863 


Hs.285728 




11652 


0.009349 


EST(nf43h10.s1 NCI_CGAP_Pr2 cDNA 
clone IMAGE'916579 similar to contains 
element MER22 repetitive element) 


AA573636 






11674 


0.010015 


EST (aa48c04 x1 Soares NhHMPu S1 
IMAGE: 1689990 3') 


AM 23338 






11685 


0.007056 


EST (QV4-NN0039-040500-196-e07 
NN0039 • 


AW895898 






11687 


0 005674 


EST (601507995F1 NIH MGC 71 cDNA 
clone IMAGE:3909695 5') 


BE886737 




NP_071769 


11690 


6.55E-04 


unnamed protein product 


BAB14576 






11693 


0.003603 


cell adhesion molecule-related/down- 
reaulated bv oncoaenes (CDONM mRNA 
/cds=(1,3723) /gb=NMJ)16952 
/gi=8393083 /ug=Hs. 159565 /len=3986 


NM_016952 


Hs. 159565 


NP_058648 


11702 


0.01072 


eukaryotic translation elongation factor 1 
atoha 1 (EEF1A1} mRNA /cds=( / 63 1451} 
/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


11726 


0.032959 


survival of motor neuron 2, centromeric 
(SMN2} transcriDt variant d mRNA 
/cds=( 164, 1048) /gb=NM_017411 
/gi=1 3259525 /ug=Hs.367729 /len=1623 


NM_017411 


Hs.367729 


NP_075015 


11732 


0 015924 


hvDOthetical Drotein FLJ20699 
(FLJ20699), mRNA /cds=(33, 1043) 
/gb=NM_017931 /gi=8923627 
/ug=Hs.15125/len=2594 


NM 017931 


Hs.15125 


NP_060401 


11745 


4.78E-05 


FLJ23172 fis, clone LNG10005 

/cds=UNKNOWN /gb=AK026825 

/gi=1 0439771 /ug=Hs.306885 /len=1882 


AK026825 


Hs. 306885 




11766 


0.006566 


AV701 088 ADA cDNA clone ADAAGB09 
5', mRNA sequence /clone=ADAAGB09 
/clone_end=5' /gb=AV701088 
/gi=10717418 /ug=Hs.419141 /len=652 


AV701088 


Hs.419141 





120 



Genes Corresponding To Differentially Expressed Genes in Fiqure 12-1 


Hypertension 




Spot 


D-value 


DescNDtion 


CnPriA 

V3CI IC 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


11769 


0 041254 


aolai autoantiaen aolain subfamilv a 5 
(G0LGA5), mRNA/cds=(1 32,2327) 
/gb=NM_0051 13 /gi=4826747 
/ua=Hs 241572 /len=2838 


NM 00511^ 

IvIVI \J\J\J 1 1 J 


Hs.241572 


NP_005104 


11770 


0.013102 


FLJ33160 fis, clone UTERU2000485 

/cds=UNKNOWN /gb=AK057722 

/gi=1 6553641 /ug=Hs. 124733 /len=2328 


AK057722 


Hs. 124733 




11772 


0 039034 


leaumain fLGMNI mRNA 
/cds=(142,1443)/gb=NM 005606 
/gi=21914880 /ug=Hs.18069 /len=1981 


nm nn^RDR 

INI VI \J\J\J\J\J\J 


Hs. 18069 


NP_005597 


11789 


0.024587 


high mobility group nucleosomal binding 
domain 4 (HMGN4} mRNA 

UVI 1 lull 1 f 11 1 1 VI 1 T| ^ I , 

/cds=(239,51 1 ) /gb=NM_006353 
/gi=23238232 /ug=Hs.236774 /len=1980 


NM_006353 


Hs.236774 


NP_006344 


11800 


0.010015 


RAN binding protein 2-like 1 
(RANBP2L1} transcriDt variant 1 mRNA 
/cds=(78,5375) /gb=NM_005054 
/gi=19718754 /ug=Hs.179825 /len=7164 


NM_005054 


Hs. 179825 


NP_1 15636 


11807 


0.016974 


peptidylprolyl isomerase (cyclophilin)-like 
1 (PPIL1), mRNA /cds=(222,722) 
/ab=NM 016059 /ai=22035675 
/ug=Hs.27693 /len=1723 


NM_016059 


Hs.27693 


NP_057143 


11808 


4.78E-05 


Myeloid/lymphoid or mixed-lineage 
leukemia ftrithorax homoloa Dro^onhilaV 
translocated to, 4, cDNA/gb=AW582014 
/gi=7257063 /ug=Hs. 169986 /len=705 


AW582014 


Hs. 169986 




11816 


0.048543 


likely ortholog of rat V-1 protein (V-1 ), 
mRNA/cds=(229,585) /gb=NM_145808 
/gi=21956644 /ug=Hs.21321 /len=3770 


NM_145808 


Hs.21321 


NP 665807 

1^1 v*/ \S \S \J \S 9 


11823 


0 024587 


mRNA for KIAA1614 nrntpin nartial rrte 

iiii\iir\ i\ir\r\ iu i*t |ji ulcii i, ^/gi iicii ^ud, 

/cds=(1 ,3628) /gb=AB046834 

/gi=1 0047302 /ug=Hs.287381 /len=4143 


AR04fi8^4 

ADw*TUUO*» 


Hs.287381 




11850 


0.0261 


TGFB inducible parlv nrowth rp^non^p 
(TIEG), mRNA /cds=(124,1 566) 
/gb=NM_005655 /gi=5032176 
/ug=Hs.82173/len=2899 


NM flfl'ifiS'i 


Hs.82173 


NP_005646 


11869 


0.043576 


cDNA FLJ30649 fis, clone 
CTONG2006562 /ab=AK055211 
/gi=16549888 /ug=Hs.167700 /len=3061 


AK055211 


Hs. 167700 




11872 


0.03489 


FUS interacting protein (serine-arginine 
rich) 1 (FUSIP1), transcript variant 1, 
mRNA (=TLS-associated SR proteins 
(TASR) gene, complete cds, alternatively 
spliced, AY048592.1) 


NM_006625 




NP_473357 


11879 


0.046005 


interleukin-1 receptor-associated kinase 4 
(IRAK4), mRNA/cds=(50,1432) 
/gb=NM_016123 /gi=7705840 
/ug=Hs.142295 /len=2817 


NM_016123 


Hs. 142295 


NP_057207 
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11895 


0.043576 


development and differentiation 
enhancing factor 2 (DDEF2), mRNA 
/cds=(341,3361) /gb=NM_003887 
/gi=4502248 /ug=Hs.12802 /len=5711 


NM_003887 


Hs. 12802 


NP_003878 


11906 


0.007578 


clone IMAGE:5274527, mRNA 
/gb=BC041375 /gi=27370608 
/ug=Hs.11700/len=3905 


BC041375 


Hs. 11700 




11912 


0.018081 


hypothetical protein MGC40157 
(MGC40157), mRNA /cds=(1 06,498) 
/gb=NM_1 52350 /gi=22748758 
/ug=Hs.295362 /len=1250 


NM 152350 


Hs.295362 


NP_689563 


11913 


0.006566 


mRNA; cDNA DKFZp434H2019 (from 
clone DKFZp434H2019) /gb=AL1 37535 
/gi=6808211 /ug=Hs. 15806 /len=1974 


AL1 37535 


Hs. 15806 




11931 


0.009349 


signal recognition particle 68kDa 
(SRP68), mRNA/cds=(36,1919) 
/gb=NM_014230 /gi=24497619 
/ug=Hs.273307 /len=2515 


NM_014230 


Hs.273307 


NPJD55045 


11952 


0.012262 


SWI/SNF related, matrix associated, actin 
dependent regulator of chromatin, 
subfamily a, member 5 (SMARCA5), 
mRNA /cds=(463,3621) /gb=NM_003601 
/gi=21071057 /ug=Hs.9456 /len=3866 


NM_003601 


Hs.9456 


NP_003592 


11956 


0.001737 


cDNA FLJ11439 fis, clone 
HEMBA1001299. /gb=AK021501 
/gi=10432697 /ug=Hs.287416 /len=1500 


AK021501 


Hs.287416 




11962 


0 012262 


aquaporin 3 (AQP3), mRNA 
/cds=(63,941) /gb=NM_004925 
/gi=22165421 /ug=Hs.234642 /len=1835 


NM 004925 


Hs.234642 


NP_004916 


11972 


0 021781 


transmembrane orotein 1 (TMEM1^ 
mRNA/cds=(154,3933)/gb=NM 003274 
/gi=1 9923163 /ug=Hs.94479 /len=6661 


NM 003274 

■ •■VI Vy \J £m* i T 


Hs.94479 


NP_003265 


11975 


0 015924 


cDNA FLJ37042 fis clone 
BRACE2011947. /gb=AK094361 
/gi=21753405 /ug=Hs.432542 /len=2142 


AK094361 


Hs.432542 




11983 


0.046879 


RAS-like, estrogen-regulated, growth- 
inhibitor (RERG), mRNA /cds=(291 ,890) 
/gb=NM_032918 /gi=14249703 
/ug=Hs.21594 /len=2240 


NM 032918 

1 »I»P W W t \J 


Hs.21594 


NP_1 16307 


12003 


0.043576 


EST(zi39c11.s1 Soares fetal liver spleen 
1NFLSS1 cDNA clone 433172 3') 


AA680133 




NP_660208 


12019 


0.017681 


EST(zv83c02.s1 Soares total fetus 
Nb2HF8 9w clone 760226 3' contains 
MER14.t2 MER14 repeat) 


AA425140 






12022 


3.59E-04 


kinesin family protein 3B (KIF3B) 


NM 004798 




NP 004789 
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12037 


0.018081 


EST(EST58819 Infant brain 3' contains 
Alu repeat) 


AA351153 

/ \f \ W W 1 1 WW 






12051 


6.55E-04 


EST (wn37h08.x1 NCi_CGAP_Gas4 
IMAGE:2447679 3') 


AI888883 






12060 


7.18E-04 


mRNA for KIAA1387 protein, partial cds. 
/cds=(1 ,2853) /gb=AB037808 
/gi=7243154 /ug=Hs.301434 /len=4385 


AB037808 


Hs. 301 434 




12061 


0.006566 


cDNA FLJ36838 fis, clone 
ASTRO2011426. /gb=AK094157 
/ai=21753159 /ua=Hs 407030 /len=2646 

/yi £— i i ww i ww / uy i i o 1 www ( ici 1 


AK094157 


Hs.407030 




12062 


0.039034 


EST(wc78g04.x1 NCI_CGAP_Pan1 clone 
IMAGE:2324790 3') 


AI701086 






12066 


0.002844 


chromosome 1 ODen readina frame 19 
(C1orf19), mRNA /cds=(51, 566) 
/gb=NM_052965 /gi=24308389 
/ug=Hs.32058 /len=1943 


NM 052965 

1 fill Ww£-WWW 


Hs.32058 


NP_443197 


12068 


0.008133 


cDNA: FLJ22234 fis, clone HRC02022. 
/gb=AK025887 /gi=10438540 
/ug=Hs.56030 /len=2056 


AK025887 


Hs.56030 




12071 


0.046879 


EST(zs51g05.r1 NCI_CGAP_GCB1 clone 
IMAGE 701048 5' contains Alu and THR 

■ ivt/ \v^i_, f v i w r w w w w i ilwiii iw mu t«i iu i i 1 1 \ 

repeat) 


AA287528 






12079 


0.016974 


ESTnj89e12.s1 NCI CGAP Pr11 cDNA 
clone IMAGE:999694 


AA552262 






12098 


0 023148 

w . w x_ w i rw 


EST(DKFZd566M0246 s1 566 <svnonvrrv 
hfkd2) cDNA clone DKFZp566M0246 3') 


AL 038765 






12106 


0.027618 


autophagy Apg3p/Aut1p-like (APG3), 
mRNA /cds=M 20 1064 Wab=NM 022488 
/gi=1 9526772 /ug=Hs.26367 /len=1381 


NM_022488 


Hs.26367 


NP_071933 


12112 


0 003332 


EST(xu58f03 x1 NCI CGAP Ut1 clone 
IMAGE:2805917 3' TR:035371 035371 
PERIPHERIAL BENZODIAZEPINE 

I l— 1 X 1 1 II 1 — 1 \ 1 / \ I — I li_W L*/ 1 / — 1 — 1 111 1 — 

RECEPTOR ASSOCIATED PROTEIN) 


AW51 141Q 

#V V V J 1 1 *t 1 w^ 




NP_073572 


12117 


0.018081 


EST(tj90g04.x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
cDNA clone 


AI470101 






12140 


0.001033 


ESTnk17g03.s1 NCI CGAP Co11 cDNA 
clone I MAGE: 101 381 2 3' 


AA582722 






12141 


0.019069 


EST(zc24f10.s1 

Soares_senescent_fibroblasts_NbHSF 
IMAGE:323275 3')(contains Alu repetitive 
element) 


W43004 






12150 


0.013102 


hypothetical protein FLJ35382 
(FLJ35382), mRNA /cds=(1 65, 1235) 
/gb=NM_1 52608 /gi=22749244 
/ug=Hs.99210/len=1349 


NM_1 52608 


Hs.99210 


NP_689821 
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12151 


0.024587 


topoisomerase (DNA) II binding protein 
(TOPBP1), mRNA/cds=(347,4654) 
/gb=NM_007027 /gi=20143948 
/ug=Hs.91417/len=5261 


NM_007027 


Hs.91417 


NP_008958 


12161 


0.005674 


EST(hh76d05.y1 NCI_CGAP_GU1 cDNA 
clone IMAGE:2968713 5' similar to 
contains L1.t1 L1 repetitive element ; 


AW663260 






12163 


0.032959 


mRNA; cDNA DKFZp434l2129 (from 
clone DKFZp434l2129) /cds=(1,655) 
/gb=AL832450 /gi=21 73301 5 
/ug=Hs. 376999 /len=21 00 


AL832450 


Hs.376999 




12164 


0.027691 


cDNA sequence FLJ22790 fis, 


AK026443 




NP 001675 


12178 


0.010015 


EST (Of53c02.s1 NCI_CGAP_CNS1 
IMAGE: 1427906) 


AA836671 






12180 


0.002054 


cDNA FLJ13877fis, clone 

THYROI 001403. /gb=AK023939 

/gi=1 0436034 /ug=Hs.317080 /len=3065 


AK023939 


Hs.317080 




12182 


0.009349 


Williams-Beuren Syndrome critical region 
protein 20 copy B (WBSCR20B), mRNA 
/cds=(984,1448) /gb=NM_145645 
/gi=21717802 /ug=Hs.406306 /len=1634 


NM_145645 


Hs.406306 


NP_663620 


12184 


0.009349 


CDNAFLJ11086 fis, clone 
PLACE1005266 /ab=AK001948 
/gi=7023529 /ug=Hs.272240 /len=1899 


AK001948 


Hs.272240 




12187 


0 00223 


mveloid/lvmDhoid or mixed-lineaae 
leukemia 5 (trithorax Drosophila) (MLL5), 
mRNA /cds=(202,5778) /gb=NM_018682 
/gi=23503326 /ug=Hs.333300 /len=6543 


mm 018682 


Hs.333300 


NP_061152 


12189 


0.013102 


EST AV750486 NPC H.sapiens cDNA 
clone NPCDCF06 5" 


AV750486 






12190 


0.016974 


oxysterol binding protein-like 1 1 
(OSBPL11), mRNA /cds=(306,2549) 
/gb=NM_022776 /gi=231 1 1058 
/ug=Hs.61260 /len=4206 


NM_022776 


Hs.61260 


NP_073613 


12193 


0.01925 


EST (yd68e02.s1 Soares fetal liver spleen 
1NFLSIMAGE:113402 3') 


T78464 




NP_000436 


12195 


6.55E-04 


EST (as58h1 1.x1 Barstead colon 
HPLRB7 cDNA clone IMAGE:2332965 3' 
similar to contains Alu repetitive element) 


AI718786 






12197 


9.42E-04 


DKFZp586E2017_r1 586 (synonym: 
hutel) cDNA clone DKFZp586E2017 5', 
mRNA sequence 

/clone=DKFZp586E2017 /clone jsnd=5' 
/gb=AL046885 /gi=5936275 
/ug=Hs.413463 /len=640 


AL046885 


Hs.413463 
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12207 


0.012262 


phytoceramidase, alkaline (PHCA), 
mRNA /cds=(59,862) /gb=NM_018367 
/gi=1 9923526 /ug=Hs.23862 /len=3404 


NM_018367 


Hs.23862 


NP_060837 


12213 


2.01 E-04 


repetitive sequence (ALU SUBFAMILY J) 


P39188 






12216 


0.011469 


exon prediction only (aa 2e-15) 


CAB90410 






12221 


0.0261 


hAWMSI mRNA, complete cds. 
/cds=(232.444) /gb=AB052759 
/gi=27529922 /ug=Hs.445652 /len=1470 


AB052759 


Hs.445652 




12227 


0.001596 


cDNA, 3" end /clone=IMAGE:3038322 
/clone_end=3 1 /gb=BE042649 
/gi=8359628 /ug=Hs.275673 /len=435 


BE042649 


Hs.275673 




12228 


7.88E-04 


TSLC1-like 2 (TSLL2), mRNA 
/cds=(50.1216) /gb=NM_1 45296 
/gi=21686976 /ug=Hs.164773 /len=2176 


NM_1 45296 


Hs. 164773 


NP_660339 


12229 


0.043576 


clone IMAGE:3924941, mRNA 
/gb=BC029341 /gi=20379505 
/ug=Hs.391380 /len=1657 


BC029341 


Hs.391380 




12236 


0.003893 


EST (RC2-BN0032-120200-011-h11 
BN0032) 


AW992887 






12239 


0.002465 


EST(zw57a10.r1 

Soares_total_fetus_Nb2 H F8_9w cDNA 
clonelMAGE:774138 5') 


AA429753 






12240 


0.00189 


xq09e02.x1 NCI_CGAP_Ut1 cDNA clone 
IMAGE:2750138 3' similar to contains Alu 
repetitive element;, mRNA sequence 
/clone=IMAGE:2750138 /clone end=3' 
/gb=AW517395 /gi=7155477 
/ug=Hs.445194 /len=519 


AW517395 


Hs.445194 




12246 


4.93E-04 


EST (yo20f05.r1 Soares adult brain 
N2b5HB55Y cDNA clone I MAGE: 178497 
5 1 ) 


H46503 






12271 


1.63E-04 


EST(ne86c04.s1 NCI CGAP Kid1 clone 
IMAGE:91 1142 contains L1.t1 L1 repeat) 


AA480776 






12273 


0.009098 


EST (RC4-MT0235-061200-01 1-e04 
MT0235) 


BF900451 






12284 


0.03489 


EST384170 MAGE resequences, MAGL 
cDNA, mRNA sequence /gb=AW971961 
/gi=8161927 /ug=Hs. 136340 /len=642 


AW971961 


Hs. 136340 




12290 


0.027691 


EST(yd74f02.s1 Soares fetal liver spleen 
1NFLS cDNA clone IMAGE:1 13979 3' 
similar to contains Alu repetitive element) 


T79796 






12300 


0.003603 


hypothetical protein MGC32104 
(MGC32104), mRNA /cds=(101, 1651) 
/gb=NM_144684 /gi=21 389584 
/ug=Hs.147025 /len=4732 


NM_1 44684 


Hs. 147025 


NP_653285 
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12311 


0.011469 


DKFZP566I1024 protein 
(DKFZP566I1024), mRNA /cds=(48,953) 
/g b= N M_0 15411 /g i=24308052 
/ug=Hs.279696 /len=2005 


NM_015411 


Hs. 279696 


NP_056226 


12318 


0.012262 


EST(601434058F1 NIH_MGC_72 cDNA 
clone IMAGE:391 9071 5") 


BE894874 




NP_003341 


12320 


0.027691 


EST(EST1 78403 Colon carcinoma (HCC) 
cell line cDNA 5' end similar to similar to 
ribosomal protein L30) 


AA307521 




NP_000980 


12322 


0.021781 


EST(DKFZp547L234_r1 547 (synonym: 
hfbrl) cDNA clone DKFZp547L234 5') 


AL1 34310 






12333 


0.001737 


EST (HS_5378_B2_A05_T7A RPCI-1 1 
Human Male BAC Library genomic clone 
Plate=954 Col=10 Row=B) 


AQ683118 






12336 


0.048543 


UI-H-ED0-axn-i-09-0-Ul.s1 
NCI_CGAP_ED0 cDNA clone UI-H-ED0- 
axn-i-09-0-UI 3', mRNA sequence 
/clone=UI-H-ED0-axn-i-09-0-UI 
/clone_end=3' /gb=CA445401 
/gi=24809821 /ug=Hs.204930 /len=725 


CA445401 


Hs.204930 




12337 


0.004677 


UI-CF-FN0-aer-f-08-0-Ul.s1 UI-CF-FN0 
cDNA clone UI-CF-FN0-aer-f-08-0-UI 3', 
mRNA sequence /clone=UI-CF-FN0-aer-f- 
08-0-UI /clone_end=3* /gb=BU609172 
/gi=23275387 /ug=Hs.301343 /len=1 116 


BU609172 


Hs.301343 




12344 


0.018081 


EST(cDNA clone IMAGE:5303467 5' ) 


BI597128 






12346 


0 039034 


selenoDrotein H fSELH^ mRNA 

IvUI \J III II l \J 1— 1— 1 If, 1 1 1 1 \ 1 T| / \ 

/cds=(243,61 1) /gb=NM_1 70746 
/gi=25014108 /ug=Hs.290874 /len=834 


NM 170746 

INIVI 1 I Uf 


Hs.290874 


NP_734467 


12369 


8.63E-04 


QV3-BN0047-1 50400-1 52-h07 BN0047 
cDNA, mRNA sequence /gb=AW9971 15 
/ai=8257349 /ua=Hs 274352 /len=686 


AW997115 


Hs.274352 




12373 


3.44E-05 


602154322F1 NIH MGC 83 cDNA clone 
IMAGE:4295548 5', mRNA sequence 
/clone=IMAGE:4295548 /clone end=5' 
/gb=BF679668 /gi=1 1953563 
/ug=Hs.225723 /len=845 


BF679668 


Hs.225723 




12375 


0.031156 


UI-H-DT0-avk-p-22-0-Ul.s1 
NCI_CGAP_DT0 cDNA clone 
IMAGE:5880837 3', mRNA sequence 
/clone=IMAGE:5880837 /clone end=3' 
/gb=BM996358 /gi=19721259 
/ug=Hs.433458 /len=838 


BM996358 


Hs.433458 
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12376 


6.23E-06 


ESTs, cDNA, 5' end 
/clone=IMAGE:3859365 /clone_end=5' 
/gb=BF032850 /gi=1 0740562 
/ug=Hs.5367 (=ESTs, Weakly similar to 
T02670 probable thromboxane A2 
receptor isoform beta) . 


BF032850 


Hs.5367 




12378 


4.95E-05 


cDNA FLJ31274 fis, clone 
KIDNE2006334 /ab=AK055836 
/gi=16550665 /ug=Hs.351722 /len=1817 


AK055836 


Hs.351722 




12381 


0.001915 


FLJ31317 fis, clone LIVER1000421, 
moderatelv similar to CYTOCHROME 
P450 3A5(EC 1.14.14.1) 
/cds=UNKNOWN /gb=AK055879 
/gi=1 655071 4/ug=Hs.350826 /len=2596 


AK055879 


Hs. 350826 




12382 


0.007056 


clone IMAGE:41 51 959, 

mRNA/cds= UN KNOWN /ab=BC011194 

/gi=1 5277441 /ug=Hs. 1 94397/len=1 842 


BC011194 


Hs. 194397 




12389 


0.003893 


UI-HF-BNO-afr-f-07-O-UI.M NIH_MGC_50 
cDNA clone IMAGE:3067908 5', mRNA 
sequence /clone= I MAGE: 3067908 
/clone_end=5' /gb=BU431616 
/gi=22770103 /ug=Hs.202538 /len=551 


BU431616 


Hs.202538 




12398 


0.041254 


MR2-NT0138-131200-007-h02 NT0138 
cDNA mRNA seauence /ab=BF930590 

w k-^ 1 ^ / »| fill \ 1 » / » WVVIU^I 1 ' y~f U 1 w W W w \s 

/gi=1 234801 8 /ug=Hs. 150059 /len=561 


BF930590 


Hs. 150059 




12399 


0.021781 


U I-E-CK1 -afh-b-1 4-0-U I . r1 U I-E-CK1 
cDNA clone UI-E-CK1 -afh-b-1 4-0-UI 5' 
mRNA sentience /clnnp=UI-F-CK1-afh-h- 

III! \ 1 ^1 / \ WWU S-i W 1 / Wlvl 1 \J | \S l \ 1 dill k/ 

14-0-UI /clone_end=5' /gb=BM702699 
/gi=1 901 5957 /ug=Hs.446508 /len=1088 


BM702699 


Hs.446508 




12401 


0 024587 


FLJ25282 fis clone STM06685 hiahlv 
similar to Rattus norvegicus mRNA for 
multi PDZ domain protein 


AK058011 




NP_003820 


12402 


5.42E-04 


clone 3938P1 comolete sentience 


AC004814 






12406 


0.023148 


EST(CM0-HT1 297-160201 -781 -b03 
HT1297 Homo sapiens cDNA, mRNA 
sequence) 


BG995501 






12407 


0.007886 


cDNA FLJ10258 fis, clone 
HEMBB1000908. /gb=AK001120 
/gi=7022181 /ug=Hs.258111 /len=1490 


AK001120 


Hs.258111 




12408 


0.029362 


cDNA MR1-FN0010-290700-007-g10 
FN0010 (=AC099562.1| Homo sapiens 
chromosome 1 clone RP11-213P13, 
WORKING DRAFT SEQUENCE, 3 
unordered pieces) 


BE834948 




NP_803133 
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12410 


0.016974 


BX094545 Soares NFL T GBC S1 
cDNA clone IMAGp998G143911, mRNA 
sequence 

/clone=IMAGp998G14391 1_;_IMAGE:1 5 
44101 /gb=BX094545 /gi=27842004 
/ug=Hs.445988 /len=738 


BX094545 


Hs.445988 




12423 


0 002625 


clone IMAGE 4800262 mRNA 
/gb=BC040182 /gi=25455679 
/ug=Hs.235795 /len=3858 


BC040182 


Hs.235795 j 




12433 


0 007578 


cDNA FLJ14388 fis clone 
HEMBA1002716 /ab=AK027294 
/ai=14041878 /ua=Hs 9812 /len=1673 


AK027294 


Hs.9812 




12434 


0.004536 


EST(cDNA clone HTFABF07 5' ) 


AV731260 






12439 


0.001032 


cDNA FLJ 12048 fis, clone 
HEMBB1001990. /gb=AK022110 
/gi=10433433 /ug=Hs.289044 /len=1805 


AK022110 


Hs.289044 




12452 


1.32E-04 


EST(cDNA clone IMAGE:784142 5' ) 


AA446766 






12459 


0.039034 


EST(cDNA clone IMAGE:3579272 3' ) 


BF221533 




NP 714916 


12462 


0.002625 


FLJ23566 fis, clone LNG10880 

/cds= UNKNOWN /gb=AK027219 

/gi= 1 0440298 /ug=Hs. 30691 4 /len= 1 901 


AK027219 


Hs.306914 




12467 


0.020319 


EST(cDNA clone IMAGE:2728993 3' ) 


AW292959 






12469 


0.041254 


cDNA FLJ 10984 fis, clone 
PLACE1001810. /gb=AK001846 
/gi=7023367 /ug=Hs.8412 /len=2337 


AK001846 


Hs.8412 ■:' 




12473 


0.0261 


xc09d01 x1 NCI CGAP Co21 cDNA 
clone IMAGE:2583745 3' similar to 
contains MER14 12 MER14 reDetitive 
element ;, mRNA sequence 
/clone=IMAGE:2583745/clone_end=3' 
/gb=AW083503 /gi=6038579 
/ua=Hs 311987 /len=510 


AW083503 


Hs.311987 




12474 


0.002084 


clone RP11-350H1 from 7p14-15, 
com olete sea ue nee 

VWI 1 Ih/IV^IA** wwUUwl 1 Vv 


AC006195 






12488 


6.55E-04 


ESTs cDNA 3' end 
/clone=IMAGE:2028021 /clone_end=3' 
/gb=AI356348/gi=41 07969 
/ug=Hs.369317/len=512 


Al 356348 


Hs.369317 




12493 


0.043576 


EST (Soaresjetal heart NbHH19W 
clone IMAGE:1707091 3") 


AM 46302 






12505 


0.001465 


EST(cDNA clone HTBBSD03 5 1 ) 


AV722328 






12506 


0.025963 


EST(cDNA clone IMAGE:4724612 5". ) 


BG573579 






12508 


0.006566 


EST(Embryonic Heart cDNA Library 
Danio rerio cDNA 5' ) 


AI6 17030 
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12513 


0.003332 


AGENCOURT_8841454 
Lupski_sciatic_nerve cDNA clone 
IMAGE:61 99422 5", mRNA sequence 
/clone=IMAGE:61 99422 /clone_end=5' 
/gb=BQ924341 /gi=22339372 
/ug=Hs.442591 /len=930 


BQ924341 


Hs.442591 




12514 


0.020482 


DCBCQH10 DCB cDNA, mRNA 
sequence /gb=BU198777 /gi=22717083 
/ug=Hs.50273 /len=867 


BU 198777 


Hs.50273 




12517 


0.041254 


UI-H-DP0-avt-a-17-0-Ul.s1 
NCI_CGAP_Fs1 cDNA clone 
IMAGE:5883928 3", mRNA sequence 
/clone=IMAGE:5883928 /clone end=3' 
/gb=BQ000272 /gi=1 97251 72 
/ug=Hs.371473 /len=1051 


BQ000272 I 


Hs.371473 




12519 


0.020482 


EST(cDNA clone IMAGE: 1637714 3" 
similar to contains Alu repetitive 
element;contains L1.t1 L1 repetitive 
element ;) 


AI000800 






12550 


0.018081 


clone IMAGE:5019705, mRNA 
/gb=BC021287 /gi=1 8204277 
/ug=Hs.184544 /len=2121 


BC021287 


Hs. 184544 




12566 


0.003893 


602507208F1 NIH MGC 79 cDNA clone 
IMAGE:4604760 5", mRNA sequence 
/clone=IMAGE:4604760/clone_end=5' 
/gb=BG434947 /gi=1 3341453 
/ug=Hs.382990 /len=677 


BG434947 


Hs. 382990 




12571 


0.008722 


EST, clone IMAGE:41 27796, mRNA 


BC007799 




NP 443107 


12573 


0 043576 


ESTfcDNA clone IMAGE 3125123 3' ) 


BE047402 




NP 002700 


12574 


0 020482 


UI-H-ED0-awx-b-15-0-UI s1 
NCI CGAP EDO cDNA clone 
IMAGE:5824814 3', mRNA sequence 
/clone=IMAGE'5824814 /clone end=3' 
/gb=BQ020068 /gi=1 9755345 
/uq=Hs 396278 /len=1351 


BQ020068 


Hs. 396278 




12577 


0.023148 


No significant match, No orf 


SEQ.ID.No.3 






12580 


2.47E-04 


No significant match 


SEQ.ID.No.34 






12593 


0.043544 


No significant match, 
ORF+2(71~409) +1M 21-384) 


SEQ ID No 94 






12604 


0.01925 


EST(IL3-HT0618-120500-138-D11 
HT0618 cDNA, MRNA sequence) 


BE1 79957 






12610 


0.003603 


clone IMAGE:4826196, mRNA, partial 
cds /cds=UNKNOWN /gb=BC030609 
/gi=21 040424 /ug=Hs.375796 /len=4340 


BC030609 


Hs.375796 




12616 


0.046005 


No significant match 


SEQ.ID.No.36 






12618 


0.032959 


No significant match 
(ORF:+1:52~230[180]) 


SEQ.ID.No.28 
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12655 


0.012262 


zt59c06.s1 Soares_testis NHT cDNA 
clone IMAGE:726634 3". mRNA 
sequence /clone=IMAGE:726634 
/clone end=3'/gb=AA398215 
/gi=2051324 /ug=Hs.290951 /len=427 


AA398215 


Hs.290951 




12657 


0.043576 


EST (vm54a08 r1 Soares infant brain 

1 \J W%A\f\+m 1 1 W Vp* KmA 1 \mmf S-J 1 1 1 1 U 1 IV \*J 1 Will ■ 

1 NIB clone IMAGE:52140 5') 


H22760 ' 






12658 


0.015924 


guanine nucleotide binding protein (G 
Drotein^ alDha inhibitina activitv 
polypeptide 2 (GNAI2), mRNA 
/cds=(124 1 191) /ab=NM 002070 
/gi=4504040 /ug=Hs.77269 /len=1702 


NM_002070 


Hs.77269 


NP_002061 


12663 


0.036914 


GCIP-interacting protein p29 (P29), 
mRNA /cds=(17,748) /gb=NM_015484 
/gi=7661635 /ug=Hs.20013 /len=1344 


NM_015484 


Hs.20013 


NP_056299 


12666 


0.009349 


cDNA sequence FLJ14014 fis, clone 
H EM BA1 000290 


AK024076 




NP_699204 


12667 


0.006106 


tq86b01.x1 NCI_CGAP_Ov23 cDNA 
clone IMAGE:2215657 3" similar to 
contains Alu repetitive element; contains 
element LTR5 repetitive element ;, mRNA 
sequence /clone=IMAGE:2215657 
/clone_end=3' /gb=AI567941 /gi=4526393 
/ug=Hs.436171 /len=476 


AI567941 


Hs.436171 




12672 


0 007578 

v/.V/wl wf w 


hvDothetical Drotein FLJ 10254 


mp 060511 






12679 


0.00189 


BX092629 Soares fetal liver spleen 
1NFLS cDNA clone IMAGd998P06398 ' 
IMAGE:205685, mRNA sequence 
/clone=IMAGp998P06398_;_IMAGE:2056 
85 /ab=BX092629 /ai=27822922 
/ug=Hs.303022 /len=735 


BX092629 


Hs. 303022 




12680 


0.018081 


EST (CM3-HT0528-010200-086-f04 
HT0528) 


BE1 69870 






12696 


0.03489 


cDNA, 3' end /clone=IMAGE:2369618 
/clone_end=3' /gb=AI819052 /gi=5438216 
/ug=Hs.50918 /len=540 


AI819052 


Hs.50918 




12712 


0.001737 


EST(xg51d02.x1 NCI_CGAP_Ut4 cDNA 
clone IMAGE:2631843 3' similar to 
contains Alu repetitive element) 


AW1 50422 






12715 


0.039267 


cDNA FLJ31753 fis, clone 

NT2RI2007468. /gb=AK056315 

/gi=1 6551 681 /ug=Hs.349283 /len=2361 


AK056315 


Hs. 349283 




12717 


0.00242 


EST(xx99e02.x1 NCI_CGAP_Lym12 
cDNA clone IMAGE:2851802 3' similar to 
contains Alu repetitive element) 


AW5 15834 




NP_387449 
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12723 


0.001232 


qw21c02.x1 NCI_CGAP_Ut4 cDNA clone 
IMAGE:1991714 3' similar to contains Alu 
repetitive element;contains element L1 
repetitive element ;, mRNA sequence 
/clone=IMAGE: 1 991 71 4 /clone_end=3' 
/gb=AI290157 /gi=3931823 
/ug=Hs.387096 /len=571 


AI290157 


Hs.387096 




12726 


0.00527 


aldehyde dehydrogenase 6 family, 
member A1 (ALDH6A1), nuclear gene 
encoding mitochondrial protein, mRNA 
/cds=( 100, 1707) /gb=NM_005589 
/gi=25777737 /ug=Hs.293970 /len=2183 


NM_005589 


Hs.293970 


NP_005580 


12729 


0.007056 


xg60a08.x1 NCI_CGAP_Ut4 cDNA clone 
IMAGE:2632694 3', mRNA sequence 
/clone=IMAGE:2632694 /clone end=3" 
/gb=AW1 681 1 0 /gi=6399635 
/ug=Hs.277648 /len=475 


AW168110 


Hs.277648 




12733 


0.01072 


cDNA, 3' end /clone=IMAGE:2726753 
/clone_end=3' /gb=AW293323 
/gi=6699885 /ug=Hs.255182 /len=354 


AW293323 


Hs.255182 




12736 


0.002625 


EST(zx09d01.r1 

Soaresjotal fetus Nb2HF8 9w 

IMAGE:785953 5') 


AA448588 




NP_075064 


12743 


0.004203 


EST (RC3-BN0036-090200-01 1-h1 1 

^m^J 9 \9\ \J I— 9 ^ w w \S \S V V W/ V* 11 fill 

BN0036 cDNA) 


AW994082 






12751 


7.18E-04 


NISC gj03b10.x1 NCI CGAP Pr28 
cDNA clone IMAGE:3270498 3', mRNA 
sequence /clone=IMAGE:3270498 
/clone_end=3' /gb=CB048158 
/ai=27786445 /ua=Hs 201018 /len=384 


CB048158 


Hs.201018 




12763 


0.001737 


UI-H-FG0-bct-g-21-0-Ul.s1 

NCI CGAP EN1 2 cDNA clone Ul-H- 

FG0-bct-g-21-0-UI 3', mRNA sequence 

/clone=UI-H-FG0-bct-g-21-0-UI 

/clone_end=3' /gb=BU627064 

/gi=23293278 /ug=Hs.85999 /len=1075 


BU627064 


Hs.85999 




12765 


0.013991 


EST (RC5-BT0663-050400-012-H04 
BT0663 cDNA) 


BE085097 






12769 


0.036914 


ribosomal protein L13a (RPL13A), mRNA 
/cds=(23,634) /gb=NM_012423 
/gi=14591905 /ug=Hs.389335 /len=1142 


NM_012423 


Hs.389335 


NP_036555 


12770 


0.001344 


clone GS1-250N6, complete sequence 


AC005158 






12775 


0.048543 


acidic (leucine-rich) nuclear 
phosphoprotein 32 family, member B 
(ANP32B), mRNA /cds=(21 1 ,966) 
/gb=NM_006401 /gi=5454087 
/ug=Hs.84264 /len=1475 


NM_006401 


Hs.84264 


NP_006392 
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12786 


5.42E-04 


hr74d11.x1 NCI_CGAP_Kid11 cDNA 
clone IMAGE:31 34229 3' similar to 
contains Alu repetitive element; contains 
element MER15 repetitive element ;, 
mRNA sequence /clone=IMAGE:31 34229 
/clone_end=3' /gb=BF1 1 5106 
/gi=10984582 /ug=Hs.3181 14 /len=462 


BF115106 


Hs.318114 




12794 


0 032959 


ribosomal Drotein L12 (RPL12} mRNA 
/cds=(89,586) /gb=NM_000976 
/gi=15431291 /ug=Hs.405042 /len=632 


NM 000976 


Hs 405042 


NP_000967 


12804 


0.004677 


hvDothetical Drotein FLJ38716 
(FLJ38716), mRNA /cds=(266, 1354) 
/gb=NM_152367 /gi=22748790 
/ug=Hs.376194 /len=3229 


NM 152367 


Hs 376194 


NP_689580 


12806 


9.48E-05 


cDNA FLJ38577 fis, clone 
HCHON2007650. /gb=AK095896 
/gi=21 755247 /ug=Hs.379754 /len=3200 


AK095896 


Hs 379754 




12807 


0.003603 


hypothetical protein BC0 14320 
(LOC1 16254), mRNA /cds=(28, 1020) 
/gb=NM_1 38785 /gi=20302037 
/ug=Hs.240767 /len=1143 


NM_1 38785 


Hs.240767 


NP_620140 


12836 


0.041254 


BX090814 

Soares_fetal_liver_spleerMNFLS S1 
cDNA clone IMAGp998J084249 ; 
I MAGE* 1673959 mRNA seauence 
/clone=IMAGp998J084249_;_IMAGE:167 
3959 /gb=BX090814 /gi=27824521 
/ug=Hs. 1 25457 /len=471 


BX090814 


Hs 125457 




12837 


0 032959 


cDNA 5' end /clone=IMAGE 5214599 

/clone_end=5' /gb=BI91 1779 

/gi=1 61 75651 /ug=Hs. 1 21 740 /len=81 8 


BI911779 


1 1 0 . 1 JO I w 


NP_054763 


12839 


0.006106 


EST383336 MAGE resequences, MAGL 
cDNA mRNA seauence /ab=AW971 247 
/gi=8161092 /ug=Hs.348501 /len=578 


AW971247 


Hs. 348501 




12843 


0.006106 


cDNA clone IMAGE:123789 3' similar to 
contains Alu repetitive element;contains 
THR repetitive element ; Soares fetal liver 
spleen 1NFLS 


R01434 






12846 


0.001737 


EST, cDNA, 5' end 

/clone=DKFZp761 D031 5 /clone_end=5' 
/gb=AL1 37968 /gi=6854648 
/ug=Hs.256115/len=523 


AL1 37968 


Hs 256115 




12848 


0.002268 


cDNA: FLJ23165 fis, clone LNG09846. 
/gb=AK02681 8 /gi=1 0439763 
/ug=Hs.279898 /len=2117 


AK026818 


Hs.279898 




12857 


0.008722 


EST(cDNA clone IMAGE:4413411 5' ) 


BG034856 
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12861 


0.015924 


cDNA FLJ25876 fis, clone CBR02529. 
/gb=AK098742 /gi=21 758849 
/ug=Hs.375841 /len=1877 


AK098742 


Hs.375841 




12862 


0.020482 


cDNA MR1-FN0210-301000-002-h09 
FN0210 i 


BF854986 






12864 


0.032959 


FLJ 12425 fis, clone MAMMA1003104 ; 
/cds=UNKNOWN /ab=AK022487 
/gi=1 0433899 /ug=Hs.9299 /len=2742 


AK022487 


Hs.9299 




12873 


0.001232 


EST53917 Fetal heart II cDNA 3' end 
similar to EST containing Alu repeat, 
mRNA seauence /clone end=3' 
/gb=AA347584 /gi=1 999822 
/ua=Hs 332616 /len=408 


AA347584 


Hs.332616 




12879 


0.002625 


hypothetical protein FLJ22415 
(FLJ22415), mRNA /cds=(342, 1463) 
/gb=NM_024769 /gi=1 33761 14 
/ug=Hs.135121 /len=2627 


NM_024769 


Hs.135121 


NP_079045 


12886 


0.001596 


EST, 602309245F1 NIH_MGC_88 cDNA 
clone IMAGE:4400362 5' 


BF981440 






12901 


8.63E-04 


ESTs, cDNA/clone=IMAGE: 1203867 
/gb=AA640737 /gi=2565987 
/ug=Hs.336767 /len=416 


AA640737 


Hs.336767 




12902 


0.024587 


ESTs, FLJ25251 fis, clone STM03603 
/cds=UNKNOWN /gb=AK057980 
/ai=16553972 /ua=Hs 256801 /len=1727 


AK057980 


Hs.256801 




12921 


0.00489 


BX1 06452 NCI_CGAP_Gas4 cDNA clone 
IMAGp998N095583, rpRNA sequence 
/clone=IMAGD998N095583 ■ IMAGE 225 
5816 /gb=BX1 06452 /gi=27834105 
/ug=Hs.200841 /len=458 


BX1 06452 


Hs.200841 




12926 


0.023148 


clone IMAGE:4391558, mRNA 
/gb=BC01 7743 /gi=1 7389405 
/ua=Hs 41407 /len=2299 


BC0 17743 


Hs.41407 




12928 


0.048543 


UI-1-BB1p-aui-h-09-0-Ul.s1 
NCI_CGAP_PI6 cDNA clone UI-1-BB1p- 
aui-h-09-0-UI 3', mRNA sequence 
/clone=UI-1-BB1 p-aui-h-09-0-UI 
/clone_end=3' /gb=BQ023192 
/gi=1 9758471 /ug=Hs.347924 /len=593 


BQ023192 


Hs.347924 




12929 


0.01072 


ESTs, cDNA, 5* end 
/clone=IMAGE:3956086 /clone end=5' 
/gb=BE900284 /gi=1 0388502 
/ug=Hs.91216/len=730 


BE900284 


Hs.91216 


NP_005769 


12930 


0.023148 


cDNA: FLJ22425 fis, clone HRC08686. 
/gb=AK026078 /gi=1 043881 2 
/ug=Hs.288555 /len=2132 


AK026078 


Hs.288555 
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12939 


0.014931 


UI-H-EI0-ayi-a-23-0-ULs1 
NCI_CGAP_EI0 cDNA clone 
IMAGE:5839006 3', mRNA sequence 
/clone=IMAGE:5839006 /clone_end=3' 
/gb=BQ007852 /gi=1 9732752 
/ug=Hs.438166 /len=1071 


BQ007852 


Hs.438166 




12942 


0.00527 


zr33g12.r1 Soares_NhHMPu_S1 cDNA 
clone IMAGE:665254 5' similar to 
contains Alu repetitive element;, mRNA 
seauence /clone=IMAGE*665254 
/clone_end=5' /gb=AA1 95350 
/gi=1 785041 /ug=Hs.270125 /len=492 


AA1 95350 


Hs.270125 




12944 


0 024587 


QV0-CT0181-041199-048-M1 CT0181 
cDNA, mRNA sequence /gb=AW752027 
/gi=7667063 /ug=Hs.293346 /len=634 


AW752027 


Hs.293346 




12953 


0.015924 


cDNA, 3' end /clone=IMAGE:436024 
/clone_end=3' /gb=AA699991 
/gi=2702954 /ug=Hs.348162 /len=614 


AA699991 


Hs.348162 




12961 


0.038725 


yp92f09.r1 Soares fetal liver spleen 
1NFLS cDNA clone IMAGE:194921 5", 
mRNA sequence /clone=IMAGE:194921 
/clone_end=5' /gb=R91 059 /gi=958599 
/ug=Hs.330761 /len=430 


R91059 


Hs.330761 




12962 


0.011182 


UI-H-FH0-bco-e-02-0-Ul.s1 
NCI_CGAP_FH0 cDNA clone UI-H-FH0- 
bco-e-02-0-UI 3' mRNA <?pcmpnrp 
/clone=UI-H-FH0-bco-e-02-0-UI 
/clone_end=3" /gb=CA4201 30 
/gi=24782785 /ug=Hs.365560 /len=716 


CA420130 


Hs.365560 




12970 


0 020482 


ES~f7w21h08 s1 Soarp^ mplanorvtp 
2NbHM H. sapiens cDNA clone 
IMAGE:271935 3" ) 


N35259 




NP_079229 


12973 


0.00242 


ESTs, cDNA, 3' end 
/clone=IMAGE 2504343 /clone end=3' 
/gb=AW009340 /gi=58581 1 8 
/ug=Hs.372482 /len=490 


AW009340 


Hs.372482 




12977 


0 024587 


ESTs, cDNA, 5' end 
/clone=IMAGE:43891 32 /clone_end=5' 
/gb=BG027813 /gi=12416651 
/ua=Hs 344521 /len=1068 


BG027813 


Hs.344521 




12980 


0.003893 


FLJ30434 fis, clone BRACE2009016 
/cds=UNKNOWN /gb=AK054996 
/gi=16549636 /ug=Hs.367901 /len=2738 


AK054996 


Hs.367901 




12982 


0.041547 


cDNA FLJ31038 fis, clone 
HSYRA2000159. /gb=AK055600 
/gi=16550370 /ug=Hs.303154 /len=2981 


AK055600 


Hs.303154 




12983 


0.016974 


EST(cDNA clone IMAGE:2771386 3' ) 


AW269219 




NP 689632 
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12990 


7.92E-05 


BX111054 

Soares_parathyroid_tumor_NbHPAcDNA 
clone IMAGp998L124176, mRNA 

/clone=IMAGp998L124176 ; IMAGE:164 
5979 /gb=BX1 1 1 054 /gi=27878338 
/ug=Hs.299415/len=821 


BX1 1 1 054 


Hs.299415 




12996 


0.001344 


cDNA FLJ11366fis, clone 

HEMBA1 000282. /gb=AK021428 

/ai=1 0432610 /ua=Hs 189002 /len=2075 


AK021428 


Hs. 189002 




12998 


1 .63E-04 


UI-H-EU0-azv-i-1 3-0-UI s1 
NCI CGAP Carl cDNA clone IMAGE' 
5854164 3", mRNA sequence 
/clone=IMAGE:_5854164 /clone end=3' 
/gb=BQ181732 /gi=20357224 
/ug=Hs.442187 /len=1042 


BQ181732 


Hs 442187 




13000 


0.001006 


ESKcDNA clone B853 ) 


T19901 






13001 


0.003079 


EST(cDNA clone IMAGE:3305814 3' ) 


BE855680 






13002 


0.024587 


we13d07.x1 NCI_CGAP_Lu24 cDNA 
clone IMAGE:2340973 3', mRNA 
sequence /clone=IMAGE:2340973 
/clone_end=3' /gb=AI912762 /gi=5632617 
/ua=Hs 213389 /len=589 v= 


AI912762 


Hs.213389 




13005 


0.005674 


zx55g04.r1 

Soares_fetal_liver_spleen_1 NFLS_S1 
cDNA clone IMAGF4464M 5* mRNA 
sequence /clone=IMAGE:446454 
/clone_end=5' /gb=AA203502 
/gi=1 79921 3 /ug=Hs. 192991 /len=952 


AA203502 


Hs 192991 




13013 


0.010015 


EST(cDNA clone IMAGE:2542504 3' 

similar to contains Alii rpnptitix/P plpmpnt* 

■Oil 1 III CI 1 Ivy <s\J 1 1 La II IO r\\ Ui 1 CpC-LlllVC CICIIICIIl, 

) 


AW057714 






13017 


0 031117 


RX1 16697 NCI CfiAP Co^ rDNA rlnnp 
IMAGp998C232238, mRNA sequence 
/clone=IMAGp998C232238_;_IMAGE:901 
582 /ab=BX1 16697 /ai=27840179 
/ug=Hs.433643 /len=682 


RX1 1RfiQ7 


Hs.433643 




13018 


0.012262 


EST hv69b07.x1 NCI_CGAP_Lu24 
Human cDNA clone IMAGF-317fifi45 V 

1 IUI 1 lal 1 O \-J 1 M/\ UIUI IC 1 IVIrAVJ 1 — O 1 I \J\J^\J \J 


BE220182 




NP_060114 


13022 


0.003079 


mRNA; cDNA DKFZp762C074 (from 
clone DKFZp762C074) /gb=AL832439 
/gi=2 1733004 /ug=Hs.40527 /len=3076 


AL832439 


Hs 40527 




13024 


0.005674 


cDNA FLJ12317fis, clone 
MAMMA1 002058. /gb=AK022379 
/gi=1 0433764 /ug=Hs.288464 /len=2403 


AK022379 


Hs.288464 




13033 


0.007578 


EST(cDNA clone IMAGE:4455676 5' ) 


BG 166249 
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13035 


2.73E-04 


clone MGC16614 IMAGE'4111344 
mRNA romnlf^tp cds /cd<?=i'2S8 QQR\ 
/ab=BC009313 /ai=14424569 
/ug=Hs.373515 /len=2052 


RP00Q313 


Hs.398884 




13045 


0.039267 


chromosome 5 clone RP11-109F5, 
WORKING DRAFT SEQUENCE, 4 
unordered pieces 


AC 113366 






13051 


0.015924 


No significant match, ORF+1 (277-546) 


SEQ.ID.No.52 






13052 


0.024587 


No significant match 


SEQ.ID.No.56 






13072 


0.001476 


yr21g01.s1 Soares fetal liver spleen 
1NFLS rDIMA rlonp IMAf5F ?n^Qfi8 T 
similar to rontain^ Alii rpnptitivp 

Oil 1 1 1 Id 1 LW Ks\J 1 l LCI 1 1 1 0 i\ 1 Li 1 C C II 1 1 V C 

element;contains MER35 repetitive 
element ;, mRNA sequence 
/clone=IMAGE:205968 /clone_end=3' 
/ab=H58501 /ai=1011333 /ua=Hs 347143 
/len=461 


H58501 


Hs.347143 




13081 


0.01925 


Novel 


SEQ.ID.No.8 






13123 


0 046432 


BRAF35/HDAC2 comnlex (80 kDa^ 
(BHC80), mRNA /cds=(386,2290) 
/gb=NM_016621 /gi=19923461 
/ug=Hs.106826 /len=3692 


MM fl1RR91 


Hs. 106826 


NP_057705 


13133 


0 001232 


i woo iuu mo, isiui ic i rvrtwriiuuuoi o 

/cds=UNKNOWN /gb=AK057662 
/gi=16553426 /ug=Hs.346406 /len=2308 




Hs.181785 





13134 


0.039034 


sine oculis homeobox 2 (Drosophila) 
(SIX?^ mRNA /rrte=(9ftt 1 

\ \ IIAInAA /UUa~ y^OO, l 1 vJOy 

/gb=NM_016932 /gi=21314676 
/ug=Hs.101937 /len=2141 


NM_016932 


Hs.101937 


NP_058628 


13139 


0.00527 


chromosome 1 open reading frame 8 

(C1nrf8^ mRNA /rH^=(9S1 1999^ 

/gb=NM 004872 /gi=27545320 
/ug=Hs.416495/len=1709 


NM_004872 


Hs.4 16495 


NP_004863 


13142 


2.23E-04 


DKFZP434D1335 protein 
( DKFZP4?4D1 335^ mRNA 

^1— 'INI t— 1 ^\J^ 1 \J\J\J j t 1 1 1 1 \ 1 N/\ 

/cds=(78,1469) /gb=NM_015578 
/gi=24308092 /ug=Hs.8258 /len=3389 


NM_015578 


Hs.8258 


NP_056393 


13147 


0.004536 


likely ortholog of mouse gene trap locus 3 

/gb=NM_013242 /gi=8392874 
/ug=Hs.279818/len=1278 


NM_013242 


Hs.279818 


NP_037374 


13161 


0.013102 


hypothetical protein FLJ 10035 
(FLJ10035), mRNA /cds=(251, 1132) 
/gb=NM_030803 /gi=24475809 
/ug=Hs. 16390 /len=2404 


NM_030803 


Hs. 16390 


NP_1 10430 


13164 


0.012262 


hypothetical protein FLJ 12298 
(FLJ12298), mRNA /cds=(205, 1890) 
/gb=NM_032164 /gi=14149844 
/ug=Hs.284168 /len=2180 


NM_032164 


Hs.284168 


NP_1 15540 
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13171 


7.18E-04 


hypothetical gene supported by 
XM_064780 (LOC125750), mRNA 


XM 064780 






13174 


0.0261 


AGENCOURT_8342650 NIH_MGC_100 
cDNA clone IMAGE:6269019 5", mRNA \ 
sequence /clone=IMAGE:6269019 
/clone_end=5' /gb=BQ646970 
/gi=21771142 /ug=Hs.349092 /len=1081 


BQ646970 


Hs. 349092 




13175 


0.046005 


chromosome 1 open reading frame 9 
(C1orf9), mRNA /cds=(1 25,4342) 
/gb=NM_016227 /gi=7705321 
/ug=Hs. 108636 /len=5919 


NM 016227 


Hs. 108636 


NP_057311 


13179 


0.00527 


similar to KH domain RNA binding protein 
QKI-5A (H. sapiens) (LOC1 35473), 
mRNA 


XM_037438 






13180 


0.014931 


F-box only protein 7 (FBX07), mRNA 
/cds=(281,1849)/gb=NM 012179 
/gi=15812192 /ug=Hs.5912 /len=2165 


NM 012179 


Hs.5912 


NP_03631 1 


13181 


0.029363 


inositol(myo)-1(or 4)-monophosphatase 2 
(IMPA2), mRNA/cds=(215,1081) 
/gb=NM 014214 /gi=7657235 
/ug=Hs.5753/len=1500 


NM_014214 


Hs.5753 


NP_055029 


13188 


0.003603 


hypothetical protein PRO2013 
(PRO2013), mRNA /cds=(1 36,381) 
/qb=NM 021243 /ai=24308272 
/ug=Hs.238205 /len=876 


NM_021243 


Hs.238205 




13190 


0.006566 


membrane-spanning 4-domains, 
subfamily A f member 6A (MS4A6A), 
transcriDt variant 1 mRNA 
/cds=(239,985) /gb=NM 152852 
/gi=23238237 /ug=Hs.17914 /len=1564 


NM_1 52852 


Hs.17914 


NP_690591 


13191 


0.011469 


hypothetical protein FLJ11151 
(FLJ11151) mRNA /cds=(95 1039) 
/gb=NM_018340 /gi=8922900 
/ug=Hs.14992/len=2845 


NM_018340 


Hs. 14992 


NP_060810 


13206 


0.031117 


spinal cord-derived growth factor-B 
(SCDGF-B) transcriDt variant 1 mRNA 
/cds=( 176, 1288) /gb=NM_025208 
/gi=15451919 /ug=Hs. 112885 /len=3808 


NM_025208 


Hs. 112885 


NP_149126 


13207 


0.023148 


ARP8 actin-related protein 8 (yeast) 
(ACTR8), mRNA /cds=(5,1 129) 
/gb=NM_022899 /gi=1 2597636 
/ug=Hs.124219/len=2797 


NM_022899 


Hs. 1242 19 


NP_075050 


13233 


0.005674 


synovial sarcoma translocation gene on 
chromosome 18-like 2 (SS18L2), mRNA 
/cds=(99,332) /gb=NM_016305 
/gi=10047103 /ug=Hs.9774 /len=817 


NM_016305 


Hs.9774 


NP_057389 



137 



Genes Corresponding To Differentially Expressed Genes in Figure 12 - 


Hypertension 




Spot 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


13236 


0.005674 


glutamate receptor, metabotropic 6 
(GRM6), mRNA/cds=(179,2812) 
/gb=NM_000843 

/gi=6006006/ug=Hs.2481 31 /len=61 22 


NM_000843 


Hs.248131 


NP_000834 


13243 


0.031117 


HSPC163 protein (HSPC163), mRNA 
/cds=(34,453) /gb=NM_014184 
/gi=7661823 /ug=Hs. 108854 /len=652 


NM_014184 


Hs. 108854 


NP_054903 


13247 


8.48E-05 


phosphoserine phosphatase (PSPH), 
mRNA/cds=(20,697) /gb=NM_004577 
/gi=21614545 /ug=Hs.56407 /len=1432 


NM_004577 


Hs.56407 


NP_004568 


13254 


0.00527 


FLJ14397 (FLJ14397), mRNA 
/cds=(14,51 1) /gb=NM_032779 
/gi=14249437 /ug=Hs.270981 /len=1579 


NM_032779 


Hs.270981 


NP_1 16168 


13279 


0.003603 


UI-E-EJ0-ahr-e-1 1-0-Ul.s1 UI-E-EJ0 
cDNA clone UI-E-EJ0-ahr-e-11-0-UI 3', 
mRNA sequence /clone=UI-E-EJ0-ahr-e- 
11-0-UI /clone_end=3" /gb=BU739063 
/gi=23676884 /ug=Hs.58668 /len=1345 


BU739063 


Hs.58668 




13280 


0.006106 


cDNAFLJ13792fis, clone 
THYR01 000072, weakly similar to 
MYOSIN LIGHT CHAIN KINASE, 
SMOOTH MUSCLE AND NON-MUSCLE 
ISOZYMES (EC 2.7.1.117). /cds=(9,1337) 
/gb=AK023854 /gi=1 043591 8 
/ug=Hs. 154751 /len=2184 


AK023854 

; 

t 


Hs.154751 




13281 


5.96E-04 


cDNAFLJ11379fis, clone 
HEMBA1 000469. /gb=AK021441 
/gi=10432627 /ug=Hs.2001 13 /len=1672 


AK021441 


Hs.200113 




13287 


0.020482 


mRNA; cDNA DKFZp686B2110 (from 
clone DKFZp686B21 10) /gb=AL832120 
/gi=21 732663 /ug=Hs.432506 /len=4383 


AL832120 


Hs.432506 




13315 


6.03E-05 


partial RANBP7 gene for 
RanBP7/importin7 and partial ZNF143 
gene 


AJ295844 






13320 


0.023148 


cDNA FLJ23879 fis, clone LNG13743. 
/gb=AK074459 /gi=1 8677071 
/ug=Hs.352648 /len=1514 


AK074459 


Hs.352648 




13335 


5.96E-04 


hypothetical protein FLJ12118 
(FLJ12118), mRNA/cds=(24,1718) 
/gb=NM_024537 /gi=1 3375694 
/ug=Hs.381043 /len=1843 


NM_024537 


Hs.381043 


NP_078813 


13337 


3.02E-04 


similar to putative (H. sapiens) 
(LOC122704), mRNA (=AL135998.6) 


XM_058647 






13344 


0.023148 


hypothetical protein FLJ20085 
(FLJ20085), mRNA 


NM_017660 




NP_060130 


13355 


0.036914 


mRNA; cDNA DKFZp313E1815 (from 
clone DKFZp313E1815) /gb=AL833098 
/gi=21733689 /ug=Hs.125031 /len=1937 


AL833098 


Hs. 125031 
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13367 


0.01925 


oxysterol binding protein 2 (OSBP2) 
gene, complete cds 


AF288742 






13386 


0.027691 


neuron navigator 1 (NAV1 ), mRNA 
/cds=(348,5972) /gb=NM_020443 
/gi=27262621 /ug=Hs.6298 /len=11365 


NM_020443 


Hs.6298 


NP_065176 


13405 


1.06E-04 


qw21c02.x1 NCI_CGAP_Ut4 cDNA clone 
IMAGE:1991714 3' similar to contains Alu 
repetitive element; contains element L1 
repetitive element ;, mRNA sequence 
/clone=IMAGE:1991714/clone_end=3' 
/gb=AI290157 /gi=3931823 
/ug=Hs.387096 /len=571 


AI290157 


Hs.387096 




13410 


0.039034 


EST(nz03d07.s1 NCI_CGAP_GCB1 
IMAGE:1286701) 


AA740773 






13419 

i 


0.003505 


EST(oa56h11.r1 NCI_CGAP_GCB1 
clone IMAGE: 1309029 5' contains 
MER10.b3 MER10 MER10 repeat) 


AA746385 






13423 


0.020482 


mRNA; cDNA DKFZp686E1027 (from 
clone DKFZp686E1027) /gb=AL832759 
/gi=21733340 /ug=Hs.269418 /len=5327 


AL832759 


Hs.269418 




13443 


0.011469 


unknown protein 


AAA88036 






13444 


0.00223 


EST(ye47c11.r1 clone 120884 5') 


T96079 




NP 598014 


13459 


0.001465 


N-ethylmaleimide-sensitive factor (NSF), 
mRNA /cds=(61 ,2295) /gb=NM_0061 78 
/gi=1 1079227 /ug=Hs.108802 /len=3960 


NM_006178 


Hs. 108802 


NP_006169 


13467 


0.043576 


EST(zt04d06.r1 NCI CGAP GCB1 clone 
IMAGE:712139 5') 


AA280235 




NP_005728 


13484 


3.34E-04 


hypothetical protein FLJ 10956 
(FLJ10956) mRNA/cds=(181 675) 
/gb=NM_01 8283 /gi=8922791 
/ug=Hs. 144407 /len=2022 


NM_018283 


Hs. 144407 


NP_060753 


13486 


0.002054 


catenin (cadherin-associated orotein^ 
alpha-like 1 (CTNNAL1), mRNA 
/cds=(44,2248) /gb=NM 003798 
/gi=4503128 /ug=Hs.58488 /len=2446 


mm 003798 


Hs.58488 


NP_003789 


13515 


0.012262 


EST(hh87d03.x1 NCI_CGAP_GU1 clone 
IMAGE:2969765 3" contains Alu repeat) 


AW627545 






13561 


0.004203 


EST (vr44h03 s1 Soares fetal liver SDleen 
1NFLSIMAGE:208181) 


H62537 






13562 


0.046005 


AGENCOURT_6653840 NIHJ/IGCJ16 
cDNA clone IMAGE:5761286 5', mRNA 
sequence /clone=IMAGE:5761286 
/clone_end=5' /gb=BM924828 
/gi=19375207 /ug=Hs.181 174 /len=1422 


BM924828 


Hs.181174 




13565 


0.002844 


EST ni39e06.s1 NCI_CGAP_Lu1 cDNA 
clone IMAGE:979234 3' similar to 
contains Alu repetitive element;contains 
MER10.t2 MER10 repetitive element ; 


AA522708 
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13582 


0.007578 


mRNA; cDNA DKFZp586M1819 (from 
clone DKFZp586M1819) /cds=(1,795) 
/gb=AL834255 /gi=21 739805 
/ug=Hs.355753 /len=1723 


AL834255 


Hs.355753 


NP_848934 


13592 


6.03E-05 


hypothetical gene supported by 
XM_074528 (LOC123829), mRNA 


XM_074528 






13604 


0.039034 


sialyltransferase 6 (N-acetyllacosaminide 
alpha 2,3-sialyltransferase) (SIAT6), 
transcript variant 1 , mRNA 
/cds=(178,1512) /gb=NM_1 74963 
/gi=28373067 /ug=Hs.48793 /len=2478 


NM_1 74963 


Hs.48793 


NP_777632 


13606 


0.002054 


phosphoribosylaminoimidazole 
carboxylase, 

phosphoribosylaminoimidazole 
succinocarboxamide synthetase (PAICS), 
mRNA /cds=(206, 1483) /gb=NM 006452 
/gi=1 7388802 /ug=Hs.1 17950 /len=3322 


NM_006452 


Hs. 11 7950 


NP_006443 


13628 


0.016974 


hypothetical protein FLJ22378 
(FLJ22378), mRNA /cds=(52,564) 
/gb=NM_025078 /gi=1 3376629 
/ug=Hs.288284/len=2143 


NM_025078 


Hs.288284 


NP_079354 


13638 


0.036914 


protein tyrosine phosphatase, receptor 
type, K(PTPRK), mRNA /cds=(221, 4543) 
/gb=NM_002844 /gi=1 8860901 
/ug=Hs.79005 /len=5982 


NM_002844 


Hs.79005 


NP_002835 


13639 


0.001596 


replication factor C (activator 1) 2, 40kDa 
(RFC2), mRNA /cds=(208, 1272) 
/gb=NM_002914 /gi=4506486 
/ug=Hs.139226 /len=1709 


NM_002914 


Hs. 139226 


NP_002905 


13644 


0.008722 


AGENCOURT_6497573 NIH_MGC_125 
cDNA clone IMAGE:5588748 5', mRNA 
sequence /clone=IMAGE:5588748 
/clone_end=5' /gb=BM544964 
/gi=1 8776658 /ug=Hs.406354 /len=1184 


BM544964 


Hs.406354 




13647 


0.002465 


signal transducer and activator of 
transcription 3 (acute-phase response 
factor) (STAT3), transcript variant 1, 
mRNA /cds=(241 ,2553) /gb=NM_1 39276 
/gi=21618339 /ug=Hs.321677 /len=3455 


NM_1 39276 


Hs.321677 


NP_644805 


13659 


0.012262 


hypothetical protein (HSPC016), mRNA 
/cds=(39,233) /gb=NM_015933 
/gi=7705430 /ug=Hs.397853 /len=384 


NM_015933 


Hs.397853 


NP_057017 


13661 


0.001465 


KIAA1198 protein, partial cds 
/cds=UNKNOWN /gb=AB033024 
/gi=6330393 /ug=Hs. 175475 /len=6090 


AB033024 


Hs. 175475 
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13672 


0.032959 


six transmembrane epithelial antigen of 
the prostate (STEAP), mRNA 
/cds=(201 ,1220) /gb=NM_012449 
/gi=22027487 /ug=Hs.61635 /len=1330 


NM_012449 


Hs.61635 


NP_036581 


13677 


0.00527 


KIAA1377 protein, partial cds 
/cds=UNKNOWN /gb=AB037798 
/gi=7243134 /ug=Hs.188790 /len=3916 


AB037798 


Hs. 188790 




13692 


0.036914 


cDNA FLJ38575 fis. clone 
HCHON2007046. /gb=AK095894 
/gi=21755244 /ug=Hs.376206 /len=2134 


AK095894 


Hs.376206 




13704 


0.001033 


hypothetical protein DKFZp547l224 
(DKFZp547l224), mRNA 
/cds=(3147,3455) /gb=NM_020221 
/gi=9910201 /ug=Hs.240321 /len=4714 


NM_020221 


Hs.240321 




13735 


0.003079 


lectin, galactoside-binding, soluble, 8 
(galectin 8) (LGALS8), mRNA 
/cds=(384,1463) /gb=NM_006499 
/gi=21361353 /ug=Hs.4082 /len=2593 


NM_006499 


Hs.4082 


NP_006490 


13752 


0.029363 


V-ets erythroblastosis virus E26 
oncogene homolog 1 (avian), cDNA 
FLJ10768 fis, clone NT2RP4000150 
/cds=UNKNOWN /gb=AK001630 
/gi=7023001 /ug=Hs.18063 /len=2833 


AK001630 


Hs. 18063 


NP_005229 


13770 


0.020482 


Similar to hypothetical protein FLJ22789, 
clone MGC:34762 IMAGE:5189049, 
mRNA, complete cds /cds=(22,1833) 
/gb=BC029120 /gi=20810106 
/ug=Hs.48994 /len=2085 


BC029120 


Hs.48994 




13782 


0 024587 


citrate synthase fCS^ nuclear aene 
encoding mitochondrial protein, mRNA 
/cds=(1,1401) /gb=NM_004077 
/gi=4758075 /ug=Hs.239760 /len=1401 


MM 004077 


Hs.239760 


NP_004068 


13783 


0.002844 


centrin, EF-hand protein, 2 (CETN2), 
mRNA /cds=(48,566) /gb=NM 004344 
/gi=4757901 /ug'=Hs.82794 /len=1087 


NMJ304344 


Hs.82794 


NP_004335 


13785 


0.041547 


Transcriptional co-activator with PDZ- 
binding motif (TAZ), cDNA: FLJ21563 fis, 
clone COL06445 /cds= UN KNOWN 
/gb=AK025216 /gi=1 0437684 
/ug=Hs.24341 /len=1750 


AK025216 


Hs.24341 


NP_056287 


13792 


1.55E-04 


hypothetical protein MGC30052 
(MGC30052), mRNA/cds=(35,703) 
/gb=NM_144721 /gi=21 389506 
/ug=Hs. 143692 /len=2260 


NMJ44721 


Hs. 143692 


NP_653322 


13793 


2.08E-05 


FLJ 12671 Hypothetical protein, mRNA; 
cDNA DKFZp434M01 1 (from clone 
DKFZp434M01 1 ) /cds=UNKNOWN 
/gb=AL096734 /gi=5419867 
/ug=Hs.301904 /len=3180 


AL096734 


Hs.301904 


NP_1 12242 
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13794 


2.23E-04 


myosin VI (MY06), mRNA 
/cds=( 140, 3997) /gb=NM_004999 
/gi=4826845 /ug=Hs.1 18483 /len=5212 


NM_004999 


Hs. 118483 


NP_004990 


13795 


8.48E-05 


hypothetical protein FLJ21302 
(FLJ21302), mRNA /cds=(91. 1203) 
/gb=NM_022901 /gi=1 2597640 
/ug=Hs. 128071 /len=3160 


NM_022901 


Hs.128071 


NP_075052 


13814 


0.012262 


mRNA for KIAA0292 gene, partial cds. 
/cds=(1 ,51 52) /gb=AB006630 
/gi=2564331 /ug=Hs.201668 /len=6542 


AB006630 


Hs.201668 




13816 


0.007056 


mRNA for FLJ00005 protein, partial cds. 
/cds=(1,338) /gb=AK000005 /gi=7209310 
/ug=Hs.367690 /len=4706 


AK000005 


Hs.367690 




13829 


2.63E-05 


FLJ11463 fis, clone HEMBA1001608 
/cds=UNKNOWN /gb=AK021525 
/gi=10432722 /ug=Hs.288888 /len=1898 


AK021525 


Hs.288888 




13843 


0.016974 


ankyrin repeat domain 10 (ANKRD10), 
mRNA /cds=(1 36,1 398) /gb=NM_017664 
/gi=8923103 /ug=Hs. 172572 /len=2509 


NM_0 17664 


Hs. 172572 


NP_060134 


13857 


0.007056 


mRNA full length insert cDNA clone 
EUROIMAGE 43432. /gb=AL109709 
/gi=9187596 /ug=Hs.167456 /len=2091 


AL1 09709 


Hs. 167456 




13887 


0.012262 


EST (qh80g11.x1 

Soares_fetal_liver_spleen_1NFLS_S1 
IMAGE: 1851 044 3') 


AI249016 




NP_1 15602 


13891 


0.003893 


cDNA FLJ38641 fis, clone 
HHDPC2003983. /gb=AK095960 
/gi=21 755328 /ug=Hs.24831 /len=2685 


AK095960 


Hs.24831 




13895 


0.002844 


cDNA FLJ23712 fis, clone HEP12427. 
/gb=AK074292 /gi=18676853 
/ug=Hs.44526 /len=2170 


AK074292 


Hs.44526 




13896 


0.006816 


UI-H-FL1-bfx-j-06-0-Ul.s1 
NCI_CGAP_FL1 cDNA clone UI-H-FL1- 
bfx-j-06-0-UI 3', mRNA sequence 
/clone=UI-H-FL1-bfx-j-06-0-UI 
/clone_end=3' /gb=BU620821 
/gi=23287036 /ug=Hs.12420 /len=1123 


BU620821 


Hs. 12420 




13910 


0.001033 


EST(wm16d01.x1 NCI_CGAP_Ut4 cDNA 
clone IMAGE:2436097 3') 


AI887638 






13923 


0.002054 


mRNA for KIAA1754 protein, partial cds. 

/cds=(32,1816) /gb=AB051541 

/gi=1 2698052 /ug=Hs.28501 /len=4088 


AB051541 


Hs.28501 


NP_203755 


13933 


5.96E-04 


EST(qx14c02.x1 NCI_CGAP_Lym12 
clone IMAGE:2001314 3* contains Alu 
and MER4 repeat) 


AI358712 






13945 


0.024587 


EST(tx88e11.x1 NCI_CGAP_Ut4 clone 
IMAGE:2276684 3' contains Alu repeat) 


AI690725 
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13946 


0.048543 


cDNA FLJ 13536 fis, clone 
PLACE1 006521. /gb=AK023598 
/gi=10435577 /ug=Hs.11493 /len=2132 


AK023598 


Hs. 11493 




13950 


0.03489 


hypothetical protein FLJ 10330 
(FU 10330), mRNA/cds=(77,1717) 
/gb=NM_018061 /gi=8922357 
/ug=Hs.342307 /len=3239 


NM 018061 


Hs.342307 


NP_060531 


13952 


3.69E-04 


cDNA FLJ 13342 fis, clone 

OVARC1001950. /gb=AK023404 

/gi=1 0435328 /ug=Hs.255890 /len=2490 


AK023404 


Hs.255890 




13954 


0.039267 


EST nw48e08.s1 NCI_CGAP_Ew1 
IMAGE:1249862 


AA730589 






13956 


9.44E-04 


Zh79h09.s1 

Soares_fetal_liver_spleen_1NFLS_S1 
cDNA clone IMAGE:418337 3', mRNA 
sequence /clone=IMAGE:418337 
/clone_end=3' /gb=W92715 /gi=1421867 
/ug=Hs.59358 /len=397 


W92715 


Hs.59358 




13972 


0.043576 

; * ■ 


zo15e02.s1 Stratagene colon (#937204) 
cDNA clone IMAGE:586970 3' similar to 
contains Alu repetitive elementcontains 
element PTR5 repetitive element ;, 
mRNA sequence /clone=IMAGE:586970 
/clone_end=3" /gb=AA1 30992 
/gi=1 692483 /ug=Hs.426360 /len=489 


AA1 30992 


Hs.426360 




13977 


0.008722 


EST(xo35e05 x1 NCI CGAP Ut1 clone 
IMAGE:2705984 3* contains Alu repeat) 


AW591304 






13982 


0.005875 


EST(nv54h12.r1 NCI_CGAP_Ew1 cDNA 
clone IMAGE: 1233671) 


AA721522 






14025 


4.06E-04 


ESTzu07e12.r1 Soares_testis_NHT 
cDNA clone IMAGE:731182 5' similar to 
contains L1.t3 L1 repetitive element ; 


AA421543 






14033 


0.002625 


EST yt98a02.r1 

Soares_pineal_gland_N3HPG cDNA 
clone IMAGE:232298 5' 


H96454 






14049 


0.024587 


ox45b09.s1 

Soares_total_fetus_Nb2HF8 9wcDNA 
clone IMAGE:1659257 3', mRNA 
sequence /clone=IMAGE: 1659257 
/clone_end=3 , /gb=AI051746 /gi=3307280 
/ug=Hs.374613/len=261 


AI051746 


Hs.374613 




14051 


0.009349 


EST(yh44h12.r1 Soares placenta Nb2HP 
cDNA clone IMAGE: 132647 5*) 


R26018 






14053 


0.0261 


EST (yg47c12.s1 Soares infant brain 
1NIBIMAGE:35771 3') (contains Alu 
repetitive element) 


R45369 
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14061 


0.018081 


cDNA FLJ14201 fis, clone 

NT2RP3002955. /gb=AK024263 

/gi=1 0436597 /ug=Hs. 193063 /len=4077 


AK024263 


Hs. 193063 




14062 


0.002625 


P1-Cdc21 mRNA/cds=(1,2774) 
/gb=X74794 /gi=683749 /ug=Hs. 154443 
/len=3273 


X74794 


Hs. 154443 




14066 


0.043576 


cDNA sequence FLJ 13663 fis, clone 
PLACE1 01 1 646 hiahlv similar to 
H.sapiens clone 


AK023725 




NP_003817 


14069 


0.001465 


EST np77c06.s1 NCl_CGAP_Pr2 cDNA 
clone IMAGE: 11 32330 similar to contains 
Alu repetitive element; 


AA622809 






14071 


0.037092 


EST (xs53a05.x1 NCI_CGAP_Kid11 
cDNA clone IMAGE:2773328 3') 


AW299710 






14074 


0.007056 


EST tf62g05.x1 NCI_CGAP_Brn23 cDNA 
clone IMAGE:21 03896 3' similar to 
qbl_21934 STEROL O- 
ACYLTRANSFERASE (HUMAN);contains 
L1.t1 L1 repetitive element ; 


AI423779 






14075 


0.032959 


EST (7j51c11.x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
IMAGE 3389972 3') 


BF061350 






14084 


0.004536 


AGENCOURT_8241572 
Lupski_dorsal_root_ganglion cDNA clone 
IMAGE:6180442 5', mRNA sequence 
/clone=IMAGE 61 80442 /clone end=5' 
/gb=BQ893048 /gi=22285062 
/ua=Hs 390713 /len=975 


BQ893048 


Hs.390713 




14105 


0.003603 


Kruppel-like factor 12 (KLF12), transcript 
variant 1 mRNA /crte=M9Q 1407^ 
/gb=NM_007249 /gi=21071073 
/ug=Hs.23510/len=10891 


NM_007249 


Hs.23510 


NP 057369 


14108 


0 007056 


EST (381219 MAGE reseauences 
MAGK) 


AW969142 






14118 


0.039034 


EST (EST388185 MAGE resequences, 
MAGN cDNA) 


AW976076 






14121 


2.01 E-04 


spindlin-like protein 2 (SPIN2), mRNA 
/cds=(494,1192) /gb=NM_019003 
/gi=9506850 /ug=Hs.82577 /len=2483 


NM_019003 


Hs. 82577 


NP_061876 


14133 


0.01072 


ox08a07.x1 

Soares_fetalJiver_spleen_1NFLS S1 
cDNA clone IMAGE:1655700 3\ mRNA 
sequence /c!one=IMAGE: 1655700 
/clone_end=3 l /gb=AI023766 /gi=3238810 
/ug=Hs.434976 /len=432 


AI023766 


Hs.434976 
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14149 


0.024587 
• 


UI-H-DH0-asb-n-04-0-Ul.s1 
NCI_CGAP_DH0 cDNA clone 
IMAGE:5856963 3\ mRNA sequence 
/clone=IMAGE:5856963 /clone end=3' 
/gb=BM989696/gi= 19709085 
/ug=Hs.403907 /len=1055 


BM989696 


Hs.403907 




14156 


0.027691 


EST(nw90a09.s1 NCLCGAP_Pr12 cDNA 
clone IMAGE:1253848) 


AA937853 






14160 


0.020482 


EST(wd93f02.x1 NC!_CGAPJ_u24 cDNA 
clone IMAGE:23391 63 3') 


AI703383 






14161 


0 007578 


EST (RC3-HT0600-1 30400-01 3-h06 

U- \J I II \VV III WWW 1 \J\J~\J\J U Iw 1 1 \J\J 

HT0600) 


RF 178244 






14171 


0.016974 


nz80g08.s1 NCI_CGAP_GCB1 cDNA 
clone IMAGE - 1301 822 3' mRNA 
sequence /clone=IMAGE: 1301 822 
/clone_end=3' /gb=AA767226 
/ai=2818241 /ua=Hs 368058 /len=542 


AA767226 


Hs. 368058 




14172 


0.014931 


EST (DKFZp586G1121 s1 
586Wsvnonvnrv hutel^ clone 
DKFZp586G1121 


AL047586 




NP_005702 


14175 


0.043544 


ribosomal protein, large, P1 (RPLP1), 
mRNA /cds=(1 30^474) /gb=NM 001003 
/gi=1690551 1 /ug=Hs.424299 /len=512 


NM 001003 


Hs.424299 


NP_000994 


14183 


8 29E-06 


ESTfcDNA clone IMAGE3212553 3' \ 


RF467153 




NP 059996 


14184 


7.88E-04 


EST(clone IMAGE:2509657 3') 


AI955713 






14187 


0.00189 


EST(RC5-HT0581 -2 1 0300-02 1 -B05 
HT0581) 


BE1 75638 






14189 


0 021781 


NORE1 DroteirWNOREI} mRNA 

/cds=(64,1236) /gb=NM_031437 

/gi=1 3899264 /ug=Hs.238730 /len=3498 


NM 031437 


Hs.238730 


NP_1 13625 


14196 


0.0261 


EST7va06d08 s1 Soares fptal livpr snlppn 
1NFLS cDNA clone IMAGE:196143 3' 
similar to contains Alu repetitive element) 








14208 


0.004536 


EST (qh03a05.x1 
Soares_NFLJTJ3BC_S1 
IMAGE: 1843568 3') 


AI222189 




NP_002547 


14224 


0.004203 


af39g09.s1 

Soares_total_fetus_Nb2HF8_9w cDNA 
clone I MAGE: 1034080 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE: 1034080 
/clone_end=3' /gb=AA628591 
/gi=2540978 /ug=Hs.1 14288 /len=513 


AA628591 


Hs. 11 4288 
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14231 


0.00489 


wg85c1 1 .x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
cDNA clone IMAGE:2371892 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2371892 
/clone_end=3' /gb=AI743032 /gi=51 11320 
/ug=Hs.310364 /len=562 


AI743032 


Hs.310364 




14240 


0.005674 


EST(cDNA clone I MAGE: 1076536 3' 
similar to TR:G56589 G56589 LONG 
INTERSPERSED REPETITIVE DNA 
CONTAINING 7 ORF'S. contains L1.t3 
L1 repetitive element ; ) 


AA592920 






14244 


0.018081 


cDNA FLJ11946 fis, clone 
HEMBB1 000709. /gb=AK022008 
/gi=10433321 /ug=Hs.323231 /len=3241 


AK022008 


Hs.323231 




14247 


0.003332 


clone IMAGE:4836898, mRNA 
/gb=BC042527 /gi=27502923 
/ug=Hs.434231 /len=2935 


BC042527 


Hs.434231 




14249 


0.029363 


mitochondrion, complete genome 


NC 001807 






14255 


0.01925 


EST wt25d05.x1 NCI_CGAP_Ut1 cDNA 
clone IMAGE:2508489 3' similar to 
contains Alu repetitive element;contains 
L1 11 L1 repetitive element ; 


AI962961 






14259 


0.039034 


BX1 09840 

Soares_fetal_heart NbHH19W cDNA 
clone IMAGp998M11793, mRNA 
sequence 

/clone=IMAGp998M11793 ; IMAGE:346 
930 /gb=BX1 09840 /gi=27877881 
/ua=Hs 269512 /len=749 


BX1 09840 


Hs.269512 




14270 


0.005674 


clone FLC0593 /cds=UNKNOWN 
/gb=AF1 13701 /gi=6855635 
/ug=Hs.346911 /len=1562 


AF1 13701 


Hs.346911 


NP_000974 


14276 


0.003079 


FLJ11984 fis, clone HEMBB1001348 
/cds=UN KNOWN /gb=AK022046 
/gi=10433365 /ug=Hs.293922 /len=3161 


AK022046 


Hs.293922 




14283 


0.004536 


ESTs, cDNA, 5' end /clone=GLCCSC04 

/clone_end=5' /gb=AV720392 

/gi=1 081 7544 /ug=Hs.293568 (=ESTs, 

Weakly similar to AF1 16721 112 

PR02738) 


AV720392 


Hs.293568 




14291 


0.017885 


calmodulin 2 (phosphorylase kinase, 
delta) (CALM2), mRNA/cds=(69,518) 
/gb=NM 001743 /gi=20428653 
/ug=Hs.425808/len=1128 


NM_001743 


Hs.425808 


NP_001734 


14299 


0.032959 


cDNA FLJ12106fis, clone 

HEMBB1002702. /gb=AK022168 

/gi= 10433503 /ug=Hs.296699 /len=2268 


AK022168 


Hs.296699 
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14303 


0.00189 


CDC26 subunit of anaphase promoting 
complex (CDC26), mRNA/cds=(360,617) 
/gb=NM_1 39286 /gi=22027503 
/ug=Hs.3991 /len=885 


NM_1 39286 


Hs.3991 


NP_644815 


14304 


0.03489 


cDNA: FLJ23111 fis, clone LNG07835. 
/gb=AK026764 /gi=10439690 
/ug=Hs.268231 /len=2263 


AK026764 


Hs.268231 




14322 


0.03489 


clone IMAGE:4297077, mRNA 
/gb=BC017920 /gi=1 7389820 
/ug=Hs.375771 /len=1247 


BC017920 


Hs.375771 




14335 


0.023148 


EST(clone ADBAOB04 5' ) 


AV705982 




NP 006633 


14339 


0.020482 


7a19b02.x1 NCI CGAP GC6cDNA 
clone IMAGE:3219147 3' similar to 
contains element MER36 repetitive 
element ;, mRNA sequence 
/clone= I M I AG E: 32 1 9 1 47 /clone_end=3' 
/gb=BE503478 /gi=9705875 
/ug=Hs.281956 /len=356 


BE503478 


Hs.281956 




14341 


0.021781 


clone IMAGE:4808363, mRNA 
/gb=BC035933 /gi=23270829 
/ug=Hs.127317/len=1784 


BC035933 


Hs. 12731 7 




14345 


0.009349 


mRNA; cDNA DKFZp586E1624 (from 
clone DKFZp586E1624) /gb=AL110152 
/gi=5817054 /ug=Hs.94030 /len=1341 


AL110152 


Hs. 94030 




14346 


5.42E-04 


cDNA clone CBLAPH08 5 1 


AV739829 






14353 


0.00489 


cDNA FLJ31 303 fis clone 
LIVER1 000082 /ab=AK055865 
/gi=16550700 /ug=Hs.3502OO /len=2801 


AK055865 


Hs. 350200 




14363 


0.03489 


ESTs, cDNA, 3' end 
/clone=IMAGE:2355101 /clone_end=3' 
/ab=AI719659 /ai=5036915 
/ug=Hs.372094 /len=528 


AI719659 


Hs. 372094 




14370 


0.002843 


EST(cDNA clone IMAGE:4604936 5'. ) 


BG434732 






14396 


0.013102 


cDNA FLJ11437 fis, clone 
HEMBA1001226 /cds=UNKNOWN 
/qb=AK021499 /ai=10432694 
/ug=Hs.270791 


AK021499 


Hs.270791 




14401 


0.008133 


df28a02.w1 Morton Fetal Cochlea cDNA 
clone IMAGE:2484387 3', mRNA 
sequence /clone=IMAGE:2484387 
/clone_end=3 , /gb=BI492702 
/gi=1 5332046 /ug=Hs.345492 /len=678 


BI492702 


Hs.345492 




14402 


0.001611 


EST(cDNA clone IMAGE: 1854705 3' 
similar to contains MER27.t1 MER27 
repetitive element ; ) 


AI283553 
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14414 


0 039034 


AV764634 MDS cDNA clone MDSBZE01 
5* mRNA seauence /clone=MDSBZE01 
/clone end=5' /gb=AV764634 
/ai=10922482 /ua=Hs 270532 /len=1289 


AV764634 


Hs.270532 




14431 


0 03304 


cDNA clone e443-f /He443-f Adult heart 1 
Clontech 


T82627 






14451 


4.06E-04 


No ^innifirant matrh 


SEO ID No 13 






14454 


0.041254 


No significant match 


SEQ.ID.No.48 






14455 


0.008133 


No significant match, 0RF+3(1 35-404) 


SEQ.ID.No.50 






14478 


0.010015 


EST(Erythroid Cells (LCB:ax library) 
cDNA clone ax38c12 random ) 


BG943485 




NP_714916 


14498 


0.01925 


Novel, ORF+3(144-262) 


SEQ.ID.No.86 






14504 


0 026033 


No sianificant matrh (ORF'nonp^ 


SEQ ID No 22 






14517 


0.006106 


xq09e02.x1 NCI_CGAP_Ut1 cDNA clone 
IMAGE:2750138 3' similar to contains Alu 
repetitive element;, mRNA sequence 
/c!one=IMAGE:27501 38 /clone_end=3' 
/qb=AW517395 /ai=71 55477 
/ug=Hs.445194 /len=519 


AW517395 


Hs.445194 




14521 


0.03304 


HSC15D092 normalized infant brain 
cDNA cDNA clone c-15d09 3* mRNA 
sequence /clone=c-15d09 /clone end=3* 
/gb=Z39248 /gi=562440 /ug=Hs.27328 
/len=352 


Z39248 


Hs.27328 




14528 


0.041254 


EST (EST34421 Embryo, 6 week I cDNA 
5' end similar to EST containing L1 
re neat \ 


AA330691 






14539 


0.031117 


wg09e08.x1 

Soares^NSF.FS.gWJDT^PAJ^SI 
cDNA clone IMAGE2364614 3' mRNA 
sequence /clone=IMAGE:2364614 
/clone_end=3' /gb=AI744543 /gi=51 12831 
/ua=Hs 205679 /len=521 


AI744543 


Hs.205679 




14551 


0.009763 


EST (ng23f02.s1 NCI_CGAP_Ov2 cDNA 
clone IMAGE'930267 similar to contains 

VlWIH* MfirtV^-wS'VbVi WIIMMUI Iw WVl nail Iw 

Alu repetitive element) 


AA502813 






14553 


0.008473 


hypothetical protein H41 (H41), mRNA 
/cds=(324,1 100) /gb=NM 017548 
/gi=24475997 /ug=Hs.283690 /len=3346 


NM_0 17548 


Hs.283690 


NP_060018 


14559 


0.042173 


EST hb88d08.x1 NCI_CGAP Ut2 cDNA 
clone IMAGE:2890287 3' 


AW439829 




NP_620128 


14562 


6.55E-04 


EST(CR34d06.x1 Jia bone marrow 
stroma clone HBMSC_CR34d06 3') 


AI755024 
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14565 


0.009349 


oq98a10.x1 NCI_CGAP_Co12 cDNA 
clone I MAGE: 1594362 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:1594362 
/clone_end=3' /gb=AI074369 /gi=3401013 
/ug=Hs. 386367 /len=478 


AI074369 


Hs.386367 




14568 


0.027691 


ribosomal protein, large, P0 (RPLP0), 
transcript variant 2, mRNA 
/cds=(1 1 1 ,1064) /gb=NM_053275 
/gi=16933545 /ug=Hs.40651 1 /len=1 148 


NM_053275 


Hs.406511 


NP_444505 


14612 


0.03489 


EST(AL536815LTI FL013 FBrnl clone 
CS0DF020YK05 5') 


AL536815 






14613 


0.017885 


neuroepithelial cell transforming gene 1 
(NET1), mRNA/cds=(147,1775) 
/gb=NM_005863 /gi=1 9923326 
/ug=Hs.25155/len=3236 


NM_005863 


Hs.25155 


NP_005854 


14614 


0.029362 


EST(yq95a02.r1 Soares fetal liver spleen 
1 NFLS cDNA clone IMAGE:203498 5' 
similar to contains Alu repetitive element) 


H56096 






14638 


0.028573 


602623674F1 NCI_CGAP_Skn4 cDNA 
clone IMAGE:4748515 5', mRNA 
sequence /clone=IMAGE:4748515 '< 
/clone_end=5' /gb=BG677029 
/gi=1 3908426 /ug=Hs. 123445 /len=882 


BG677029 


Hs. 123445 




14640 


0.046005 


EST(tz23h03.x1 NCI_CGAP_Ut2 clone 
IMAGE:2289461 3' contains L1.t2 L1 
repeat) 


AI823691 






14648 


0.043934 


mRNA; cDNA DKFZp667J1615 (from 
clone DKFZp667J1615) /gb=AL713792 
/gi=1 9584550 /ug=Hs. 120388 /len=4127 


AL7 13792 


Hs. 120388 




14650 


0.006816 


clone IMAGE:41 39786, mRNA, partial 
cds /cds=(1 ,625) /gb=BC007901 
/gi=14043927 /ug=Hs.433279 /len=1493 


BC007901 


Hs.433279 




14653 


0.0261 


EST (MR0-BT0798-280400-001-d04 
BT0798 cDNA) 


BE095198 






14662 


0.010015 


EST(tt54e09.x1 NCI_CGAP_GC6 cDNA 
clone IMAGE:2244616 3' similar to 
contains MER29.b3 MER29 repetitive 
element) 


AI656892 






14663 


0.00527 


EST(zs14a10.r1 NCI_CGAP_GCB1 
cDNA clone IMAGE:685146 5') 


AA243380 




NP_057315 


14672 


0.013991 


EST(xq76f01.x1 NCI CGAP HN11 
cDNA clone IMAGE:2756569 3') 


AW265747 
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14690 


0.032959 


cDNA FLJ35033 fis, clone 
OCBBF2016590, weakly similar to CELL 
SURFACE ANTIGEN 114/A10 
PRECURSOR. /cds=(407,934) 
/gb=AK092352 /gi=2 1750925 
/ug=Hs.156113/len=2884 


AK092352 


Hs.156113 




14697 


0.001465 


EST00015 NCI_CGAP_Lu5 cDNA clone 
IMAGE" 1568018 3' mRNA seauence 

11*1/ » | V/W W 1 W/ \J j 1 111 \ 1 ^ / \ WWW W w 1 IVw 

/clone=IMAGE:1568018/clone_end=3' 
/gb=BF707422 /gi=1 1999083 
/ug=Hs.298289 /len=858 


BF707422 


Hs.298289 




14708 


0.039034 


FLJ11397 fis, clone HEMBA1000622 
/cds=UNKNOWN /ab=AK021459 

/ WWW 1 l 1 \l ~ V V 1 ^ / V-4 k-/ / \ 1 Wk 1 W^ W 

/gi=10432651 /ug=Hs.169068 /len=1512 


AK021459 


Hs. 169068 




14709 


0.00189 


Similar to hypothetical protein FLJ20378, 
clone IMAGE:5547904, mRNA, partial 
cds /cds=(1 ,802) /gb=BC035643 
/gi=23274249 /ug=Hs.202613 /len=1653 


BC035643 


Hs.202613 i 




14712 


0.012016 


mRNA; cDNA DKFZp564D193 (from 
clone DKFZp564D193) /gb=AL049252 
/gi=4499993 /ug=Hs.406752 /len=3343 


AL049252 


Hs.406752 




14719 


0.01925 


EST(cDNA clone IMAGE:2387836 3* 
similar to contains Alu repetitive 
element; contains element MER22 
reDetitive element ) 


AI760555 




NP_658913 


14721 


0.031156 


UI-H-ED0-axn-i-09-0-Ul.s1 
NCI_CGAP_EDO cDNA clone UI-H-ED0- 
axn-i-09-0-UI 3' mRNA seauence 
/clone=UI-H-ED0-axn-i-09-0-UI 
/clone_end=3' /gb=CA445401 
/gi=24809821 /ug=Hs.204930 /len=725 


CA445401 


Hs.204930 




14722 


0.024491 


cDNA FLJ 11439 fis, clone 
HEMBA1001299 /ab=AK021501 
/gi=10432697 /ug=Hs.287416 /len=1500 


AK021501 


Hs.287416 




14723 


0.027656 


qm87e02.x1 NCI_CGAP_Lu5 cDNA 
clone IMAGE:1895738 3', mRNA 
sequence /clone=IMAGE: 1895738 
/clone end=3' /ab=AI299478 /ai=3957519 

f VPvl 1 \+ \+§ 1 W/ \^ t \A 9hf 9 \ 1 *— w W T 9 W^ 9 W 1 W^ W W 7 1 W^ 1 w 

/ug=Hs.303983 /len=438 


AI299478 


Hs.303983 




14727 


0.036914 


fh01f01.y1 NIH_MGC_17 cDNA clone 
IMAGE:2961 144 3', mRNA sequence 
/clone=IMAGE:2961 144 /clone_end=3' 
/gb=AW409578 /gi=6935198 
/ug=Hs.279718/len=529 


AW409578 


Hs.279718 




14736 


4.48E-04 


FLJ33160 fis, clone UTERU2000485 
/cds=UNKNOWN /gb=AK057722 
/gi=16553641 /ug=Hs.124733 /len=2328 


AK057722 


Hs. 124733 
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14737 


0.032959 


clone IMAGE:5298326, mRNA 
/gb=BC036198 /gi=23271941 
/ua=Hs 369297 /len=3475 


BC036198 


Hs.369297 




14746 


0 00223 


tw36f05 x1 NCI CGAP Ut1 cDNA clone 
IMAGE:2261793 3* similar to contains Alu 
repetitive element;, mRNA sequence 
/clone=IMAGE'2261793 /clone end=3' 
/gb=AI889108 /gi=5594272 
/ug=Hs.311004 /len=489 


AI88Q10R 


Hs.311004 




14760 


0.007334 


control 








14766 


0029363 


cDNA FLJ30301 fis, clone 

BRACE2003217 /ab=AK054863 

/gi=1 6549482 /ug=Hs.285728 /len=2186 


AK054863 


Hs.285728 




14770 


1.46E-04 


EST48277 Fetal spleen cDNA 3" end 
similar tn FST pontaininn Alu rpnpat 

Oil 1 MICH Iv I— 1 V/vl 1 LCI II III IU r\IU 1 CUCul, 

mRNA sequence /clone_end=3' 
/gb=AA342474 /gi=1 994946 
/ua=Hs 291585 /len=430 


AA342474 


Hs.291585 




14806 


0.003893 


cDNA FLJ 14279 fis, clone 

PLACE1 005574. /gb=AK024341 

/ai=1 0436703 /ua=Hs 250383 /len=2005 


AK024341 


Hs.250383 




14813 


0.023148 


ESTs, cDNA /clone=CS0DC008YI07 
/clone_end=5' /gb=AL524742 
/ai=1 2788235 /ua=Hs 6616 


AL524742 


Hs.6616 


NP_1 14032 


14824 


0.043934 


ribosomal protein L5 (RPL5), mRNA 
/cds=(63,956) /gb=NM_000969 
/gi=14591908 /ug=Hs.180946 /len=1033 


NM_000969 


Hs. 180946 


NP_000960 


14850 


0.036914 


cDNA: FLJ22698 fis, clone HSI12044. 
/gb=AK026351 /gi= 104391 90 
/nn=H«! /lpn=147fi 


AK026351 


Hs.286241 




14851 


0.003079 


UI-H-BW1-amm-h-09-0-Ul.s1 
NCI_CGAP_Sub7 cDNA clone 
IMAGE:3070696 3', mRNA sequence 
/clonp=IMAGE3070696 /clone end=T 
/gb=BF512783 /gi=1 1597962 
/ug=Hs.443691 /len=568 


BF512783 


Hs 443691 




14875 


0.039034 


RC1-NN0073-090500-012-f02 NN0073 
cDNA mRNA seauencp /absAWSQRfilS 

UU»I trA, 1 1 1 1 \ 1 i t \ OCUUCI IvC imU / \ V V UCUU 1 J 

/ai=8062820 /ua=Hs 130729 /len=660 


AW898615 


Hs. 130729 




14893 


0 03489 


EST375707 MAGE reseauencps MAGH 
rDNA mRNA <5pnupnrp /nh=AWQfi^fi^4 
/gi=81 53470 /ug=Hs.429581 /len=750 




Hs.429581 




14933 


0.021637 


No significant match, ORF-2(2~412) 


SEQ.ID.No.96 






14934 


0.009098 


No significant match 
(ORF:+1:1~102[102]) 


SEQ.ID.No.59 






14937 


0.016974 


control 








14960 


0.042722 


No significant match, ORF-3( 140-268) 


SEQ.ID.No.58 
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14962 


0.020319 


No significant match, 
ORF+3(30~1 40) +2(131-232) 


SEQ.ID.No.72 






14964 


0.001128 


No significant match (ORF:-2:1~144[144]) 


SEQ.ID.No.67 
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